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i Paper IF Citations

283
βolubleJγαv”cJinhibitsJsecondaryJnucleationJofJr˛†JfibrillizationJandJenhancesJcellularJuptakeJofJ
fibrillarJr˛†XXJProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVJ2022VJ
bbjVJ

11.5 2

282 βoftJXWrayJtomographyJtoJmapJandJquantifyJorganelleJinteractionsJatJtheJmesoscaleXXJStructureVJ
2022VJ 5.2 2

281 zntegrationJofJsoftwareJtoolsJforJintegrativeJmodelingJofJbiomolecularJsystemsXXJJournalhofh
StructuralhBiologyVJ2022VJbahieb 3.4 0

280 rutoWsegmentationJandJtimeWdependentJsystematicJanalysisJofJmesoscaleJcellularJstructureJinJ
˛†WcellsJduringJinsulinJsecretionXXJPLoShONEVJ2022VJbhVJeacgffgh 3.7 1

279 γheJY˛ƒJmotifJdefinesJtheJstructureWactivityJrelationshipsJofJhumanJcaβJproteasomeJactivatorsXXJ
NaturehCommunicationsVJ2022VJbdVJbccg 17.4 4

278 uoublecortinJengagesJtheJmicrotubuleJlatticeJthroughJaJcooperativeJbindingJmodeJinvolvingJitsJ
tWterminalJdomainXXJELifeVJ2022VJbbVJ 8.9 2

277 tomprehensiveJstructureJandJfunctionalJadaptationsJofJtheJyeastJnuclearJporeJcomplexXXJCellVJ2021VJ 56.2 18

276 yighlyJsynergisticJcombinationsJofJnanobodiesJthatJtargetJβrαβWtoVWcJandJareJresistantJtoJescapeXJ
ELifeVJ2021VJbaVJ 8.9 3

275 –ewJsystemJforJarchivingJintegrativeJstructuresXJActahCrystallographicahSectionhD:hStructuralhBiologyVJ
2021VJhhVJbeigWbejg 5.5 2

274 αtβsJöroteinJuataJsankkJtelebratingJfaJyearsJofJtheJöusJwithJnewJtoolsJforJunderstandingJandJ
visualizingJbiologicalJmacromoleculesJinJduXJProteinhScienceVJ2021VJ 6.3 11

273
αtβsJöroteinJuataJsankkJpowerfulJnewJtoolsJforJexploringJduJstructuresJofJbiologicalJ
macromoleculesJforJbasicJandJappliedJresearchJandJeducationJinJfundamentalJbiologyVJbiomedicineVJ
biotechnologyVJbioengineeringJandJenergyJsciencesXJNucleichAcidshResearchVJ2021VJejVJuedhWuefb

20.1 273

272 xlobalJöroteaseJrctivityJörofilingJzdentifiesJyvαcWurivenJöroteolysisJinJsreastJtancerXJACShChemicalh
BiologyVJ2021VJbgVJhbcWhcd 4.9 5

271 –anobodyJαepertoiresJforJvxposingJVulnerabilitiesJofJβrαβWtoVWcJ2021VJ 4

270 t”bWdrivenJassemblyJandJactivationJofJyeastJ˛‡WtubulinJsmallJcomplexJunderliesJmicrotubuleJ
nucleationXJELifeVJ2021VJbaVJ 8.9 5

269 zntegrativeJanalysisJrevealsJuniqueJstructuralJandJfunctionalJfeaturesJofJtheJβmcfYgJcomplexXJ
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVJ2021VJbbiVJ 11.5 10

268 γheJactiveJu–rWöKJholoenzymeJoccupiesJaJtensedJstateJinJaJstaggeredJsynapticJcomplexXJStructureVJ
2021VJcjVJeghWehiXeg 5.2 6

267 UsingJzntegrativeJ”odelingJölatformJtoJcomputeVJvalidateVJandJarchiveJaJmodelJofJaJproteinJ
complexJstructureXJProteinhScienceVJ2021VJdaVJcfaWcgb 6.3 11
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266 z”örovkJrJαesourceJforJtrossWlinkWurivenJβtructureJ”odelingJthatJrccommodatesJöroteinJ
uynamicsXJMolecularhandhCellularhProteomicsVJ2021VJcaVJbaabdj 7.6 0

