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n Paper IF Citations

289 SequenceLandLcomparativeLanalysisLofLtheLchickenLgenomeLprovideLuniqueLperspectivesLonL
vertebrateLevolutionZLNatureXL2004XLfedXLhkgYich 50.4 2143

288 snalysesLofLpigLgenomesLprovideLinsightLintoLporcineLdemographyLandLevolutionZLNatureXL2012XL
fkcXLekeYj 50.4 928

287 vesignLofLaLhighLdensityLSNPLgenotypingLassayLinLtheLpigLusingLSNPsLidentifiedLandLcharacterizedLbyL
nextLgenerationLsequencingLtechnologyZLPLoSeONEXL2009XLfXLehgdf 3.7 486

286 TheLPiyMaPLconsortiumLlinkageLmapLofLtheLpigLTSusLscrofaUZLMammalianeGenomeXL1995XLhXLcgiYig 3.2 402

285 StrongLsignaturesLofLselectionLinLtheLdomesticLpigLgenomeZLProceedingseofetheeNationaleAcademyeofe
ScienceseofetheeUnitedeStateseofeAmericaXL2012XLcbkXLckgdkYeh 11.5 367

284 sLgeneticLvariationLmapLforLchickenLwithLdZjLmillionLsingleYnucleotideLpolymorphismsZLNatureXL2004XL
fedXLiciYdd 50.4 341

283 MultiYplatformLnextYgenerationLsequencingLofLtheLdomesticLturkeyLTMeleagrisLgallopavoUlLgenomeL
assemblyLandLanalysisZLPLoSeBiologyXL2010XLjXLecbbbfig 9.7 311

282 wmpiricalLevaluationLofLgeneticLclusteringLmethodsLusingLmultilocusLgenotypesLfromLdbLchickenL
breedsZLGeneticsXL2001XLcgkXLhkkYice 4 268

281 sLconsensusLlinkageLmapLofLtheLchickenLgenomeZLGenomeeResearchXL2000XLcbXLceiYfi 9.7 258

280 TheLduckLgenomeLandLtranscriptomeLprovideLinsightLintoLanLavianLinfluenzaLvirusLreservoirLspeciesZL
NatureeGeneticsXL2013XLfgXLiihYije 36.3 240

279 yenomeYwideLscanLforLbodyLcompositionLinLpigsLrevealsLimportantLroleLofLimprintingZLProceedingse
ofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL2000XLkiXLikfiYgb 11.5 226

278 xirstLreportLonLchickenLgenesLandLchromosomesLdbbbZLCytogeneticeandeGenomeeResearchXL2000XLkbXLchkYdcj1.9 223

277 vetectionLofLquantitativeLtraitLlociLforLbackfatLthicknessLandLintramuscularLfatLcontentLinLpigsLTSusL
scrofaUZLGeneticsXL1999XLcgdXLchikYkb 4 210

276 sLhighYdensityLSNPYbasedLlinkageLmapLofLtheLchickenLgenomeLrevealsLsequenceLfeaturesLcorrelatedL
withLrecombinationLrateZLGenomeeResearchXL2009XLckXLgcbYk 9.7 208

275 uoordinatedLinternationalLactionLtoLaccelerateLgenomeYtoYphenomeLwithLxssNyXLtheLxunctionalL
snnotationLofLsnimalLyenomesLprojectZLGenomeeBiologyXL2015XLchXLgi 18.3 196

274
yenomeYwideLassessmentLofLworldwideLchickenLSNPLgeneticLdiversityLindicatesLsignificantLabsenceL
ofLrareLallelesLinLcommercialLbreedsZLProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitede
StateseofeAmericaXL2008XLcbgXLciecdYi

11.5 180

273 RegionsLofLhomozygosityLinLtheLporcineLgenomelLconsequenceLofLdemographyLandLtheL
recombinationLlandscapeZLPLoSeGeneticsXL2012XLjXLecbbecbb 6 178
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272 tiodiversityLofLgdLchickenLpopulationsLassessedLbyLmicrosatelliteLtypingLofLvNsLpoolsZLGeneticse
SelectioneEvolutionXL2003XLegXLgeeYgi 4.9 167

271 sLphysicalLmapLofLtheLchickenLgenomeZLNatureXL2004XLfedXLihcYf 50.4 166

270 PigLdomesticationLandLhumanYmediatedLdispersalLinLwesternLwurasiaLrevealedLthroughLancientLvNsL
andLgeometricLmorphometricsZLMoleculareBiologyeandeEvolutionXL2013XLebXLjdfYed 8.3 155

269 wvidenceLofLlongYtermLgeneLflowLandLselectionLduringLdomesticationLfromLanalysesLofLwurasianLwildL
andLdomesticLpigLgenomesZLNatureeGeneticsXL2015XLfiXLccfcYj 36.3 151

268 TheLdevelopmentLandLcharacterizationLofLaLhbKLSNPLchipLforLchickenZLBMCeGenomicsXL2011XLcdXLdif 4.5 147

267 MicrosatelliteLmarkersLinLcommonLcarpLTuyprinusLcarpioLLZUZLAnimaleGeneticsXL1997XLdjXLcdkYcef 2.5 144

266 SignaturesLofLdiversifyingLselectionLinLwuropeanLpigLbreedsZLPLoSeGeneticsXL2013XLkXLecbbefge 6 131

265 wvolutionaryLsignalsLofLselectionLonLcognitionLfromLtheLgreatLtitLgenomeLandLmethylomeZLNaturee
CommunicationsXL2016XLiXLcbfif 17.4 125

264 yeneticLmappingLofLquantitativeLtraitLlociLaffectingLsusceptibilityLtoLMarekSsLdiseaseLvirusLinducedL
tumorsLinLxdLintercrossLchickensZLGeneticsXL1998XLcfjXLefkYhb 4 123

263 TwoYdimensionalLscreeningLofLtheLWageningenLchickenLtsuLlibraryZLMammalianeGenomeXL2000XLccXLehbYe3.2 120

262 PigLgenomeLsequenceYYanalysisLandLpublicationLstrategyZLBMCeGenomicsXL2010XLccXLfej 4.5 116

261 uloningLandLcharacterizationLofLtheLacylYcoenzymeLslLhYaminopenicillanicYacidYacyltransferaseLgeneL
ofLPenicilliumLchrysogenumZLGeneXL1989XLjeXLdkcYebb 3.8 116

260 sLhighLdensityLrecombinationLmapLofLtheLpigLrevealsLaLcorrelationLbetweenLsexYspecificL
recombinationLandLyuLcontentZLBMCeGenomicsXL2012XLceXLgjh 4.5 113

259 TheLnucleotideLsequenceLofLbovineLMzuLclassLIILvQtLandLvRtLgenesZLImmunogeneticsXL1990XLecXLeiYff 3.2 108

258 yenomeYwideLfootprintsLofLpigLdomesticationLandLselectionLrevealedLthroughLmassiveLparallelL
sequencingLofLpooledLvNsZLPLoSeONEXL2011XLhXLecfijd 3.7 103

257 RecentLnaturalLselectionLcausesLadaptiveLevolutionLofLanLavianLpolygenicLtraitZLScienceXL2017XLegjXLehgYehj33.3 101

256 WholeLgenomeLcomparativeLstudiesLbetweenLchickenLandLturkeyLandLtheirLimplicationsLforLavianL
genomeLevolutionZLBMCeGenomicsXL2008XLkXLchj 4.5 98

255 LinkageLdisequilibriumLdecayLandLhaplotypeLblockLstructureLinLtheLpigZLGeneticsXL2008XLcikXLghkYik 4 98

(2008-2003)
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254 sLcomprehensiveLmicrosatelliteLlinkageLmapLofLtheLchickenLgenomeZLGenomicsXL1998XLfkXLdhgYif 4.3 98

253 uombinedLanalysesLofLdataLfromLquantitativeLtraitLlociLmappingLstudiesZLuhromosomeLfLeffectsLonL
porcineLgrowthLandLfatnessZLGeneticsXL2000XLcggXLcehkYij 4 98

252 yenomicLanalysisLrevealsLselectionLforLssianLgenesLinLwuropeanLpigsLfollowingLhumanYmediatedL
introgressionZLNatureeCommunicationsXL2014XLgXLfekd 17.4 97

