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j Paper IF Citations

92 yiscoveringNfunctionalNmotifsNinNlongNnoncodingNRNvsccNWileygInterdisciplinarygReviewsgRNAaN2022aNeflem9.3 0

91 NucleoporinbnhNrevealsNaNcommonNfeatureNofNaggressiveNbreastNcancersoNrobustNnucleocytoplasmicN
transportNofNtranscriptionNfactorsccNCellgReportsaN2022aNhmaNffeifm 10.6 0

90 UniqueNfeaturesNofNtranscriptionNterminationNandNinitiationNatNcloselyNspacedNtandemNhumanNgenesccN
MoleculargSystemsgBiologyaN2022aNfmaNefekmg 12.2

89 xontextbspecificNeffectsNofNsequenceNelementsNonNsubcellularNlocalizationNofNlinearNandNcircularN
RNvsccNNaturegCommunicationsaN2022aNfhaNgimf 17.4 2

88 SubstoichiometricNactionNofNlongNnoncodingNRNvsccNNaturegCellgBiologyaN2022aNgiaNkembkfj 23.4 0

87 IdentificationNandNcharacterizationNofNkeyNlongNnonbcodingNRNvsNinNtheNmouseNcochleacNRNAgBiologyaN
2021aNfmaNffkebffkn 4.8 1

86 InefficientNsplicingNcurbsNnoncodingNRNvNtranscriptioncNNaturegStructuralgandgMoleculargBiologyaN
2021aNgmaNhglbhgm 17.6

85
TheNevolutionarilyNconservedNlongNnonbcodingNRNvNLINxeegkfNdrivesNneuroendocrineNprostateN
cancerNproliferationNandNmetastasisNviaNdistinctNnuclearNandNcytoplasmicNmechanismscNMolecularg
OncologyaN2021aNfjaNfngfbfnif

7.9 9

84 MIRjehHGNLossNPromotesNzndothelialbtobMesenchymalNTransitionNinNVascularNyiseasecNCirculationg
ResearchaN2021aNfgmaNfflhbffne 15.7 7

83 HighbresolutionNmappingNofNfunctionNandNproteinNbindingNinNanNRNvNnuclearNenrichmentNsequencecN
EMBOgJournalaN2021aNieaNefekhjl 13 5

82 SvRSbxoVbgNusesNaNmultiprongedNstrategyNtoNimpedeNhostNproteinNsynthesiscNNatureaN2021aNjniaNgiebgij 50.4 57

81 HighlyNconservedNandNcisbactingNlncRNvsNproducedNfromNparalogousNregionsNinNtheNcenterNofNHOXvN
andNHOXwNclustersNinNtheNendodermNlineagecNPLoSgGeneticsaN2021aNflaNefeenkmf 6 1

80 SxIRTNlncRNvNRestrainsNTumorigenesisNbyNOpposingNTranscriptionalNProgramsNofNTumorbInitiatingN
xellscNCancergResearchaN2021aNmfaNjmebjnh 10.1 7

79 TherapyNbasedNonNfunctionalNRNvNelementscNScienceaN2021aNhlhaNkghbkgi 33.3 3

78 UncoveringNdeeplyNconservedNmotifNcombinationsNinNrapidlyNevolvingNnoncodingNsequencescN
GenomegBiologyaN2021aNggaNgn 18.3 8

77 GeneNvrchitectureNandNSequenceNxompositionNUnderpinNSelectiveNyependencyNofNNuclearNzxportNofN
LongNRNvsNonNNXFfNandNtheNTRzXNxomplexcNMoleculargCellaN2020aNlnaNgjfbgklcek 17.6 32

76 vNguideNtoNnamingNhumanNnonbcodingNRNvNgenescNEMBOgJournalaN2020aNhnaNefehlll 13 39
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75 RegulationNofNneuronalNcommitmentNinNmouseNembryonicNstemNcellsNbyNtheNRenofdwahccfNlocuscN
EMBOgReportsaN2020aNgfaNejfgki 6.5 1

