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Grey wolf genomic history reveals a dual ancestry of dogs. Nature, 2022, 607, 313-320. 13.7 48
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Ancient mitochondrial genomes from Chinese cave hKenas provide insights into the evolutionary
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amphibian. Evolutionary Applications, 2021, 14, 1623-1634.
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African and Asian leopards are highly differentiated at the genomic level. Current Biology, 2021, 31,
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Southern introgression increases adaptive immune gene variability in northern range margin
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A genomic exploration of the early evolution of extant cats and their sabre-toothed relatives. Open
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Successful application of ancient DNA extraction and library construction protocols to museum wet
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Historical population declines prompted significant genomic erosion in the northern and southern
white rhinoceros (<i>Ceratotherium simumc</i>). Molecular Ecology, 2021, 30, 6355-6369.

A sliver of the past: The decimation of the genetic diversity of the Mexican wolf. Molecular Ecology, 20 6
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Diversity and Paleodemography of the Addax (Addax nasomaculatus), a Saharan Antelope on the Verge

of Extinction. Genes, 2021, 12, 1236.

Ancient and modern genomes unravel the evolutionary history of the rhinoceros family. Cell, 2021, 135 49
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Genomic Adaptations and Evolutionary History of the Extinct Scimitar-Toothed Cat, Homotherium
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Analyses of key genes involved in Arctic adaptation in polar bears suggest selection on both standing

variation and de novo mutations played an important role. BMC Genomics, 2020, 21, 543. 12 3

Palaeoproteomic analysis of Pleistocene cave hyenas from east Asia. Scientific Reports, 2020, 10, 16674.

Complete mitochondrial genomes offer insights into the evolutionary relationships and comparative
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Hyena paleogenomes reveal a complex evolutionary history of cross-continental gene flow between
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Narwhal Genome Reveals Long-Term Low Genetic Diversity despite Current Large Abundance Size.
IScience, 2019, 15, 592-599.
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Extended and Continuous Decline in Effective Population Size Results in Low Genomic Diversity in the
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