251 yenomeLsequencingLrevealsLfineLscaleLdiversificationLandLreticulationLhistoryLduringLspeciationLinL
SusZLGenomeeBiologyXL2013XLcfXLRcbi 18.3 97

250 vetectionLandLcharacterizationLofLquantitativeLtraitLlociLforLgrowthLandLreproductionLtraitsLinLpigsZL
LivestockeScienceXL2001XLidXLcjgYckj 94

249 wvolutionaryLdynamicsLofLcopyLnumberLvariationLinLpigLgenomesLinLtheLcontextLofLadaptationLandL
domesticationZLBMCeGenomicsXL2013XLcfXLffk 4.5 92

248 yeneticLdiversityLwithinLandLbetweenLwuropeanLpigLbreedsLusingLmicrosatelliteLmarkersZLAnimale
GeneticsXL2006XLeiXLcjkYkj 2.5 92

247 TheLnucleotideLsequenceLofLtheLbovineLMzuLclassLIILalphaLgeneslLvRsXLvOsXLandLvYsZL
ImmunogeneticsXL1990XLecXLdkYeh 3.2 92

246 xineLmappingLandLimprintingLanalysisLforLfatnessLtraitLQTLsLinLpigsZLMammalianeGenomeXL2000XLccXLhghYhc3.2 89

245 WholeLgenomeLscanLinLchickensLforLquantitativeLtraitLlociLaffectingLgrowthLandLfeedLefficiencyZL
PoultryeScienceXL1999XLijXLcgYde 3.9 87

244 MolecularLcytogeneticLdefinitionLofLtheLchickenLgenomelLtheLfirstLcompleteLavianLkaryotypeZL
GeneticsXL2004XLchhXLcehiYie 4 86

243 yenomeYwideLsingleLnucleotideLpolymorphismLanalysisLrevealsLrecentLgeneticLintrogressionLfromL
domesticLpigsLintoLNorthwestLwuropeanLwildLboarLpopulationsZLMoleculareEcologyXL2013XLddXLjghYhh 5.7 84

242 sssessingLtheLcontributionLofLbreedsLtoLgeneticLdiversityLinLconservationLschemesZLGeneticse
SelectioneEvolutionXL2002XLefXLhceYee 4.9 83

241 TheLchickenLleukocyteLreceptorLcomplexlLaLhighlyLdiverseLmultigeneLfamilyLencodingLatLleastLsixL
structurallyLdistinctLreceptorLtypesZLJournaleofeImmunologyXL2005XLcigXLejgYke 5.3 82

240 PartialLduplicationLofLtheLPRLRLandLSPwxdLgenesLatLtheLlateLfeatheringLlocusLinLchickenZLBMCe
GenomicsXL2008XLkXLekc 4.5 79

239 MappingLquantitativeLtraitLlociLaffectingLfeatherLpeckingLbehaviorLandLstressLresponseLinLlayingL
hensZLPoultryeScienceXL2003XLjdXLcdcgYdd 3.9 78

238
tiodiversityLofLpigLbreedsLfromLuhinaLandLwuropeLestimatedLfromLpooledLvNsLsampleslLdifferencesL
inLmicrosatelliteLvariationLbetweenLtwoLareasLofLdomesticationZLGeneticseSelectioneEvolutionXL2008XL
fbXLcbeYcdj

4.9 77

237 sLgenomeYwideLassociationLstudyLonLandrostenoneLlevelsLinLpigsLrevealsLaLclusterLofLcandidateL
genesLonLchromosomeLhZLBMCeGeneticsXL2010XLccXLfd 2.6 73
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236 WholeLgenomeLscanLforLquantitativeLtraitLlociLaffectingLbodyLweightLinLchickensLusingLaLthreeL
generationLdesignZLLivestockeScienceXL1998XLgfXLceeYcgb 72

235 yenomeYwideLSNPLdetectionLinLtheLgreatLtitLParusLmajorLusingLhighLthroughputLsequencingZL
MoleculareEcologyXL2010XLckLSupplLcXLjkYkk 5.7 71

234 yeneticLresourcesXLgenomeLmappingLandLevolutionaryLgenomicsLofLtheLpigLTSusLscrofaUZL
InternationaleJournaleofeBiologicaleSciencesXL2007XLeXLcgeYhg 11.2 68

233 LargeLscaleLsingleLnucleotideLpolymorphismLdiscoveryLinLunsequencedLgenomesLusingLsecondL
generationLhighLthroughputLsequencingLtechnologylLappliedLtoLturkeyZLBMCeGenomicsXL2009XLcbXLfik 4.5 65

232 LocalizationLtoLchickenLchromosomeLgLofLaLnovelLlocusLdeterminingLsalmonellosisLresistanceZL
ImmunogeneticsXL2001XLgeXLijhYkc 3.2 65

231 yenomeYwideLSNPLdataLunveilsLtheLglobalizationLofLdomesticatedLpigsZLGeneticseSelectioneEvolutionXL
2017XLfkXLic 4.9 63

230 uonservationLgenomicLanalysisLofLdomesticLandLwildLpigLpopulationsLfromLtheLIberianLPeninsulaZL
BMCeGeneticsXL2013XLcfXLcbh 2.6 63

229 TheLcompleteLsequenceLofLtheLgeneLencodingLbovineLalphaLsdYcaseinZLGeneXL1993XLcdeXLcjiYke 3.8 63

228 sdultLporcineLgenomeYwideLvNsLmethylationLpatternsLsupportLpigsLasLaLbiomedicalLmodelZLBMCe
GenomicsXL2015XLchXLife 4.5 61

227
tiodiversityLofLpigLbreedsLfromLuhinaLandLwuropeLestimatedLfromLpooledLvNsLsampleslLdifferencesL
inLmicrosatelliteLvariationLbetweenLtwoLareasLofLdomesticationZLGeneticseSelectioneEvolutionXL2008XL
fbXLcbeYdj

4.9 60

226 vetectionLandLlocalizationLofLquantitativeLtraitLlociLaffectingLfatnessLinLbroilersZLPoultryeScienceXL
2004XLjeXLdkgYebc 3.9 60

225 uomparisonLofLlinkageLdisequilibriumLandLhaplotypeLdiversityLonLmacroYLandLmicrochromosomesLinL
chickenZLBMCeGeneticsXL2009XLcbXLjh 2.6 59

224 sLdecadeLofLpigLgenomeLsequencinglLaLwindowLonLpigLdomesticationLandLevolutionZLGeneticse
SelectioneEvolutionXL2016XLfjXLde 4.9 58

223 TheLwvolutionLofLSuidaeZLAnnualeRevieweofeAnimaleBiosciencesXL2016XLfXLhcYjg 13.7 58

222 ThirdLReportLonLuhickenLyenesLandLuhromosomesLdbcgZLCytogeneticeandeGenomeeResearchXL2015XL
cfgXLijYcik 1.9 57

221 WholeLgenomeLscanLinLchickensLforLquantitativeLtraitLlociLaffectingLcarcassLtraitsZLPoultryeScienceXL
1999XLijXLcbkcYk 3.9 56

220 yenomeLwideLSNPLdiscoveryXLanalysisLandLevaluationLinLmallardLTsnasLplatyrhynchosUZLBMCe
GenomicsXL2011XLcdXLcgb 4.5 55

219 TheLIyxdYintroneYyebidsLsubstitutionLexplainsLaLmajorLimprintedLQTLLeffectLonLbackfatLthicknessL
inLaLMeishanLxLwuropeanLwhiteLpigLintercrossZLGeneticaleResearchXL2004XLjfXLkgYcbc 1.1 55

(2004-1998)
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218 sLwholeYgenomeLscanLforLquantitativeLtraitLlociLaffectingLteatLnumberLinLpigsZLJournaleofeAnimale
ScienceXL2001XLikXLdedbYh 0.7 55

217 yeneticLoriginXLadmixtureLandLpopulationLhistoryLofLaurochsLTtosLprimigeniusULandLprimitiveL
wuropeanLcattleZLHeredityXL2017XLccjXLchkYcih 3.6 54

216 TheLyenomeLofLWinterLMothLTOperophteraLbrumataULProvidesLaLyenomicLPerspectiveLonLSexualL
vimorphismLandLPhenologyZLGenomeeBiologyeandeEvolutionXL2015XLiXLdedcYed 3.9 53