74 vNMvFGblncRNvNaxisNlinksNsystemicNnutrientNabundanceNtoNhepaticNglucoseNmetabolismcNNatureg
CommunicationsaN2020aNffaNkii 17.4 14

73 RegulationNofNgeneNexpressionNbyNcisbactingNlongNnonbcodingNRNvscNNaturegReviewsgGeneticsaN2020aN
gfaNfegbffl 30.1 216

72 FunctionalNannotationNofNhumanNlongNnoncodingNRNvsNviaNmolecularNphenotypingcNGenomeg
ResearchaN2020aNheaNfekebfelg 9.7 41

71 TargetingNpurineNsynthesisNinNvSSfbexpressingNtumorsNenhancesNtheNresponseNtoNimmuneN
checkpointNinhibitorsccNNaturegCanceraN2020aNfaNmnibnem 15.4 13

70 TranscriptionNyynamicsNRegulateNPolyVvWNTailsNandNzxpressionNofNtheNRNvNyegradationNMachineryN
toNwalanceNmRNvNLevelscNMoleculargCellaN2020aNlmaNihibiiicej 17.6 18

69 zndothelialNfunctionNandNdysfunctionNinNtheNcardiovascularNsystemoNtheNlongNnonbcodingNroadcN
CardiovasculargResearchaN2019aNffjaNfkngbflei 9.9 24

68 PredictiveNmodelsNofNsubcellularNlocalizationNofNlongNRNvscNRnaaN2019aNgjaNjjlbjlg 5.8 33

67 TheNzXPvNyzRNIntegratedNPlatformNforNTranscriptomeNvnalysiscNJournalgofgMoleculargBiologyaN2019aN
ihfaNghnmbgiek 6.5 13

66
TheNHumanbSpecificNandNSmoothNMuscleNxellbznrichedNLncRNvNSMILRNPromotesNProliferationNbyN
RegulatingNMitoticNxzNPFNmRNvNandNyrivesNxellbxycleNProgressionNWhichNxanNweNTargetedNtoNLimitN
VascularNRemodelingcNCirculationgResearchaN2019aNfgjaNjhjbjjf

15.7 50

65 RegulationNofNxHygNexpressionNbyNtheNxhaserrNlongNnoncodingNRNvNgeneNisNessentialNforNviabilitycN
NaturegCommunicationsaN2019aNfeaNjeng 17.4 29

64 vgingNwellNwithcNELifeaN2019aNmaN 8.9 4

63 LongNNoncodingNRNvsNinNyevelopmentNandNRegenerationNofNtheNNeuralNLineagecNColdgSpringgHarborg
SymposiagongQuantitativegBiologyaN2019aNmiaNfkjbfll 3.9 3

62 InbcellNidentificationNandNmeasurementNofNRNvbproteinNinteractionscNNaturegCommunicationsaN2019aN
feaNjhfl 17.4 23

61 vlternativeNhUNUTRsNdirectNlocalizationNofNfunctionallyNdiverseNproteinNisoformsNinNneuronalN
compartmentscNNucleicgAcidsgResearchaN2019aNilaNgjkebgjlh 20.1 56

60 SvMkmNisNrequiredNforNregulationNofNPumilioNbyNtheNNORvyNlongNnoncodingNRNvcNGenesgandg
DevelopmentaN2018aNhgaNleblm 12.6 41

59 SequencesNenrichedNinNvluNrepeatsNdriveNnuclearNlocalizationNofNlongNRNvsNinNhumanNcellscNNatureaN
2018aNjjjaNfelbfff 50.4 169

58 InteractionsNbetweenNshortNandNlongNnoncodingNRNvscNFEBSgLettersaN2018aNjngaNgmlibgmmh 3.8 64

(2018-2020)
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57 vlteredNpjhNfunctionalityNinNcancerbassociatedNfibroblastsNcontributesNtoNtheirNcancerbsupportingN
featurescNProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaaN2018aNffjaNkifebkifj11.5 49

