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Engineering disease resistant plants through CRISPR-Cas9 technology. GM Crops and Food, 2021, 12,
125-144.

Genome-enabled discovery of anthraquinone biosynthesis in Senna tora. Nature Communications, 12.8 57
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CRISPR-Cas9 system: A genome-editing tool with endless possibilities. Journal of Biotechnology, 2020,
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Comparative transcriptome analysis reveals whole-genome duplications and gene selection patterns
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De novo transcriptome sequence of Senna tora provides insights into anthraquinone biosynthesis.
PLoS ONE, 2020, 15, e0225564.
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Systemic Expression of Genes Involved in the Plant Defense Response Induced by Wounding in Senna
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Analysis of Phenotypic Characteristics and Sucrose Metabolism in the Roots of Raphanus sativus L..
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Induction of Glucoraphasatin Biosynthesis Genes by MYB29 in Radish (Raphanus sativus L.) Roots.
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Anticipated Polymorphic SSRs and Their Application Based on Next Generation Sequencing of Prunus

Persica. Han'guk Yukchong Hakhoe Chi, 2021, 53, 350-360.




