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k_Megjkjl 3.7 12

17 énducingMphaseMchangesMinMcrystalsMofMmacromoleculesnMstatusMandMperspectivesMforMcontrolledM
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14 uMspringaloadedMreleaseMmechanismMregulatesMdomainMmovementMandMcatalysisMinMphosphoglycerateM
kinasebMJournalgofgBiologicalgChemistry_M2011_Mflj_Mehdhdal 5.4 46

13
utomicMdetailsMofMnearatransitionMstateMconformersMforMenzymeMphosphorylMtransferMrevealedMbyM
MgzagMratherMthanMbyMphosphoranesbMProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedg
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