215 UsingLgenomeYwideLmeasuresLofLcoancestryLtoLmaintainLdiversityLandLfitnessLinLendangeredLandL
domesticLpigLpopulationsZLGenomeeResearchXL2015XLdgXLkibYjc 9.7 53

214 PreliminaryLlinkageLmapLofLtheLchickenLTyallusLdomesticusULgenomeLbasedLonLmicrosatelliteL
markerslLiiLnewLmarkersLmappedZLPoultryeScienceXL1996XLigXLifhYgf 3.9 52

213 vNsLsequencesLatLtheLendsLofLtheLgenomeLofLbacteriophageLMuLessentialLforLtranspositionZL
ProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL1985XLjdXLdbjiYkc 11.5 52

212 uopyLnumberLvariationLinLtheLspeciationLofLpigslLaLpossibleLprominentLroleLforLolfactoryLreceptorsZL
BMCeGenomicsXL2015XLchXLeeb 4.5 51

211 SignaturesLofLselectionLinLtheLgenomesLofLcommercialLandLnonYcommercialLchickenLbreedsZLPLoSe
ONEXL2012XLiXLeedidb 3.7 51

210 WholeLgenomeLSNPLdiscoveryLandLanalysisLofLgeneticLdiversityLinLTurkeyLTMeleagrisLgallopavoUZL
BMCeGenomicsXL2012XLceXLekc 4.5 49

209 ReplicatedLanalysisLofLtheLgeneticLarchitectureLofLquantitativeLtraitsLinLtwoLwildLgreatLtitL
populationsZLMoleculareEcologyXL2015XLdfXLhcfjYhd 5.7 48

208 MultipleLoctamerLbindingLsitesLinLtheLpromoterLregionLofLtheLbovineLalphaLsdYcaseinLgeneZLNucleice
AcidseResearchXL1992XLdbXLfeccYj 20.1 48

207 sLgenomeYwideLscanLforLsignaturesLofLdirectionalLselectionLinLdomesticatedLpigsZLBMCeGenomicsXL
2015XLchXLceb 4.5 47

206 TheLdesignLandLcrossYpopulationLapplicationLofLaLgenomeYwideLSNPLchipLforLtheLgreatLtitLParusL
majorZLMoleculareEcologyeResourcesXL2012XLcdXLigeYib 8.4 46

205 yenomeYWideLuharacterizationLofLSelectionLSignaturesLandLRunsLofLzomozygosityLinLUgandanLyoatL
treedsZLFrontierseineGeneticsXL2018XLkXLecj 4.5 46

204 MicrosatelliteLpolymorphismLinLcommercialLbroilerLandLlayerLlinesLestimatedLusingLpooledLbloodL
samplesZLPoultryeScienceXL1996XLigXLkbfYk 3.9 45

203 NewLmicrosatelliteLmarkersLinLchickenLoptimizedLforLautomatedLfluorescentLgenotypingZLAnimale
GeneticsXL1997XLdjXLfdiYei 2.5 44

202 sncientLpigsLrevealLaLnearYcompleteLgenomicLturnoverLfollowingLtheirLintroductionLtoLwuropeZL
ProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL2019XLcchXLcidecYcidej11.5 42

201 PorcineLcolonizationLofLtheLsmericaslLaLhbkLSNPLstoryZLHeredityXL2013XLccbXLedcYeb 3.6 42
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200 uomparativeLanalysisLofLchickenLchromosomeLdjLprovidesLnewLcluesLtoLtheLevolutionaryLfragilityLofL
geneYrichLvertebrateLregionsZLGenomeeResearchXL2007XLciXLchbeYce 9.7 41

199 vissectingLstructuralLandLnucleotideLgenomeYwideLvariationLinLinbredLIberianLpigsZLBMCeGenomicsXL
2013XLcfXLcfj 4.5 40

198 TheLXLchromosomeLharborsLquantitativeLtraitLlociLforLbackfatLthicknessLandLintramuscularLfatL
contentLinLpigsZLMammalianeGenomeXL2000XLccXLjbbYd 3.2 40

197 LargeLscaleLvariationLinLvNsLcopyLnumberLinLchickenLbreedsZLBMCeGenomicsXL2013XLcfXLekj 4.5 39

196 WidespreadLhorizontalLgenomicLexchangeLdoesLnotLerodeLspeciesLbarriersLamongLsympatricLducksZL
BMCeEvolutionaryeBiologyXL2012XLcdXLfg 3 39

195 xISzLonLavianLlampbrushLchromosomesLproducesLhigherLresolutionLgeneLmappingZLGeneticaXL2006XL
cdjXLdfcYgc 1.5 39

194 TwoLgenesLinvolvedLinLpenicillinLbiosynthesisLareLlinkedLinLaLgZcLkbLSalILfragmentLinLtheLgenomeLofL
PenicilliumLchrysogenumZLMoleculareGeneticseandeGenomicsXL1989XLdcjXLgidYh 39

193 sccuracyLofLgenomicLpredictionLusingLimputedLwholeYgenomeLsequenceLdataLinLwhiteLlayersZL
JournaleofeAnimaleBreedingeandeGeneticsXL2016XLceeXLchiYik 2.9 38

192 RegionalLdifferencesLinLrecombinationLhotspotsLbetweenLtwoLchickenLpopulationsZLBMCeGeneticsXL
2010XLccXLcc 2.6 38

191 uharacterizationLofLaLylyusMcYlikeLgeneLTglycosylationYdependentLcellLadhesionLmoleculeLcULwhichL
isLhighlyLandLspecificallyLexpressedLinLtheLlactatingLbovineLmammaryLglandZLGeneXL1995XLcgjXLcjkYkg 3.8 38

190 yOYxssNyLmeetinglLaLyatheringLOnLxunctionalLsnnotationLofLsnimalLyenomesZLAnimaleGeneticsXL
2016XLfiXLgdjYee 2.5 37

189 ReplicatedLhighYdensityLgeneticLmapsLofLtwoLgreatLtitLpopulationsLrevealLfineYscaleLgenomicL
departuresLfromLsexYequalLrecombinationLratesZLHeredityXL2014XLccdXLebiYch 3.6 37

188 IdentificationLofLhighLutilityLSNPsLforLpopulationLassignmentLandLtraceabilityLpurposesLinLtheLpigL
usingLhighYthroughputLsequencingZLAnimaleGeneticsXL2011XLfdXLhceYdb 2.5 37

187 wxtentLofLlinkageLdisequilibriumLinLchickenZLCytogeneticeandeGenomeeResearchXL2007XLcciXLeejYfg 1.9 37

186 veleteriousLallelesLinLtheLcontextLofLdomesticationXLinbreedingXLandLselectionZLEvolutionarye
ApplicationsXL2019XLcdXLhYci 4.8 36

185 spplicationLofLmassiveLparallelLsequencingLtoLwholeLgenomeLSNPLdiscoveryLinLtheLporcineLgenomeZL
BMCeGenomicsXL2009XLcbXLeif 4.5 35

184 uonfirmationLofLquantitativeLtraitLlociLaffectingLfatnessLinLchickensZLGeneticseSelectioneEvolutionXL
2005XLeiXLdcgYdj 4.9 35

183 TheLgeneLordersLonLhumanLchromosomeLcgLandLchickenLchromosomeLcbLrevealLmultipleLinterYLandL
intrachromosomalLrearrangementsZLMoleculareBiologyeandeEvolutionXL2001XLcjXLdcbdYk 8.3 35

(2001-2007)
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182 vistributionLandLxunctionalityLofLuopyLNumberLVariationLacrossLwuropeanLuattleLPopulationsZL
FrontierseineGeneticsXL2017XLjXLcbj 4.5 34

181 yeneticLconsequencesLofLbreakingLmigratoryLtraditionsLinLbarnacleLgeeseLtrantaLleucopsisZL
MoleculareEcologyXL2013XLddXLgjegYfi 5.7 34

180
uhickenLIgYlikeLreceptorLtdXLaLmemberLofLaLmultigeneLfamilyXLisLmainlyLexpressedLonLtLlymphocytesXL
recruitsLbothLSrcLhomologyLdLdomainLcontainingLproteinLtyrosineLphosphataseLTSzPUYcLandLSzPYdXL
andLinhibitsLproliferationZLJournaleofeImmunologyXL2004XLcieXLiejgYke