265
tharacterizationJofJanJrdxWVifWtα“fWtsw˛†JβtructureJUsingJaJtrossWlinkingJ”assJβpectrometryJ
öipelineJforJzntegrativeJ”odelingJofJyostWöathogenJtomplexesXJMolecularhandhCellularhProteomicsVJ
2021VJcaVJbaabdc

7.6 1

264 γheJγgibzJmutationJisJhighlyJresistantJtoJimatinibJandJdasatinibJandJdetectableJinJclinicalJsamplesJ
priorJtoJtreatmentXJHaematologicaVJ2021VJbagVJccecWccef 6.6 2

263 sayesianJmetamodelingJofJcomplexJbiologicalJsystemsJacrossJvaryingJrepresentationsXJProceedingsh
ofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVJ2021VJbbiVJ 11.5 3

262 wromJintegrativeJstructuralJbiologyJtoJcellJbiologyXJJournalhofhBiologicalhChemistryVJ2021VJcjgVJbaahed 5.4 13

261 öroteinJβtructureJ”odelingJwithJ”Ouv““vαXJMethodshinhMolecularhBiologyVJ2021VJcbjjVJcdjWcff 1.4 28

260 VisualizingJsubcellularJrearrangementsJinJintactJ˛†JcellsJusingJsoftJxWrayJtomographyXJScienceh
AdvancesVJ2020VJgVJ 14.3 10

259 xeneticJinteractionJmappingJinformsJintegrativeJstructureJdeterminationJofJproteinJcomplexesXJ
ScienceVJ2020VJdhaVJ 33.3 11

258 vnhancerJαeprogrammingJwithinJöreWexistingJγopologicallyJrssociatedJuomainsJöromotesJ
γxwW˛†WznducedJv”γJandJtancerJ”etastasisXJMolecularhTherapyVJ2020VJciVJcaidWcajf 11.7 8

257 zntegrativeJstructureJandJfunctionJofJtheJyeastJexocystJcomplexXJProteinhScienceVJ2020VJcjVJbeigWbfab 6.3 10

256 rJβrαβWtoVWcJproteinJinteractionJmapJrevealsJtargetsJforJdrugJrepurposingXJNatureVJ2020VJfidVJefjWegi 50.4 2142

255
βtructuralJdynamicsJofJtheJhumanJtOöjJsignalosomeJrevealedJbyJcrossWlinkingJmassJspectrometryJ
andJintegrativeJmodelingXJProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericaVJ2020VJbbhVJeaiiWeaji

11.5 28

254 tripplingJlifeJsupportJforJβrαβWtoVWcJandJotherJvirusesJthroughJsyntheticJlethalityXJJournalhofhCellh
BiologyVJ2020VJcbjVJ 7.3 9

253 rJβrαβWtoVWcWyumanJöroteinWöroteinJznteractionJ”apJαevealsJurugJγargetsJandJöotentialJ
urugWαepurposingJ2020VJ 133

252 tomparativeJhostWcoronavirusJproteinJinteractionJnetworksJrevealJpanWviralJdiseaseJmechanismsXJ
ScienceVJ2020VJdhaVJ 33.3 261

251 βtructuralJbasisJofJtueJdownregulationJbyJyzVWbJ–efXJNaturehStructuralhandhMolecularhBiologyVJ2020VJ
chVJiccWici 17.6 18

250 örinciplesJforJzntegrativeJβtructuralJsiologyJβtudiesXJCellVJ2019VJbhhVJbdieWbead 56.2 108

249 xlutamineJβideJthainJtpOJasJaJ–onperturbativeJzαJörobeJofJrmyloidJwibrilJyydrationJandJrssemblyXJ
JournalhofhthehAmericanhChemicalhSocietyVJ2019VJbebVJhdcaWhdcg 16.4 10

(2019-2021)
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248 rrchivingJandJdisseminatingJintegrativeJstructureJmodelsXJJournalhofhBiomolecularhNMRVJ2019VJhdVJdifWdji3 9

247
ββvγhreadkJzntegrativeJthreadingJofJtheJu–rWöKcsJsequenceJbasedJonJdataJfromJchemicalJ
crossWlinkingJandJhydrogenJdeuteriumJexchangeXJProgresshinhBiophysicshandhMolecularhBiologyVJ2019VJ
behVJjcWbac

4.7 6

246 zmportinWjJwrapsJaroundJtheJycrWycsJcoreJtoJactJasJnuclearJimporterJandJhistoneJchaperoneXJELifeVJ
2019VJiVJ 8.9 21