56 ProductionNofNSplicedNLongNNoncodingNRNvsNSpecifiesNRegionsNwithNIncreasedNznhancerNvctivitycN
CellgSystemsaN2018aNlaNjhlbjilceh 10.6 36

55 PredictingNmicroRNvNtargetingNefficacyNinNyrosophilacNGenomegBiologyaN2018aNfnaNfjg 18.3 41

54 RegulationNofNNeuroregenerationNbyNLongNNoncodingNRNvscNMoleculargCellaN2018aNlgaNjjhbjklcej 17.6 42

53 zfficientNandNvccurateNTranslationNInitiationNyirectedNbyNTISUNInvolvesNRPShNandNRPSfeeNwindingN
andNyifferentialNzukaryoticNInitiationNFactorNfvNRegulationcNMoleculargandgCellulargBiologyaN2017aNhlaN 4.8 25

52 vNsubsetNofNconservedNmammalianNlongNnonbcodingNRNvsNareNfossilsNofNancestralNproteinbcodingN
genescNGenomegBiologyaN2017aNfmaNfkg 18.3 41

51 TheNhumanNlncRNvNLINxbPINTNinhibitsNtumorNcellNinvasionNthroughNaNhighlyNconservedNsequenceN
elementcNGenomegBiologyaN2017aNfmaNgeg 18.3 122

50 vnalysisNofNbloodbbasedNgeneNexpressionNinNidiopathicNParkinsonNdiseasecNNeurologyaN2017aNmnaNfklkbfkmh6.5 59

49 GenomebwideNidentificationNandNexpressionNprofilingNofNlongNnonbcodingNRNvsNinNauditoryNandN
vestibularNsystemscNScientificgReportsaN2017aNlaNmkhl 4.9 13

48 xapbproximalNnucleotidesNviaNdifferentialNeIFizNbindingNandNalternativeNpromoterNusageNmediateN
translationalNresponseNtoNenergyNstresscNELifeaN2017aNkaN 8.9 48

47
MethodsNforNdistinguishingNbetweenNproteinbcodingNandNlongNnoncodingNRNvsNandNtheNelusiveN
biologicalNpurposeNofNtranslationNofNlongNnoncodingNRNvscNBiochimicagEtgBiophysicagActagwgGeneg
RegulatorygMechanismsaN2016aNfmjnaNhfbie

6 60

46 zvolutionNtoNtheNrescueoNusingNcomparativeNgenomicsNtoNunderstandNlongNnonbcodingNRNvscNNatureg
ReviewsgGeneticsaN2016aNflaNkefbfi 30.1 336

45 TheNfunctionsNofNlongNnoncodingNRNvsNinNdevelopmentNandNstemNcellscNDevelopmentgrCambridgesaN
2016aNfihaNhmmgbhmni 6.6 143

44 xircularNRNvsNareNlongblivedNandNdisplayNonlyNminimalNearlyNalterationsNinNresponseNtoNaNgrowthN
factorcNNucleicgAcidsgResearchaN2016aNiiaNfhlebmh 20.1 289

43 vNconservedNabundantNcytoplasmicNlongNnoncodingNRNvNmodulatesNrepressionNbyNPumilioNproteinsN
inNhumanNcellscNNaturegCommunicationsaN2016aNlaNfggen 17.4 138

42 LIMTNisNaNnovelNmetastasisNinhibitingNlncRNvNsuppressedNbyNzGFNandNdownregulatedNinNaggressiveN
breastNcancercNEMBOgMoleculargMedicineaN2016aNmaNfejgbki 12 66

41 PrinciplesNofNlongNnoncodingNRNvNevolutionNderivedNfromNdirectNcomparisonNofNtranscriptomesNinNflN
speciescNCellgReportsaN2015aNffaNfffebgg 10.6 377