5.3 34

179 RegulationLofLexpressionLofLmilkLproteinLgeneslLaLreviewZLLivestockeScienceXL1994XLejXLhcYij 34

178 WholeYgenomeLsequenceLanalysisLrevealsLdifferencesLinLpopulationLmanagementLandLselectionLofL
wuropeanLlowYinputLpigLbreedsZLBMCeGenomicsXL2014XLcgXLhbc 4.5 33

177
sLnovelLactivatingLchickenLIgYLxcRLisLrelatedLtoLleukocyteLreceptorLcomplexLTLRuULgenesLbutLisL
locatedLonLaLchromosomalLregionLdistinctLfromLtheLLRuLandLxcRLgeneLclustersZLJournaleofe
ImmunologyXL2009XLcjdXLcgeeYfb

5.3 33

176 UntanglingLtheLhybridLnatureLofLmodernLpigLgenomeslLaLmosaicLderivedLfromLbiogeographicallyL
distinctLandLhighlyLdivergentLSusLscrofaLpopulationsZLMoleculareEcologyXL2014XLdeXLfbjkYcbd 5.7 32

175 uomparativeLanalysisLofLtheLnatriureticLpeptideLprecursorLgeneLclusterLinLvertebratesLrevealsLlossL
ofLsNxLandLretentionLofLuNPYeLinLchickenZLDevelopmentaleDynamicsXL2005XLdeeXLcbihYjd 2.9 30

174 sccuracyLofLPredictedLyenomicLtreedingLValuesLinLPurebredLandLurossbredLPigsZLG3:eGenesse
GenomesseGeneticsXL2015XLgXLcgigYje 3.2 29

173 uomparativeLmappingLofLhumanLuhromosomeLckLwithLtheLchickenLshowsLconservedLsyntenyLandL
givesLanLinsightLintoLchromosomalLevolutionZLMammalianeGenomeXL2002XLceXLecbYg 3.2 29

172 IdentificationLofLquantitativeLtraitLlociLforLreceivingLpecksLinLyoungLandLadultLlayingLhensZLPoultrye
ScienceXL2003XLjdXLchhcYi 3.9 29

171 yeneticLmappingLofLquantitativeLtraitLlociLaffectingLsusceptibilityLinLchickenLtoLdevelopLpulmonaryL
hypertensionLsyndromeZLAnimaleGeneticsXL2005XLehXLfhjYih 2.5 29

170 MulticolourLfluorescentLdetectionLandLmappingLofLsxLPLmarkersLinLchickenLTyallusLdomesticusUZL
AnimaleGeneticsXL1999XLebXLdifYjg 2.5 29

169 ImpactLofLneonatalLironLdeficiencyLonLhippocampalLvNsLmethylationLandLgeneLtranscriptionLinLaL
porcineLbiomedicalLmodelLofLcognitiveLdevelopmentZLBMCeGenomicsXL2016XLciXLjgh 4.5 29

168 yenomicLdiversityLandLdifferentiationLofLaLmanagedLislandLwildLboarLpopulationZLHeredityXL2016XL
cchXLhbYi 3.6 28

167 SNPLmarkerLdetectionLandLgenotypingLinLtilapiaZLMoleculareEcologyeResourcesXL2012XLcdXLkedYfc 8.4 28

166 sLSNPLbasedLlinkageLmapLofLtheLturkeyLgenomeLrevealsLmultipleLintrachromosomalL
rearrangementsLbetweenLtheLturkeyLandLchickenLgenomesZLBMCeGenomicsXL2010XLccXLhfi 4.5 28

165 vetectionLofLQTLLforLinnatelLnonYspecificLantibodyLlevelsLbindingLLPSLandLLTsLinLtwoLindependentL
populationsLofLlayingLhensZLDevelopmentaleandeComparativeeImmunologyXL2006XLebXLhgkYhh 3.2 28
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164 snLassessmentLofLwuropeanLpigLdiversityLusingLmolecularLmarkerslLPartitioningLofLdiversityLamongL
breedsZLConservationeGeneticsXL2005XLhXLidkYifc 2.6 28

163 NewLmicrosatelliteLmarkersLonLtheLlinkageLmapLofLtheLchickenLgenomeZLJournaleofeHeredityXL1994XL
jgXLfcbYe 2.4 28

162 TheLimprintedLgeneLvIOeLisLaLcandidateLgeneLforLlitterLsizeLinLpigsZLPLoSeONEXL2012XLiXLeecjdg 3.7 28

161 sLtreeLofLgeeselLsLphylogenomicLperspectiveLonLtheLevolutionaryLhistoryLofLTrueLyeeseZLMoleculare
PhylogeneticseandeEvolutionXL2016XLcbcXLebeYece 4.1 28

160 sLhistoryLofLhybridsqLyenomicLpatternsLofLintrogressionLinLtheLTrueLyeeseZLBMCeEvolutionarye
BiologyXL2017XLciXLdbc 3 27

159 wastLssianLcontributionsLtoLvutchLtraditionalLandLwesternLcommercialLchickensLinferredLfromL
mtvNsLanalysisZLAnimaleGeneticsXL2011XLfdXLcdgYee 2.5 27

158 yeneticLdiversityLinLwuropeanLpigsLutilizingLamplifiedLfragmentLlengthLpolymorphismLmarkersZL
AnimaleGeneticsXL2006XLeiXLdedYj 2.5 27

157 IdentificationLofLQTLsLinvolvedLinLopenYfieldLbehaviorLinLyoungLandLadultLlayingLhensZLBehaviore
GeneticsXL2004XLefXLedgYee 3.2 27

156 sLsystematicLsurveyLtoLidentifyLlethalLrecessiveLvariationLinLhighlyLmanagedLpigLpopulationsZLBMCe
GenomicsXL2017XLcjXLjgj 4.5 26

155 uentromereLpositionsLinLchickenLandLJapaneseLquailLchromosomeslLdeLnovoLcentromereLformationL
versusLpericentricLinversionsZLChromosomeeResearchXL2012XLdbXLcbciYed 4.4 26

154
vetectionLofLdifferentLquantitativeLtraitLlociLforLantibodyLresponsesLtoLkeyholeLlympetLhemocyaninL
andLMycobacteriumLbutyricumLinLtwoLunrelatedLpopulationsLofLlayingLhensZLPoultryeScienceXL2003XL
jdXLcjfgYgd

3.9 26

153 sLhighYresolutionLcomparativeLRzLmapLofLporcineLchromosomeLTSSuULdZLMammalianeGenomeXL2001XL
cdXLehhYib 3.2 26

152 MappingLofLaLsiteLforLpackagingLofLbacteriophageLMuLvNsZLVirologyXL1985XLcffXLgdbYd 3.6 26

151 sLhighYdensityLSNPLchipLforLgenotypingLgreatLtitLTParusLmajorULpopulationsLandLitsLapplicationLtoL
studyingLtheLgeneticLarchitectureLofLexplorationLbehaviourZLMoleculareEcologyeResourcesXL2018XLcjXLjiiYjkc8.4 25

150 vevelopmentLofLaLgeneticLtoolLforLproductLregulationLinLtheLdiverseLtritishLpigLbreedLmarketZLBMCe
GenomicsXL2012XLceXLgjb 4.5 25

149 SegregationLdistortionLinLchickenLandLtheLevolutionaryLconsequencesLofLfemaleLmeioticLdriveLinL
birdsZLHeredityXL2010XLcbgXLdkbYj 3.6 25

148 ReviewLofLtheLinitialLvalidationLandLcharacterizationLofLaLeKLchickenLSNPLarrayZLWorldmsePoultrye
ScienceeJournalXL2008XLhfXLdckYddh 3 25

147 vetectionLofLQTLLforLimmuneLresponseLtoLsheepLredLbloodLcellsLinLlayingLhensZLAnimaleGeneticsXL
2003XLefXLfddYj 2.5 25

(2003-2005)
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146 snalysisLofLtheLendsLofLbacteriophageLMuLusingLsiteYdirectedLmutagenesisZLJournaleofeMoleculare
BiologyXL1986XLcjkXLgkiYhbd 6.5 25