245 ”odelingJsiologicalJtomplexesJUsingJzntegrativeJ”odelingJölatformXJMethodshinhMolecularhBiologyVJ
2019VJcaccVJdfdWdhh 1.4 17

244
OptimizingJmodelJrepresentationJforJintegrativeJstructureJdeterminationJofJmacromolecularJ
assembliesXJProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVJ2019VJ
bbgVJfeaWfef

11.5 6

243 sayesianJWeighingJofJvlectronJtryoW”icroscopyJuataJforJzntegrativeJβtructuralJ”odelingXJStructureVJ
2019VJchVJbhfWbiiXeg 5.2 24

242 uevelopmentJofJaJörototypeJβystemJforJrrchivingJzntegrativeYyybridJβtructureJ”odelsJofJ
siologicalJ”acromoleculesXJStructureVJ2018VJcgVJijeWjaeXec 5.2 54

241 –uclearJzmportJαeceptorJznhibitsJöhaseJβeparationJofJwUβJthroughJsindingJtoJ”ultipleJβitesXJCellVJ
2018VJbhdVJgjdWhafXecc 56.2 177

240 zntegrativeJstructureJandJfunctionalJanatomyJofJaJnuclearJporeJcomplexXJNatureVJ2018VJfffVJehfWeic 50.4 280

239 OpportunitiesJandJthallengesJinJsuildingJaJβpatiotemporalJ”ultiWscaleJ”odelJofJtheJyumanJ
öancreaticJ˛†JtellXJCellVJ2018VJbhdVJbbWbj 56.2 39

238 zntegrativeJstructureJmodelingJwithJtheJzntegrativeJ”odelingJölatformXJProteinhScienceVJ2018VJchVJcefWcfi6.3 63

237 rtlasJofJtheJαadicalJβr”JβuperfamilykJuivergentJvvolutionJofJwunctionJUsingJaJLölugJandJölayLJ
uomainXJMethodshinhEnzymologyVJ2018VJgagVJbWhb 1.7 63

236 βtructureJofJtheJiaβJαibosomeJfromJβaccharomycesJcerevisiaeâ��tα–rWαibosomeJandJ
βubunitWβubunitJznteractionsXJjournalhofhhandhsurgeryhAsianwPacifichvolumevhTheVJ2018VJcigWcjj 0.5

235 rrchitectureJofJtheJöroteinWtonductingJthannelJrssociatedJwithJtheJγranslatingJiaβJαibosomeXJ
journalhofhhandhsurgeryhAsianwPacifichvolumevhTheVJ2018VJcheWcif 0.5

234 öredictingJtueJγWcellJepitopesJbasedJonJantigenJcleavageVJ”ytzzJpresentationVJandJγtαJ
recognitionXJPLoShONEVJ2018VJbdVJeacaggfe 3.7 17

233 vptr”JhomoWoligomerizationJisJnotJtheJbasisJforJitsJroleJinJcellWcellJadhesionXJScientifichReportsVJ
2018VJiVJbdcgj 4.9 20

232 rrchitectureJofJöolJzzRxSJandJmolecularJmechanismJofJtranscriptionJregulationJbyJxdownbXJNatureh
StructuralhandhMolecularhBiologyVJ2018VJcfVJifjWigh 17.6 16

231 öredictionJofJenzymaticJpathwaysJbyJintegrativeJpathwayJmappingXJELifeVJ2018VJhVJ 8.9 22
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230 ”olecularJrrchitectureJofJtheJ”ajorJ”embraneJαingJtomponentJofJtheJ–uclearJöoreJtomplexXJ
StructureVJ2017VJcfVJedeWeef 5.2 31

229 uiscoveryJofJtompetitiveJandJ–oncompetitiveJ“igandsJofJtheJOrganicJtationJγransporterJbJROtγblJ
β“tccrbSXJJournalhofhMedicinalhChemistryVJ2017VJgaVJcgifWcgjg 8.3 39

228 tomputationalJuiscoveryJandJvxperimentalJValidationJofJznhibitorsJofJtheJyumanJzntestinalJ
γransporterJOrγöcsbXJJournalhofhChemicalhInformationhandhModelingVJ2017VJfhVJbeacWbebd 6.1 13

227 αegulationJofJαvbbYαvbcJbyJaJuomainJwithinJtheJz–OiaJthromatinJαemodelingJtomplexJzmplicatesJ
theJYeastJαvbsJasJöroteinJrssemblyJthaperonesXJCellhReportsVJ2017VJbjVJcaddWcaee 10.6 32

