7

papers

7

all docs

1306789

13,767 7
citations h-index
7 7
docs citations times ranked

1719596

g-index

8225

citing authors



ARTICLE IF CITATIONS

MOLSCRIPT: a program to produce both detailed and schematic plots of protein structures. Journal of .
Applied Crystallography, 1991, 24, 946-950. : >

Investigation of the function of mutated cellulose-binding domains ofTrichoderma reesei

cellobiohydrolase I. Proteins: Structure, Function and Bioinformatics, 1992, 14, 475-482. L5 182

Structure of the DNA-binding domain of zinc GAL4. Nature, 1992, 356, 448-450.

Ansig for Windows: an interactive computer program for semiautomatic assignment of protein NMR 16 84
spectra. Journal of Biomolecular NMR, 2000, 18, 329-336. )

Structure, Specificity, and Mode of Interaction for Bacterial Albumin-binding Modules. Journal of
Biological Chemistry, 2002, 277, 8114-8120.

A software tool to accelerate design of protein constructs for recombinant expression. Protein 0.6 15
Expression and Purification, 2010, 72, 175-178. '

Computer Graphics As A Tool For The Prediction Of The Stereoselectivity Of Enzyme Catalyzed

Reactions. l+-Cxhymotrypsin Catalyzed Hydrolysis Of Substituted Propanedioic Acid Diesters..
Biocatalysis, 1987, 1, 87-98.