40 RecurrentNinactivatingNRvSvgNmutationsNinNmelanomacNNaturegGeneticsaN2015aNilaNfiembfe 36.3 73
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39 yiversionNofNaspartateNinNvSSfbdeficientNtumoursNfostersNdeNnovoNpyrimidineNsynthesiscNNatureaN
2015aNjglaNhlnbhmh 50.4 179

38 NuclearNRetentionNofNmRNvNinNMammalianNTissuescNCellgReportsaN2015aNfhaNgkjhbkg 10.6 157

37 weyondNsecondaryNstructureoNprimarybsequenceNdeterminantsNlicenseNpribmiRNvNhairpinsNforN
processingcNCellaN2013aNfjgaNmiibjm 56.2 281

36 lincRNvsoNgenomicsaNevolutionaNandNmechanismscNCellaN2013aNfjiaNgkbik 56.2 1841

35 zxtensiveNalternativeNpolyadenylationNduringNzebrafishNdevelopmentcNGenomegResearchaN2012aNggaNgejibkk9.7 220

34 xonservedNfunctionNofNlincRNvsNinNvertebrateNembryonicNdevelopmentNdespiteNrapidNsequenceN
evolutioncNCellaN2011aNfilaNfjhlbje 56.2 882

33 yynamicNchangesNinNtheNcopyNnumberNofNpluripotencyNandNcellNproliferationNgenesNinNhumanNzSxsN
andNiPSxsNduringNreprogrammingNandNtimeNinNculturecNCellgStemgCellaN2011aNmaNfekbfm 18 700

32 SPIKzoNaNdatabaseNofNhighlyNcuratedNhumanNsignalingNpathwayscNNucleicgAcidsgResearchaN2011aNhnaNylnhbn 20.1 59

31 IntegrationNofNtranscriptomicsaNproteomicsaNandNmicroRNvNanalysesNrevealsNnovelNmicroRNvN
regulationNofNtargetsNinNtheNmammalianNinnerNearcNPLoSgONEaN2011aNkaNefmfnj 3.7 67

30 vNpointNmutationNinNtranslationNinitiationNfactorNeIFgwNleadsNtoNfunctionbbandNtimebspecificNchangesN
inNbrainNgeneNexpressioncNPLoSgONEaN2011aNkaNegknng 3.7 11

29 vNplasmabmembraneNzbMvPNrevealsNlinksNofNtheNeisosomeNwithNsphingolipidNmetabolismNandN
endosomalNtraffickingcNNaturegStructuralgandgMoleculargBiologyaN2010aNflaNnefbm 17.6 79

28 zxpanderoNfromNexpressionNmicroarraysNtoNnetworksNandNfunctionscNNaturegProtocolsaN2010aNjaNhehbgg 18.8 165

27 TowardsNcomputationalNpredictionNofNmicroRNvNfunctionNandNactivitycNNucleicgAcidsgResearchaN2010aN
hmaNefke 20.1 75

26 PropagationNofNhumanNembryonicNandNinducedNpluripotentNstemNcellsNinNanNindirectNcobcultureN
systemcNBiochemicalgandgBiophysicalgResearchgCommunicationsaN2010aNhnhaNgffbk 3.4 13

25 yifferentNsetsNofNQTLsNinfluenceNfitnessNvariationNinNyeastcNMoleculargSystemsgBiologyaN2010aNkaNhik 12.2 21

24 yzGvSoNdeNnovoNdiscoveryNofNdysregulatedNpathwaysNinNhumanNdiseasescNPLoSgONEaN2010aNjaNefhhkl 3.7 94

23 yiscoveringNTranscriptionalNModulesNbyNxombinedNvnalysisNofNzxpressionNProfilesNandNRegulatoryN
SequencescNLecturegNotesgingComputergScienceaN2010aNjlmbjln 0.9

22 IdentifyingNfunctionalNmodulesNusingNexpressionNprofilesNandNconfidencebscoredNproteinN
interactionscNBioinformaticsaN2009aNgjaNffjmbki 7.2 93