145 LossLofLfunctionLmutationsLinLessentialLgenesLcauseLembryonicLlethalityLinLpigsZLPLoSeGeneticsXL2019XL
cgXLecbbjbgg 6 24

144 yeneticLvariancesXLheritabilitiesLandLmaternalLeffectsLonLbodyLweightXLbreastLmeatLyieldXLmeatL
qualityLtraitsLandLtheLshapeLofLtheLgrowthLcurveLinLturkeyLbirdsZLBMCeGeneticsXL2011XLcdXLcf 2.6 24

143 QuantitativeLtraitLlociLforLbodyLweightLinLlayersLdifferLfromLquantitativeLtraitLlociLspecificLforL
antibodyLresponsesLtoLsheepLredLbloodLcellsZLPoultryeScienceXL2004XLjeXLjgeYk 3.9 24

142
TestingLmodelsLofLspeciationLfromLgenomeLsequenceslLdivergenceLandLasymmetricLadmixtureLinL
IslandLSouthYwastLssianLSusLspeciesLduringLtheLPlioYPleistoceneLclimaticLfluctuationsZLMoleculare
EcologyXL2014XLdeXLgghhYif

5.7 23

141 xunctionalLgenesLmappedLonLtheLchickenLgenomeZLAnimaleGeneticsXL1995XLdhXLieYj 2.5 23

140 QTLLMappingLinLchickenLusingLaLthreeLgenerationLfullLsibLfamilyLstructureLofLanLextremeLbroilerLXL
broilerLcrossZLAnimaleBiotechnologyXL1997XLjXLfcYfh 1.4 23

139 StructuralLvariationLinLtheLchickenLgenomeLidentifiedLbyLpairedYendLnextYgenerationLvNsL
sequencingLofLreducedLrepresentationLlibrariesZLBMCeGenomicsXL2011XLcdXLkf 4.5 22

138 TheLzMyIYuLgeneLisLaLlikelyLcandidateLforLtheLautosomalLdwarfLlocusLinLtheLchickenZLJournaleofe
HeredityXL1998XLjkXLdkgYebb 2.4 22

137 MetabolismLofLbenzidineYbasedLdyesLandLtheLappearanceLofLmutagenicLmetabolitesLinLurineLofLratsL
afterLoralLorLintraperitonealLadministrationZLToxicologyXL1984XLecXLdicYjd 4.4 22

136 sLsurveyLofLfunctionalLgenomicLvariationLinLdomesticatedLchickensZLGeneticseSelectioneEvolutionXL
2018XLgbXLci 4.9 21

135 xromLxssNyLtoLforklLapplicationLofLhighlyLannotatedLgenomesLtoLimproveLfarmedLanimalL
productionZLGenomeeBiologyXL2020XLdcXLdjg 18.3 21

134 TheLdistalLendLofLporcineLchromosomeLhpLisLinvolvedLinLtheLregulationLofLskatoleLlevelsLinLboarsZL
BMCeGeneticsXL2011XLcdXLeg 2.6 20

133 PolymorphicLmicrosatellitesLdevelopedLbyLcrossYspeciesLamplificationsLinLcommonLpheasantL
breedsZLAnimaleGeneticsXL2001XLedXLdddYg 2.5 20

132 IdentificationLofLgenesLregulatingLgrowthLandLfatnessLtraitsLinLpigLthroughLhypothalamicL
transcriptomeLanalysisZLPhysiologicaleGenomicsXL2014XLfhXLckgYdbh 3.6 19

131 IdentificationLofLspeciesYspecificLnovelLtranscriptsLinLpigLreproductiveLtissuesLusingLRNsYseqZLAnimale
GeneticsXL2014XLfgXLckjYdbf 2.5 19

130 zighlyLpolymorphicLmicrosatelliteLmarkersLinLpoultryZLAnimaleGeneticsXL1993XLdfXLffcYe 2.5 19

129 vevelopingLmicrosatelliteLmarkersLfromLcvNslLaLtoolLforLaddingLexpressedLsequenceLtagsLtoLtheL
geneticLlinkageLmapLofLtheLchickenZLAnimaleGeneticsXL1998XLdkXLjgYkb 2.5 19
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128 xISzLmappingLofLgiLtsuLclonesLrevealsLstrongLconservationLofLsyntenyLbetweenLyalliformesLandL
snseriformesZLAnimaleGeneticsXL2007XLejXLebeYi 2.5 19

127 TheLdevelopmentLofLaLgenomeLwideLSNPLsetLforLtheLtarnacleLgooseLtrantaLleucopsisZLPLoSeONEXL
2012XLiXLeejfcd 3.7 19

126 srtificialLselectionLonLintroducedLssianLhaplotypesLshapedLtheLgeneticLarchitectureLinLwuropeanL
commercialLpigsZLProceedingseofetheeRoyaleSocietyeB:eBiologicaleSciencesXL2015XLdjdXLdbcgdbck 4.4 18

125 yeneticLandLphenotypicLrelationshipsLbetweenLbloodLgasLparametersLandLascitesYrelatedLtraitsLinL
broilersZLPoultryeScienceXL2009XLjjXLfjeYkb 3.9 18

124 yenomicLrelatednessLandLdiversityLofLSwedishLnativeLcattleLbreedsZLGeneticseSelectioneEvolutionXL
2019XLgcXLgh 4.9 17

123 TRwSlLIdentificationLofLviscriminatoryLandLInformativeLSNPsLfromLPopulationLyenomicLvataZLJournale
ofeHeredityXL2015XLcbhXLhidYh 2.4 17

122 TheLeffectsLofLrecentLchangesLinLbreedingLpreferencesLonLmaintainingLtraditionalLvutchLchickenL
genomicLdiversityZLHeredityXL2018XLcdcXLghfYgij 3.6 17

121 OncopigLSoftYTissueLSarcomasLRecapitulateLKeyLTranscriptionalLxeaturesLofLzumanLSarcomasZL
ScientificeReportsXL2017XLiXLdhdf 4.9 17

120 sdaptiveLwvolutionLofLTollYLikeLReceptorsLTTLRsULinLtheLxamilyLSuidaeZLPLoSeONEXL2015XLcbXLebcdfbhk 3.7 17

119 yeneticLdiversityLanalysisLusingLlowlyLpolymorphicLdominantLmarkerslLtheLexampleLofLsxLPLinLpigsZL
JournaleofeHeredityXL2006XLkiXLdffYgd 2.4 17

118 sLhighYresolutionLradiationLhybridLmapLofLchickenLchromosomeLgLandLcomparisonLwithLhumanL
chromosomesZLBMCeGenomicsXL2004XLgXLhh 4.5 17

117 sLcomparativeLmapLofLchickenLchromosomeLdfLandLhumanLchromosomeLccZLAnimaleGeneticsXL2002XL
eeXLdbgYcb 2.5 17

116 ImprovementLofLtheLcomparativeLmapLofLchickenLchromosomeLceZLAnimaleGeneticsXL2002XLeeXLdfkYgf 2.5 17

115 vevelopmentLofLaLsingleLnucleotideLpolymorphismLmapLofLporcineLchromosomeLdZLAnimaleGeneticsXL
2003XLefXLfdkYei 2.5 17

114 IntegrationLofLchickenLgenomicLresourcesLtoLenableLwholeYgenomeLsequencingZLCytogeneticeande
GenomeeResearchXL2003XLcbdXLdkiYebe 1.9 17

113 yeneLexpressionLinLchickenLrevealsLcorrelationLwithLstructuralLgenomicLfeaturesLandLconservedL
patternsLofLtranscriptionLinLtheLterrestrialLvertebratesZLPLoSeONEXL2010XLgXLecckkb 3.7 17

112 yenomicLanalysisLonLpygmyLhogLrevealsLextensiveLinterbreedingLduringLwildLboarLexpansionZLNaturee
CommunicationsXL2019XLcbXLckkd 17.4 16

111 SystematicLdifferencesLinLtheLresponseLofLgeneticLvariationLtoLpedigreeLandLgenomeYbasedL
selectionLmethodsZLHeredityXL2014XLcceXLgbeYce 3.6 16

(2014-2007)
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110 SequencingLandLgenomicLannotationLofLtheLchickenLTyallusLgallusULzoxLclustersXLandLmappingLofL
evolutionarilyLconservedLregionsZLCytogeneticeandeGenomeeResearchXL2007XLcciXLccbYk 1.9 16