226 ”olecularJuetailsJUnderlyingJuynamicJβtructuresJandJαegulationJofJtheJyumanJcgβJöroteasomeXJ
MolecularhandhCellularhProteomicsVJ2017VJbgVJieaWife 7.6 67

225 trossWactivatingJcW”etY˛†bJintegrinJcomplexJdrivesJmetastasisJandJinvasiveJresistanceJinJcancerXJ
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVJ2017VJbbeVJvigifWvigje11.5 42

224 öroteinJβtructureJ”odelingJwithJ”Ouv““vαXJMethodshinhMolecularhBiologyVJ2017VJbgfeVJdjWfe 1.4 276

223 cabhJpublicationJguidelinesJforJstructuralJmodellingJofJsmallWangleJscatteringJdataJfromJ
biomoleculesJinJsolutionkJanJupdateXJActahCrystallographicahSectionhD:hStructuralhBiologyVJ2017VJhdVJhbaWhci5.5 145

222 αeconstructionJofJduJstructuresJofJ”vγJantibodiesJfromJelectronJmicroscopyJcuJclassJaveragesXJ
PLoShONEVJ2017VJbcVJeabhfhfi 3.7 6

221 γheJproteasomeWinteractingJvcmcjJproteinJdisassemblesJtheJcgβJproteasomeJinJresponseJtoJ
oxidativeJstressXJJournalhofhBiologicalhChemistryVJ2017VJcjcVJbgdbaWbgdca 5.4 60

220 öusWuevkJaJörototypeJβystemJforJuepositingJzntegrativeYyybridJβtructuralJ”odelsXJStructureVJ2017VJ
cfVJbdbhWbdbi 5.2 58

219 γheJmolecularJarchitectureJofJtheJyeastJspindleJpoleJbodyJcoreJdeterminedJbyJsayesianJintegrativeJ
modelingXJMolecularhBiologyhofhthehCellVJ2017VJciVJdcjiWddbe 3.5 32

218 rssessingJvxhaustivenessJofJβtochasticJβamplingJforJzntegrativeJ”odelingJofJ”acromolecularJ
βtructuresXJBiophysicalhJournalVJ2017VJbbdVJcdeeWcdfd 2.9 39

217 yumanJtoncentrativeJ–ucleosideJγransporterJdJRht–γdVJβ“tcirdSJwormsJaJtyclicJyomotrimerXJ
BiochemistryVJ2017VJfgVJdehfWdeid 3.2 9

216
rJαesidueWαesolvedJsayesianJrpproachJtoJΦuantitativeJznterpretationJofJyydrogenWueuteriumJ
vxchangeJfromJ”assJβpectrometrykJrpplicationJtoJtharacterizingJöroteinW“igandJznteractionsXJ
JournalhofhPhysicalhChemistryhBVJ2017VJbcbVJdejdWdfab

3.4 35

215 zmmunoproteasomeJfunctionsJexplainedJbyJdivergenceJinJcleavageJspecificityJandJregulationXJELifeVJ
2017VJgVJ 8.9 37

214 xuineaJöigJörionJöroteinJβupportsJαapidJöropagationJofJsovineJβpongiformJvncephalopathyJandJ
VariantJtreutzfeldtWJakobJuiseaseJörionsXJJournalhofhVirologyVJ2016VJjaVJjffiWjfgj 6.6 2

213 rJphosphotyrosineJswitchJregulatesJorganicJcationJtransportersXJNaturehCommunicationsVJ2016VJhVJbaiia17.4 74

(2016-2017)
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212 βtructureJandJwunctionJofJtheJ–uclearJöoreJtomplexJtytoplasmicJmα–rJvxportJölatformXJCellVJ
2016VJbghVJbcbfWbcciXecf 56.2 110

211 tomparativeJöroteinJβtructureJ”odelingJUsingJ”Ouv““vαXJCurrenthProtocolshinhProteinhScienceVJ
2016VJigVJcXjXbWcXjXdh 3.1 301

210 tlusteringJofJdisulfideWrichJpeptidesJprovidesJscaffoldsJforJhitJdiscoveryJbyJphageJdisplaykJ
applicationJtoJinterleukinWcdXJBMChBioinformaticsVJ2016VJbhVJeib 3.6 6

209 tomparativeJöroteinJβtructureJ”odelingJUsingJ”Ouv““vαXJCurrenthProtocolshinhBioinformaticsVJ
2016VJfeVJfXgXbWfXgXdh 24.2 1267

