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The Scottish Structural Proteomics Facility: targets, methods and outputs. Journal of Structural and
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Fibronectin-binding proteins of Gram-positive cocci. Microbes and Infection, 2006, 8, 2291-2298. 1.9 104
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NMR Spectroscopic and Theoretical Analysis of a Spontaneously Formed Lysa€“Asp Isopeptide Bond. 13.8 88
Angewandte Chemie - International Edition, 2010, 49, 8421-8425. )

BBK32, a Fibronectin Binding MSCRAMM from Borrelia burgdorferi, Contains a Disordered Region That
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Borrelia burgdorferi Binds Fibronectin through a Tandem 12-Zipper, a Common Mechanism of
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High Affinity Streptococcal Binding to Human Fibronectin Requires Specific Recognition of Sequential
F1 Modules. Journal of Biological Chemistry, 2004, 279, 39017-39025.

The helicase XPD unwinds bubble structures and is not stalled by DNA lesions removed by the
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An Efficient Method for the In Vitro Production of Azol(in)ed€Based Cyclic Peptides. Angewandte Chemie
- International Edition, 2014, 53, 14171-14174.

An internal thioester in a pathogen surface protein mediates covalent host binding. ELife, 2015, 4, . 6.0 43

CC1, a Novel Crenarchaeal DNA Binding Protein. Journal of Bacteriology, 2007, 189, 403-409.

The Solution and Crystal Structures of a Module Pair from the Staphylococcus aureus-Binding Site of 49 34
Human Fibronectind€”A Tale with a Twist. Journal of Molecular Biology, 2007, 368, 833-844. :
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Implications for Collagen Binding from the Crystallographic Structure of Fibronectin 6Fnl1a€“2Fnll7Fnl.
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Cooperative Binding and Activation of Fibronectin by a Bacterial Surface Protein. Journal of .4 97
Biological Chemistry, 2011, 286, 1884-1894. :

Rift Valley fever phlebovirus NSs protein core domain structure suggests molecular basis for nuclear
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The Streptococcal Binding Site in the Gelatin-binding Domain of Fibronectin Is Consistent with a
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The structure of the cyanobactin domain of unknown function from PatG in the patellamide gene
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Structural insight into binding ofStaphylococcus aureusto human fibronectin. FEBS Letters, 2006,
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Yet more intramolecular cross-links in Gram-positive surface proteins. Proceedings of the National
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