109 uonfirmationLthatLtheLcaseinLgeneLclusterLresidesLonLcattleLchromosomeLhZLMammalianeGenomeXL
1994XLgXLgdf 3.2 16

108 PartialLshortYreadLsequencingLofLaLhighlyLinbredLIberianLpigLandLgenomicsLinferenceLthereofZL
HeredityXL2011XLcbiXLdghYhf 3.6 15

107 MiningLforLsingleLnucleotideLpolymorphismsLinLpigLgenomeLsequenceLdataZLBMCeGenomicsXL2009XLcbXLf 4.5 15

106 tulkedLsegregantLanalysisLusingLmicrosatelliteslLmappingLofLtheLdominantLwhiteLlocusLinLtheL
chickenZLPoultryeScienceXL1997XLihXLejhYkc 3.9 15

105 QuantitativeLtraitLlociLforLbehaviouralLtraitsLinLchickensZLLivestockeScienceXL2005XLkeXLkgYcbe 15

104 wSTIMsTIONLOxLTzwLwXTwNTLOxLLINKsywLvISwQUILItRIUMLINLSwVwNLRwyIONSLOxLTzwLPORuINwL
ywNOMwZLAnimaleBiotechnologyXL2005XLchXLfcYgf 1.4 15

103 TheLtypeLofLbottleneckLmatterslLInsightsLintoLtheLdeleteriousLvariationLlandscapeLofLsmallLmanagedL
populationsZLEvolutionaryeApplicationsXL2020XLceXLeebYefc 4.8 15

102 vecipheringLtheLpatternsLofLgeneticLadmixtureLandLdiversityLinLsouthernLwuropeanLcattleLusingL
genomeYwideLSNPsZLEvolutionaryeApplicationsXL2019XLcdXLkgcYkhe 4.8 14

101 vevelopmentLandLmappingLofLpolymorphicLmicrosatelliteLmarkersLderivedLfromLaLchickenLbrainL
cvNsLlibraryZLAnimaleGeneticsXL1996XLdiXLddkYef 2.5 14

100
vevelopmentLofLccdLuniqueLexpressedLsequenceLtagsLfromLchickenLliverLusingLanLarbitrarilyLprimedL
reverseLtranscriptaseYpolymeraseLchainLreactionLandLsingleLstrandLconformationLgelLpurificationL
methodZLAnimaleGeneticsXL2001XLedXLdjkYki

2.5 14

99 vetectionLofLgenesLonLtheLZYchromosomeLaffectingLgrowthLandLfeatheringLinLbroilersZLPoultrye
ScienceXL2001XLjbXLgdiYef 3.9 14

98 xISzLmappingLofLtheLalphaYSdLcaseinLgeneLonLriverLbuffaloLandLcattleLchromosomesLidentifiesLaL
nomenclatureLdiscrepancyLinLtheLbovineLkaryotypeZLChromosomeeResearchXL1996XLfXLcgkYhd 4.4 14

97 PredictionLofLalteredLeSYLUTRLmiRNsYbindingLsitesLfromLRNsYSeqLdatalLtheLswineLleukocyteLantigenL
complexLTSLsULasLaLmodelLregionZLPLoSeONEXL2012XLiXLefjhbi 3.7 14

96 talancingLselectionLonLaLrecessiveLlethalLdeletionLwithLpleiotropicLeffectsLonLtwoLneighboringL
genesLinLtheLporcineLgenomeZLPLoSeGeneticsXL2018XLcfXLecbbihhc 6 14

95 TheLimpactLofLgenomeLeditingLonLtheLintroductionLofLmonogenicLtraitsLinLlivestockZLGeneticse
SelectioneEvolutionXL2018XLgbXLcj 4.9 13

94 TheLuseLofLbloodLgasLparametersLtoLpredictLascitesLsusceptibilityLinLjuvenileLbroilersZLPoultryeScience
XL2010XLjkXLchjfYkc 3.9 13

93 OverproductionLofLbovineLbetaYcaseinLinLwscherichiaLcoliLandLengineeringLofLitsLmainLchymosinL
cleavageLsiteZLProteineEngineeringseDesigneandeSelectionXL1993XLhXLiheYib 1.9 13
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92 PreciseLcentromereLpositioningLonLchickenLchromosomeLeZLCytogeneticeandeGenomeeResearchXL2010XL
cdkXLecbYe 1.9 12

91 sLradiationLhybridLmapLofLchickenLchromosomeLcgZLAnimaleGeneticsXL2004XLegXLheYg 2.5 12

90 sLchondrogenesisYrelatedLlipocalinLclusterLincludesLaLthirdLnewLgeneXLusLgammaZLGeneXL2003XLebgXLcjgYkf3.8 12

89 xunctionalLandLpopulationLgeneticLfeaturesLofLcopyLnumberLvariationsLinLtwoLdairyLcattleL
populationsZLBMCeGenomicsXL2020XLdcXLjk 4.5 12

88 wxploringLtheLunmappedLvNsLandLRNsLreadsLinLaLsongbirdLgenomeZLBMCeGenomicsXL2019XLdbXLck 4.5 12

87 zybridLoriginLofLwuropeanLcommercialLpigsLexaminedLbyLanLinYdepthLhaplotypeLanalysisLonL
chromosomeLcZLFrontierseineGeneticsXL2014XLgXLffd 4.5 11

86 PopulationYlevelLconsequencesLofLcomplementaryLsexLdeterminationLinLaLsolitaryLparasitoidZLBMCe
EvolutionaryeBiologyXL2015XLcgXLkj 3 11

85 WholeLgenomeLQTLLmappingLforLgrowthXLmeatLqualityLandLbreastLmeatLyieldLtraitsLinLturkeyZLBMCe
GeneticsXL2011XLcdXLhc 2.6 11

84 uombiningLtwoLMeishanLxdLcrossesLimprovesLtheLdetectionLofLQTLLonLpigLchromosomesLdXLfLandLhZL
GeneticseSelectioneEvolutionXL2010XLfdXLfd 4.9 11

83 VarianceLcomponentLanalysisLofLquantitativeLtraitLlociLforLporkLcarcassLcompositionLandLmeatL
qualityLonLSSufLandLSSuccZLJournaleofeAnimaleScienceXL2007XLjgXLddYeb 0.7 11

82 sLradiationLhybridLmapLofLchickenLuhromosomeLfZLMammalianeGenomeXL2004XLcgXLghbYk 3.2 11

81 wxtendingLtheLchickenYhumanLcomparativeLmapLbyLplacingLcgLgenesLonLtheLchickenLlinkageLmapZL
AnimaleGeneticsXL1999XLebXLfcjYdd 2.5 11

80 sccuracyLofLimputationLusingLtheLmostLcommonLsiresLasLreferenceLpopulationLinLlayerLchickensZL
BMCeGeneticsXL2015XLchXLcbc 2.6 10

79 MixedLancestryLfromLwildLandLdomesticLlineagesLcontributesLtoLtheLrapidLexpansionLofLinvasiveL
feralLswineZLMoleculareEcologyXL2020XLdkXLccbeYccck 5.7 10

78 yenomeYwideLpopulationLstructureLandLadmixtureLanalysisLrevealsLweakLdifferentiationLamongL
UgandanLgoatLbreedsZLAnimaleGeneticsXL2018XLfkXLgkYib 2.5 10

77 sLgeneticLlinkageLmapLofLsoleLTSoleaLsoleaUlLaLtoolLforLevolutionaryLandLcomparativeLanalysesLofL
exploitedLTflatUfishesZLPLoSeONEXL2014XLkXLeccgbfb 3.7 10

76 uomparativeLmapLbetweenLchickenLchromosomeLcgLandLhumanLchromosomalLregionLcdqdfLandL
ddqccYqcdZLMammalianeGenomeXL2003XLcfXLhdkYek 3.2 10

75 sLNovelLLossYofYxunctionLVariantLinLTransmembraneLProteinLdheLTTMwMdheULofLsutosomalL
vwarfismLinLuhickenZLFrontierseineGeneticsXL2018XLkXLcke 4.5 9