208 βtructureJofJtomplementJtdRycOSJαevealedJsyJΦuantitativeJtrossW“inkingY”assJβpectrometryJrndJ
”odelingXJMolecularhandhCellularhProteomicsVJ2016VJbfVJchdaWed 7.6 46

207 tryptoβitekJvxpandingJtheJuruggableJöroteomeJbyJtharacterizationJandJöredictionJofJtrypticJ
sindingJβitesXJJournalhofhMolecularhBiologyVJ2016VJeciVJhajWhbj 6.5 110

206 βtructureJofJ˛‡WtubulinJsmallJcomplexJbasedJonJaJcryoWv”JmapVJchemicalJcrossWlinksVJandJaJremotelyJ
relatedJstructureXJJournalhofhStructuralhBiologyVJ2016VJbjeVJdadWba 3.4 15

205 znsightsJintoJyzVWbJproviralJtranscriptionJfromJintegrativeJstructureJandJdynamicsJofJtheJ
γatkrwweköWγvwbkγrαJcomplexXJELifeVJ2016VJfVJ 8.9 28

204
öredictionJofJhomoproteinJandJheteroproteinJcomplexesJbyJproteinJdockingJandJtemplateWbasedJ
modelingkJrJtrβöWtröαzJexperimentXJProteins:hStructurevhFunctionhandhBioinformaticsVJ2016VJieJ
βupplJbVJdcdWei

4.2 111

203 βlideWandWexchangeJmechanismJforJrapidJandJselectiveJtransportJthroughJtheJnuclearJporeJcomplexXJ
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVJ2016VJbbdVJvceijWjh 11.5 63

202 woXβVJwoXβuockJandJ”ultiwoXβkJβingleWstateJandJmultiWstateJstructuralJmodelingJofJproteinsJandJ
theirJcomplexesJbasedJonJβrXβJprofilesXJNucleichAcidshResearchVJ2016VJeeVJWeceWj 20.1 260

201 βimpleJrulesJforJpassiveJdiffusionJthroughJtheJnuclearJporeJcomplexXJJournalhofhCellhBiologyVJ2016VJ
cbfVJfhWhg 7.3 199

200 αingJclosureJactivatesJyeastJ˛‡γuαtJforJspeciesWspecificJmicrotubuleJnucleationXJNaturehStructuralh
andhMolecularhBiologyVJ2015VJccVJbdcWh 17.6 95

199 OutcomeJofJtheJwirstJwwöusJyybridYzntegrativeJ”ethodsJγaskJworceJWorkshopXJStructureVJ2015VJ
cdVJbbfgWgh 5.2 131

198 rJstrategyJforJdissectingJtheJarchitecturesJofJnativeJmacromolecularJassembliesXJNaturehMethodsVJ
2015VJbcVJbbdfWi 21.6 94

197 βmallW”oleculeJrllostericJ”odulatorsJofJtheJöroteinJKinaseJöuKbJfromJβtructureWsasedJuockingXJ
JournalhofhMedicinalhChemistryVJ2015VJfiVJicifWicjb 8.3 19

196 örionJöroteinWrntibodyJtomplexesJtharacterizedJbyJthromatographyWtoupledJβmallWrngleJXWαayJ
βcatteringXJBiophysicalhJournalVJ2015VJbajVJhjdWiaf 2.9 28

195 rrchitectureJofJtheJyumanJandJYeastJxeneralJγranscriptionJandJu–rJαepairJwactorJγwzzyXJMolecularh
CellVJ2015VJfjVJhjeWiag 17.6 75
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194 βtructuralJ”odelJofJtheJsilitranslocaseJγransmembraneJuomainJβupportedJbyJ–”αJandJwαvγJuataXJ
PLoShONEVJ2015VJbaVJeabdfeff 3.7 7

193 βcoringJ“argeWβcaleJrffinityJöurificationJ”assJβpectrometryJuatasetsJwithJ”iβγXJCurrenthProtocolsh
inhBioinformaticsVJ2015VJejVJiXbjXbWiXbjXbg 24.2 38

192 rssemblyJandJ”olecularJrrchitectureJofJtheJöhosphoinositideJdWKinaseJpif˛–JyomodimerXJJournalh
ofhBiologicalhChemistryVJ2015VJcjaVJdadjaWeaf 5.4 17