(2009-2015)
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21 vllegrooNanalyzingNexpressionNandNsequenceNinNconcertNtoNdiscoverNregulatoryNprogramscNNucleicg
AcidsgResearchaN2009aNhlaNfjkkbln 20.1 36

20 TowardsNaccurateNimputationNofNquantitativeNgeneticNinteractionscNGenomegBiologyaN2009aNfeaNRfie 18.3 19

19 SPIKzbbaNdatabaseaNvisualizationNandNanalysisNtoolNofNcellularNsignalingNpathwayscNBMCgBioinformaticsaN
2008aNnaNffe 3.6 48

18 MetaRegoNaNplatformNforNmodelingaNanalysisNandNvisualizationNofNbiologicalNsystemsNusingNlargebscaleN
experimentalNdatacNGenomegBiologyaN2008aNnaNRf 18.3 15

17 RegulatoryNnetworksNdefineNphenotypicNclassesNofNhumanNstemNcellNlinescNNatureaN2008aNijjaNiefbj 50.4 283

16 FromNzbMvPsNtoNmoduleNmapsoNdissectingNquantitativeNgeneticNinteractionsNusingNphysicalN
interactionscNMoleculargSystemsgBiologyaN2008aNiaNgen 12.2 59

15 xomprehensiveNmicroRNvNprofilingNrevealsNaNuniqueNhumanNembryonicNstemNcellNsignatureN
dominatedNbyNaNsingleNseedNsequencecNStemgCellsaN2008aNgkaNfjekbfk 5.8 184

14 yzTzxTINGNPvTHWvYSNTRvNSxRIPTIONvLLYNxORRzLvTzyNWITHNxLINIxvLNPvRvMzTzRSN2008aN 2

13 yetectingNyiseasebSpecificNyysregulatedNPathwaysNViaNvnalysisNofNxlinicalNzxpressionNProfilesN2008aNhilbhjn 34

12 yetectingNpathwaysNtranscriptionallyNcorrelatedNwithNclinicalNparameterscNComputationalgSystemsg
Bioinformaticsg/gLifegSciencesgSocietygComputationalgSystemsgBioinformaticsgConferenceaN2008aNlaNginbjm 5

11 NetworkbbasedNpredictionNofNproteinNfunctioncNMoleculargSystemsgBiologyaN2007aNhaNmm 12.2 743

10 IdentificationNofNfunctionalNmodulesNusingNnetworkNtopologyNandNhighbthroughputNdatacNBMCg
SystemsgBiologyaN2007aNfaNm 3.5 229

9 TheNaverageNcommonNsubstringNapproachNtoNphylogenomicNreconstructioncNJournalgofg
ComputationalgBiologyaN2006aNfhaNhhkbje 1.7 153

8 StructuralNfeaturesNwithinNtheNNORvyNlongNnoncodingNRNvNunderlieNefficientNrepressionNofNPumilioNactivity 1

7 MassivelyNparallelNidentificationNofNzipcodesNinNprimaryNcorticalNneurons 2

6 vNconservedNabundantNcytoplasmicNlongNnoncodingNRNvNmodulatesNrepressionNbyNPumilioNproteinsN
inNhumanNcells 1

5 HighbResolutionNyissectionNofNxonduciveNReprogrammingNTrajectoryNtoNGroundNStateNPluripotency 3

4 SequencesNenrichedNinNvluNrepeatsNdriveNnuclearNlocalizationNofNlongNRNvsNinNhumanNcells 2
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3 SvRSbxoVbgNutilizesNaNmultiprongedNstrategyNtoNsuppressNhostNproteinNsynthesis 2

2 RegulationNofNxHygNexpressionNbyNtheNxhaserrNlongNnoncodingNRNvNisNessentialNforNviability 1

1 FunctionalNvnnotationNofNHumanNLongNNonbxodingNRNvsNviaNMolecularNPhenotyping 6
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