(2018-2010)
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74 warlyLandLlateLfeatheringLinLturkeyLandLchickenlLsameLgeneLbutLdifferentLmutationsZLGeneticse
SelectioneEvolutionXL2018XLgbXLi 4.9 9

73 sccuracyLofLgenomicLpredictionLusingLderegressedLbreedingLvaluesLestimatedLfromLpurebredLandL
crossbredLoffspringLphenotypesLinLpigsZLJournaleofeAnimaleScienceXL2015XLkeXLeeceYdc 0.7 9

72 OligoRsPLYLanLOligoLReYsnnotationLPipelineLtoLimproveLannotationLandLestimateLtargetLspecificityZL
BMCeProceedingsXL2009XLeLSupplLfXLSf 2.3 9

71 yeneticLcorrelationLbetweenLheartLratioLandLbodyLweightLasLaLfunctionLofLascitesLfrequencyLinL
broilersLsplitLupLintoLsexLandLhealthLstatusZLPoultryeScienceXL2012XLkcXLgghYhf 3.9 9

70
uomparisonLofLtheLcrystallinLmRNsLpopulationsLfromLratXLcalfLandLduckLlensZLwvidenceLforLaLlongerL
alphaLsdYmRNsLandLtwoLdistinctLalphaLtdYmRNssLinLtheLbirdsZLBiochimicaeEteBiophysicaeActaeGenee
RegulatoryeMechanismsXL1985XLjdfXLdjfYkf

9

69 RNsYSeqLsnalysisLRevealsLzubLyenesLInvolvedLinLuhickenLIntramuscularLxatLandLsbdominalLxatL
vepositionLvuringLvevelopmentZLFrontierseineGeneticsXL2020XLccXLcbbk 4.5 9

68 OrganoidslLaLpromisingLnewLinLvitroLplatformLinLlivestockLandLveterinaryLresearchZLVeterinarye
ResearchXL2021XLgdXLfe 3.8 9

67 TheLUseLofLyenomicsLinLuonservationLManagementLofLtheLwndangeredLVisayanLWartyLPigLTSusL
cebifronsUZLInternationaleJournaleofeGenomicsXL2016XLdbchXLghcejhd 2.5 9

66 wvolutionLofLTibetanLwildLboarsZLNatureeGeneticsXL2015XLfiXLcjjYk 36.3 8

65 uNVsLareLassociatedLwithLgenomicLarchitectureLinLaLsongbirdZLBMCeGenomicsXL2018XLckXLckg 4.5 8

64
NucleotideLsequenceLofLtheLchickenLzMyIYuLcvNsLandLexpressionLofLtheLzMyIYuLandLIyxcLgenesLinL
autosomalLdwarfLchickenLembryosZLBiochimicaeEteBiophysicaeActaeGeneeRegulatoryeMechanismsXL1998
XLcekkXLjeYi

8

63 sfterLgenomeYwideLassociationLstudieslLyeneLnetworksLelucidatingLcandidateLgenesLdivergencesL
forLnumberLofLteatsLacrossLtwoLpigLpopulationsZLJournaleofeAnimaleScienceXL2016XLkfXLcffhYgj 0.7 8

62
yenomeYwideLsingleLnucleotideLpolymorphismLTSNPULidentificationLandLcharacterizationLinLaL
nonYmodelLorganismXLtheLsfricanLbuffaloLTSyncerusLcafferUXLusingLnextLgenerationLsequencingZL
MammalianeBiologyXL2016XLjcXLgkgYhbe

1.6 8

61 pusvvlLSNVLprioritisationLinLSusLscrofaZLGeneticseSelectioneEvolutionXL2020XLgdXLf 4.9 7

60 uomparisonLofLthreeLmicroarrayLprobeLannotationLpipelineslLdifferencesLinLstrategiesLandLtheirL
effectLonLdownstreamLanalysisZLBMCeProceedingsXL2009XLeLSupplLfXLSc 2.3 7

59 MicroarrayLdataLminingLusingLtioconductorLpackagesZLBMCeProceedingsXL2009XLeLSupplLfXLSk 2.3 7

58 RegionalLregulationLofLtranscriptionLinLtheLchickenLgenomeZLBMCeGenomicsXL2010XLccXLdj 4.5 7

57 yeneticLvariationLatLtheLtumourLvirusLtLlocusLinLcommercialLandLlaboratoryLchickenLpopulationsL
assessedLbyLaLmediumYthroughputLorLaLhighYthroughputLassayZLAvianePathologyXL2007XLehXLdjeYkc 2.4 7
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56 ImprovingLtheLcomparativeLmapLofLSSudpYqceLbyLsampleLsequencingLofLtsuLclonesZLAnimaleGenetics
XL2001XLedXLdifYjb 2.5 7

55 yeneticLconsequencesLofLlongYtermLsmallLeffectiveLpopulationLsizeLinLtheLcriticallyLendangeredL
pygmyLhogZLEvolutionaryeApplicationsXL2021XLcfXLicbYidb 4.8 7

54 zumanLpathwaysLinLanimalLmodelslLpossibilitiesLandLlimitationsZLNucleiceAcidseResearchXL2021XLfkXLcjgkYcjic20.1 7

53 TheLyenomicLuomplexityLofLaLLargeLInversionLinLyreatLTitsZLGenomeeBiologyeandeEvolutionXL2019XLccXLcjibYcjjc3.9 6

52 ParallelLyeneticLOriginLofLxootLxeatheringLinLtirdsZLMoleculareBiologyeandeEvolutionXL2020XLeiXLdfhgYdfih8.3 6

51 vistinguishingLmigrationLeventsLofLdifferentLtimingLforLwildLboarLinLtheLtalkansZLJournaleofe
BiogeographyXL2017XLffXLdgkYdib 4.1 6

50 OnLtheLrelationshipLbetweenLanLssianLhaplotypeLonLchromosomeLhLthatLreducesLandrostenoneL
levelsLinLboarsLandLtheLdifferentialLexpressionLofLSULTdscLinLtheLtestisZLBMCeGeneticsXL2014XLcgXLf 2.6 6

49 NumberLandLmodeLofLinheritanceLofLQTLLinfluencingLbackfatLthicknessLonLSSudpLinLSinoYwuropeanL
pigLpedigreesZLGeneticseSelectioneEvolutionXL2011XLfeXLcc 4.9 6

48 TypingLsingleYnucleotideLpolymorphismsLusingLaLgelYbasedLsequencerlLaLnewLdataLanalysisLtoolLandL
suggestionsLforLimprovedLefficiencyZLMoleculareBiotechnologyXL2003XLdgXLdjeYj 3 6

47 sLuLTadjacentLtoLLMXcLinLchickULisLaLnovelLdorsalLlimbLmesenchymeLmarkerZLGeneeExpressione
PatternsXL2003XLeXLiegYfc 1.5 6

46 TheLyenomesLofLtheLLivebearingLxishLSpeciesLPoeciliopsisLretropinnaLandLPoeciliopsisLturrubarensisL
ReflectLTheirLvifferentLReproductiveLStrategiesZLMoleculareBiologyeandeEvolutionXL2020XLeiXLceihYcejh 8.3 6

45 ImpactLofLgenotypeXLbodyLweightLandLsexLonLtheLprenatalLmuscleLtranscriptomeLofLIberianLpigsZL
PLoSeONEXL2020XLcgXLebddijhc 3.7 5

44 TheLgenomeLofLtheLliveYbearingLfishLzeterandriaLformosaLimplicatesLaLroleLofLconservedLvertebrateL
genesLinLtheLevolutionLofLplacentalLfishZLBMCeEvolutionaryeBiologyXL2019XLckXLcgh 3 5

43 uytogeneticsXLconservedLsyntenyLandLevolutionLofLchickenLfucosyltransferaseLgenesLcomparedLtoL
humanZLCytogeneticeandeGenomeeResearchXL2003XLcbeXLcccYdc 1.9 5

42 uhromosomalLassignmentLofLchickenLcloneLcontigsLbyLextendingLtheLconsensusLlinkageLmapZLAnimale
GeneticsXL2005XLehXLdchYdd 2.5 5

41
sssignmentLofLxUTjLtoLchickenLchromosomeLbandLgqcZfLandLtoLhumanLchromosomeL
cfqdeZdYYpqdfZcLbyLinLsituLhybridizationZLuonservedLandLcomparedLsyntenyLbetweenLhumanLandL
chickenZLCytogeneticeandeGenomeeResearchXL2002XLkiXLdefYj