191 γopologicalJmodelsJofJheteromericJproteinJassembliesJfromJmassJspectrometrykJapplicationJtoJtheJ
yeastJezwdkezwfJcomplexXJChemistryhandhBiologyVJ2015VJccVJbbhWci 34

190 öredictionJofJwunctionallyJzmportantJöhosphoWαegulatoryJvventsJinJXenopusJlaevisJOocytesXJPLoSh
ComputationalhBiologyVJ2015VJbbVJebaaedgc 5 14

189 ”olecularJarchitectureJofJtheJyeastJ”ediatorJcomplexXJELifeVJ2015VJeVJ 8.9 107

188 ”odelingJofJproteinsJandJtheirJassembliesJwithJtheJzntegrativeJ”odelingJölatformXJMethodshinh
MolecularhBiologyVJ2014VJbajbVJchhWjf 1.4 25

187 UncertaintyJinJintegrativeJstructuralJmodelingXJCurrenthOpinionhinhStructuralhBiologyVJ2014VJciVJjgWbae 8.1 68

186 tomparativeJöroteinJβtructureJ”odelingJUsingJ”Ouv““vαXJCurrenthProtocolshinhBioinformaticsVJ
2014VJehVJfXgXbWdc 24.2 754

185 ”olecularJarchitectureJofJphotoreceptorJphosphodiesteraseJelucidatedJbyJchemicalJcrossWlinkingJ
andJintegrativeJmodelingXJJournalhofhMolecularhBiologyVJ2014VJecgVJdhbdWdhci 6.5 34

184 tysWscanningJdisulfideJcrosslinkingJandJbayesianJmodelingJprobeJtheJtransmembraneJsignalingJ
mechanismJofJtheJhistidineJkinaseVJöhoΦXJStructureVJ2014VJccVJbcdjWbcfb 5.2 83

183 znsightsJintoJsecondaryJmetabolismJfromJaJglobalJanalysisJofJprokaryoticJbiosyntheticJgeneJ
clustersXJCellVJ2014VJbfiVJebcWecb 56.2 587

182 ”olecularJarchitectureJofJtheJeaβpezwbpezwdJtranslationJinitiationJcomplexXJCellVJ2014VJbfiVJbbcdWbbdf 56.2 157

181 öredictionJofJsubstratesJforJglutathioneJtransferasesJbyJcovalentJdockingXJJournalhofhChemicalh
InformationhandhModelingVJ2014VJfeVJbgihWjj 6.1 15

180 öroteinJstructureJmodelingJwithJ”Ouv““vαXJMethodshinhMolecularhBiologyVJ2014VJbbdhVJbWbf 1.4 406

179 βtructuralJcharacterizationJbyJcrossWlinkingJrevealsJtheJdetailedJarchitectureJofJaJcoatomerWrelatedJ
heptamericJmoduleJfromJtheJnuclearJporeJcomplexXJMolecularhandhCellularhProteomicsVJ2014VJbdVJcjchWed7.6 122

178 ueterminingJproteinJcomplexJstructuresJbasedJonJaJsayesianJmodelJofJinJvivoJwˆ¶rsterJresonanceJ
energyJtransferJRwαvγSJdataXJMolecularhandhCellularhProteomicsVJ2014VJbdVJcibcWcd 7.6 22

177
zntegrativeJstructureWfunctionJmappingJofJtheJnucleoporinJ–upbddJsuggestsJaJconservedJ
mechanismJforJmembraneJanchoringJofJtheJnuclearJporeJcomplexXJMolecularhandhCellularh
ProteomicsVJ2014VJbdVJcjbbWcg

7.6 54

(2014-2015)
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176 ”olecularJarchitectureJandJfunctionJofJtheJβvrJcomplexVJaJmodulatorJofJtheJγOαtbJpathwayXJ
MolecularhandhCellularhProteomicsVJ2014VJbdVJciffWha 7.6 52

175 ”odsaseVJaJdatabaseJofJannotatedJcomparativeJproteinJstructureJmodelsJandJassociatedJ
resourcesXJNucleichAcidshResearchVJ2014VJecVJuddgWeg 20.1 207

174 rJsystematicJcomputationalJanalysisJofJbiosyntheticJgeneJclusterJevolutionkJlessonsJforJengineeringJ
biosynthesisXJPLoShComputationalhBiologyVJ2014VJbaVJebaaeabg 5 118

