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Ancient mitochondrial genomes from Chinese cave hyenas provide insights into the evolutionary
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Molecular Clocks and Archeogenomics of a Late Period Egyptian Date Palm Leaf Reveal Introgression
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20 A sliver of the past: The decimation of the genetic diversity of the Mexican wolf. Molecular Ecology,
2021, 30, 6340-6354. 2.0 6
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Domestic Donkeys. Frontiers in Genetics, 2021, 12, 759831. 1.1 2

28 The origins and spread of domestic horses from the Western Eurasian steppes. Nature, 2021, 598,
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enabling the description of a new frog species. Scientific Reports, 2020, 10, 19109. 1.6 16
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Target-enriched DNA sequencing from historical type material enables a partial revision of the
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36 Hyena paleogenomes reveal a complex evolutionary history of cross-continental gene flow between
spotted and cave hyena. Science Advances, 2020, 6, eaay0456. 4.7 38
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Different maternal lineages revealed by ancient mitochondrial genome of<i>Camelus
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60 Historical biogeography of the leopard (Panthera pardus) and its extinct Eurasian populations. BMC
Evolutionary Biology, 2018, 18, 156. 3.2 16
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nonmodel species. Molecular Ecology Resources, 2018, 18, 1356-1373. 2.2 19
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70 Paleogenomic Evidence for Multi-generational Mixing between Neolithic Farmers and Mesolithic
Hunter-Gatherers in the Lower Danube Basin. Current Biology, 2017, 27, 1801-1810.e10. 1.8 110
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analysis. Scientific Reports, 2017, 7, 44585. 1.6 39
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100 Reply to Peng et al.: Archaeological contexts should not be ignored for early chicken domestication.
Proceedings of the National Academy of Sciences of the United States of America, 2015, 112, E1972-3. 3.3 4

101 Burial condition is the most important factor for mtDNA PCR amplification success in Palaeolithic
equid remains from the Alpine foreland. Archaeological and Anthropological Sciences, 2015, 7, 505-515. 0.7 20

102
Reply to Peters et al.: Further discussions confirm early Holocene chicken domestication in northern
China. Proceedings of the National Academy of Sciences of the United States of America, 2015, 112,
E2416.

3.3 22
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