1.9 5

40 MappingLofLchLwSTsLexpressedLinLtheLbovineLmammaryLglandLduringLlactationZLMammalianeGenomeXL
2000XLccXLedbYg 3.2 5

39 yenomeYWideLsssessmentLofLvNsLMethylationLinLuhickenLuardiacLTissueLwxposedLtoLvifferentL
IncubationLTemperaturesLandLuOLLevelsZLFrontierseineGeneticsXL2020XLccXLggjcjk 4.5 5

(2020-2001)
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38 wstimationLofLtheLextentLofLlinkageLdisequilibriumLinLsevenLregionsLofLtheLporcineLgenomeZLAnimale
BiotechnologyXL2005XLchXLfcYgf 1.4 5

37 QuantitativeLgeneticsLofLwingLmorphologyLinLtheLparasitoidLwaspLNasoniaLvitripennislLhostsL
increaseLsiblingLsimilarityZLHeredityXL2020XLcdgXLfbYfk 3.6 4

36 slteredLzippocampalLwpigeneticLRegulationLUnderlyingLReducedLuognitiveLvevelopmentLinL
ResponseLtoLwarlyLLifeLwnvironmentalLInsultsZLGenesXL2020XLccXL 4.2 4

35 wvidenceLforLadaptationLofLporcineLTollYlikeLreceptorsZLImmunogeneticsXL2016XLhjXLcikYjk 3.2 4

34 wvolutionaryLpatternsLofLTollYlikeLreceptorLsignalingLpathwayLgenesLinLtheLSuidaeZLBMCeEvolutionarye
BiologyXL2016XLchXLee 3 4

33 vetectionLofLaLxrameshiftLveletionLinLtheLyeneLLeadsLtoLPreventionLofLSevereLMyopathyLandL
PostnatalLMortalityLinLPigsZLFrontierseineGeneticsXL2019XLcbXLcddh 4.5 4

32 sLconsensusLlinkageLmapLforLswineLchromosomeLiZLAnimaleGeneticsXL1997XLdjXLddeYddk 2.5 4

31 POSslLperlLobjectsLforLvNsLsequencingLdataLanalysisZLBMCeGenomicsXL2004XLgXLhb 4.5 4

30 PorcineLtsuLderivedLmicrosatellitesLlinkedLtoLsvRtKcXLuNTxLandLysLLonLSSudZLAnimaleGeneticsXL
2002XLeeXLidYe 2.5 4

29 TheLchickenLcytogeneticLmaplLanLaidLtoLmicrochromosomeLidentificationLandLavianLcomparativeL
cytogeneticsZLBritishePoultryeScienceXL2003XLffXLikgYi 1.9 4

28 slignmentLofLtheLPiyMaPLandLUSvsLlinkageLmapsLofLporcineLchromosomesLeLandLkZLAnimaleGenetics
XL1996XLdiXLeggYi 2.5 3

27 zomologiesLbetweenLtheLmajorLhistocompatibilityLcomplexLofLmanLandLcattlelLconsequencesLforL
diseaseLresistanceLandLsusceptibilityZLVeterinaryeQuarterlyXL1990XLcdXLdbdYcc 8 3

26 vevelopmentsLinLgeneticLmodificationLofLcattleLandLimplicationsLforLregulationXLsafetyLandL
traceabilityZLFrontierseofeAgriculturaleScienceeandeEngineeringXL2020XLiXLceh 1.7 3

25 sLcdLkbLmultiYallelicLcopyLnumberLvariationLencompassingLaLyuLgeneLenhancerLisLassociatedLwithL
mastitisLresistanceLinLdairyLcattleZLPLoSeGeneticsXL2021XLciXLecbbkeec 6 3

24 yeneLnetworksLforLtotalLnumberLbornLinLpigsLacrossLdivergentLenvironmentsZLMammalianeGenomeXL
2017XLdjXLfdhYfeg 3.2 2

23 uNVRangerlLassociationLanalysisLofLuNVsLwithLgeneLexpressionLandLquantitativeLphenotypesZL
BioinformaticsXL2020XLehXLkidYkie 7.2 2

22 InLsilicoLidentificationLandLmappingLofLmicrosatelliteLmarkersLonLsusLscrofaLchromosomeLfZLAnimale
BiotechnologyXL2007XLcjXLdgcYhc 1.4 2

21
InteractionsLofLtheLtransposaseLwithLtheLendsLofLMulLformationLofLspecificLnucleoproteinLstructuresL
andLnonYcooperativeLbindingLofLtheLtransposaseLtoLitsLbindingLsitesZLNucleiceAcidseResearchXL1987XL
cgXLjjecYff
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20 PrioritizingLsequenceLvariantsLinLconservedLnonYcodingLelementsLinLtheLchickenLgenomeLusingL
chusvvZLPLoSeGeneticsXL2020XLchXLecbbkbdi 6 2

19 zeterogeneityLofLaLdwarfLphenotypeLinLvutchLtraditionalLchickenLbreedsLrevealedLbyLgenomicL
analysesZLEvolutionaryeApplicationsXL2021XLcfXLcbkgYccbj 4.8 2

18 ParallelLyenomicLuhangesLvriveLRepeatedLwvolutionLofLPlacentasLinLLiveYtearingLxishZLMoleculare
BiologyeandeEvolutionXL2021XLejXLdhdiYdhej 8.3 2

17 scceleratedLdiscoveryLofLfunctionalLgenomicLvariationLinLpigsZLGenomicsXL2021XLcceXLdddkYddek 4.3 2

16 TimeLuourseLTranscriptomicLStudyLRevealsLtheLyeneLRegulationLvuringLLiverLvevelopmentLandLtheL
uorrelationLWithLsbdominalLxatLWeightLinLuhickenZLFrontierseineGeneticsXL2021XLcdXLidegck 4.5 2

15 ssianLlowYandrostenoneLhaplotypeLonLpigLchromosomeLhLdoesLnotLunfavorablyLaffectLproductionL
andLreproductionLtraitsZLAnimaleGeneticsXL2014XLfgXLjifYi 2.5 1

14 sLyenomicLPerspectiveLonLWildLtoarLvemographyLandLwvolutioneihYeji 1

13 RegionalLregulationLofLtranscriptionLinLtheLbovineLgenomeZLPLoSeONEXL2011XLhXLedbfce 3.7 1

12 uorrectionsLforlLvetectionLofLQTLLforLimmuneLresponseLtoLsheepLredLbloodLcellsLinLlayingLhensZL
AnimaleGeneticsXL2006XLeiXLhbjYhbj 2.5 1

11 veleteriousLMutationsLinLtheLTPOLyeneLsssociatedLwithLxamilialLThyroidLxollicularLuellLuarcinomaLinL
vutchLyermanLLonghairedLPointersZLGenesXL2021XLcdXL 4.2 1

10 xamilialLfollicularLcellLthyroidLcarcinomasLinLaLlargeLnumberLofLvutchLyermanLlonghairedLpointersZL
VeterinaryeandeComparativeeOncologyXL2021XL 2.5 1

9 sLnaturalLknockoutLofLtheLMYOisLgeneLleadsLtoLpreYweaningLmortalityLinLpigsZLAnimaleGeneticsXL
2021XLgdXLgcfYgci 2.5 0

8 IntrogressionLcontributesLtoLdistributionLofLstructuralLvariationsLinLcattleZLGenomicsXL2021XLcceXLebkdYecbd4.3 0

7 ResponseLtoLPerrierLandLuharmantierlLOnLtheLimportanceLofLtimeLscalesLwhenLstudyingLadaptiveL
evolutionZLEvolutioneLettersXL2019XLeXLdfjYdge 5.3

6 IdentificationLofLNucleotideLVariationLinLyenomesLUsingLNextYyenerationLSequencingL2012XLdgiYdih

5 TheLrequirementsLforLaLhighLlevelLofLtranspositionLofLbacteriophageLMuZLJournaleofeCelleScienceXL
1987XLiXLfcYgb 5.3

4 PrioritizingLsequenceLvariantsLinLconservedLnonYcodingLelementsLinLtheLchickenLgenomeLusingL
chusvvL2020XLchXLecbbkbdi
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