173 vlucidatingJtheJmechanismJofJsubstrateJrecognitionJbyJtheJbacterialJyspjaJmolecularJchaperoneXJ
JournalhofhMolecularhBiologyVJ2014VJecgVJcdjdWeae 6.5 37

172 βrXβJ”ergekJanJautomatedJstatisticalJmethodJtoJmergeJβrXβJprofilesJusingJxaussianJprocessesXJ
JournalhofhSynchrotronhRadiationVJ2014VJcbVJcadWi 2.4 12

171 toordinatingJtheJimpactJofJstructuralJgenomicsJonJtheJhumanJ˛–WhelicalJtransmembraneJproteomeXJ
NaturehStructuralhandhMolecularhBiologyVJ2013VJcaVJbdfWi 17.6 57

170 ueaminationJofJgWaminodeoxyfutalosineJinJmenaquinoneJbiosynthesisJbyJdistantlyJrelatedJ
enzymesXJBiochemistryVJ2013VJfcVJgfcfWdg 3.2 9

169 βtructureWguidedJdiscoveryJofJnewJdeaminaseJenzymesXJJournalhofhthehAmericanhChemicalhSocietyVJ
2013VJbdfVJbdjchWdd 16.4 13

168 yighWresolutionJnetworkJbiologykJconnectingJsequenceJwithJfunctionXJNaturehReviewshGeneticsVJ
2013VJbeVJigfWhj 30.1 65

167 rccurateJβrXβJprofileJcomputationJandJitsJassessmentJbyJcontrastJvariationJexperimentsXJ
BiophysicalhJournalVJ2013VJbafVJjgcWhe 2.9 359

166
uiscoveryJofJpotentVJselectiveJmultidrugJandJtoxinJextrusionJtransporterJbJR”rγvbVJβ“tehrbSJ
inhibitorsJthroughJprescriptionJdrugJprofilingJandJcomputationalJmodelingXJJournalhofhMedicinalh
ChemistryVJ2013VJfgVJhibWhjf

8.3 100

165 rssignmentJofJpterinJdeaminaseJactivityJtoJanJenzymeJofJunknownJfunctionJguidedJbyJhomologyJ
modelingJandJdockingXJJournalhofhthehAmericanhChemicalhSocietyVJ2013VJbdfVJhjfWiad 16.4 28

164 zmpactJofJmutationsJonJtheJallostericJconformationalJequilibriumXJJournalhofhMolecularhBiologyVJ
2013VJecfVJgehWgb 6.5 38

163 siochemistryXJzntegrativeJstructuralJbiologyXJScienceVJ2013VJddjVJjbdWf 33.3 177

162 βtructureVJdynamicsVJevolutionVJandJfunctionJofJaJmajorJscaffoldJcomponentJinJtheJnuclearJporeJ
complexXJStructureVJ2013VJcbVJfgaWhb 5.2 48

161 trystalJstructureJofJaJeukaryoticJphosphateJtransporterXJNatureVJ2013VJejgVJfddWg 50.4 170

160 αeportJofJtheJwwöusJβmallWrngleJβcatteringJγaskJworcekJdataJrequirementsJforJbiomolecularJ
modelingJandJtheJöusXJStructureVJ2013VJcbVJihfWib 5.2 65

159 αecoveringJaJrepresentativeJconformationalJensembleJfromJunderdeterminedJmacromolecularJ
structuralJdataXJJournalhofhthehAmericanhChemicalhSocietyVJ2013VJbdfVJbgfjfWgaj 16.4 88
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158 ”appingJpolymerizationJandJallosteryJofJhemoglobinJβJusingJpointJmutationsXJJournalhofhPhysicalh
ChemistryhBVJ2013VJbbhVJbdafiWgi 3.4 3

157 OptimizedJatomicJstatisticalJpotentialskJassessmentJofJproteinJinterfacesJandJloopsXJBioinformaticsVJ
2013VJcjVJdbfiWgg 7.2 88

156 vvolutionJofJmodularJintraflagellarJtransportJfromJaJcoatomerWlikeJprogenitorXJProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVJ2013VJbbaVJgjedWi 11.5 110

155 βtructureWbasedJligandJdiscoveryJforJtheJ“argeWneutralJrminoJrcidJγransporterJbVJ“rγWbXJ
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVJ2013VJbbaVJfeiaWf 11.5 129

154 ”olecularJmodelingJandJligandJdockingJforJsoluteJcarrierJRβ“tSJtransportersXJCurrenthTopicshinh
MedicinalhChemistryVJ2013VJbdVJiedWfg 3 65

153 UtβwJthimeraVJ”Ouv““vαVJandJz”ökJanJintegratedJmodelingJsystemXJJournalhofhStructuralhBiologyVJ
2012VJbhjVJcgjWhi 3.4 373

152
”olecularJarchitectureJofJtheJcgβJproteasomeJholocomplexJdeterminedJbyJanJintegrativeJ
approachXJProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVJ2012VJ
bajVJbdiaWh

11.5 380

151 zntegrativeJstructuralJmodelingJwithJsmallJangleJXWrayJscatteringJprofilesXJBMChStructuralhBiologyVJ
2012VJbcVJbh 2.7 80

150 yighJselectivityJofJtheJ˛‡WaminobutyricJacidJtransporterJcJRxrγWcVJβ“tgrbdSJrevealedJbyJ
structureWbasedJapproachXJJournalhofhBiologicalhChemistryVJ2012VJcihVJdhhefWfg 5.4 41

149 öuttingJtheJpiecesJtogetherkJintegrativeJmodelingJplatformJsoftwareJforJstructureJdeterminationJ
ofJmacromolecularJassembliesXJPLoShBiologyVJ2012VJbaVJebaabcee 9.7 362

148 rtomicJstructureJofJtheJnuclearJporeJcomplexJtargetingJdomainJofJaJ–upbbgJhomologueJfromJtheJ
yeastVJtandidaJglabrataXJProteins:hStructurevhFunctionhandhBioinformaticsVJ2012VJiaVJcbbaWg 4.2 6

147 βtructureWbasedJmodelJofJallosteryJpredictsJcouplingJbetweenJdistantJsitesXJProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVJ2012VJbajVJeihfWia 11.5 128

146 ”acromolecularJassemblyJstructuresJbyJcomparativeJmodelingJandJelectronJmicroscopyXJMethodshinh
MolecularhBiologyVJ2012VJifhVJddbWfa 1.4 4

145
rssemblyJofJmacromolecularJcomplexesJbyJsatisfactionJofJspatialJrestraintsJfromJelectronJ
microscopyJimagesXJProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVJ
2012VJbajVJbiicbWg

11.5 40

144 “imitsJofJligandJselectivityJfromJdockingJtoJmodelskJinJsilicoJscreeningJforJrRbSJadenosineJreceptorJ
antagonistsXJPLoShONEVJ2012VJhVJeejjba 3.7 46

143 βtructureWfunctionJmappingJofJaJheptamericJmoduleJinJtheJnuclearJporeJcomplexXJJournalhofhCellh
BiologyVJ2012VJbjgVJebjWde 7.3 95

142 rJmethodJforJintegrativeJstructureJdeterminationJofJproteinWproteinJcomplexesXJBioinformaticsVJ
2012VJciVJdcicWj 7.2 69

141 VirtualJligandJscreeningJagainstJcomparativeJproteinJstructureJmodelsXJMethodshinhMolecularh
BiologyVJ2012VJibjVJbafWcg 1.4 11

(2012-2013)
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140 “argeJscaleJanalysisJofJsynapticJphosphorylationJandJOWxlc–rcylationJrevealsJcomplexJinterplayJ
betweenJtheseJpostWtranslationalJmodificationsXJFASEBhJournalVJ2012VJcgVJjhiXc 0.9

139 VifJhijacksJtswW˛†JtoJdegradeJröOsvtdxJandJpromoteJyzVWbJinfectionXJNatureVJ2011VJeibVJdhbWf 50.4 268

138 xlobalJlandscapeJofJyzVWhumanJproteinJcomplexesXJNatureVJ2011VJeibVJdgfWha 50.4 507

137 uiscoveryJofJaJcytokininJdeaminaseXJACShChemicalhBiologyVJ2011VJgVJbadgWea 4.9 15

136 “igandJdiscoveryJfromJaJdopamineJudJreceptorJhomologyJmodelJandJcrystalJstructureXJNatureh
ChemicalhBiologyVJ2011VJhVJhgjWhi 11.7 250

135 ”acromolecularJdockingJrestrainedJbyJaJsmallJangleJXWrayJscatteringJprofileXJJournalhofhStructuralh
BiologyVJ2011VJbhdVJegbWhb 3.4 88

134 βtatisticalJpotentialJforJmodelingJandJrankingJofJproteinWligandJinteractionsXJJournalhofhChemicalh
InformationhandhModelingVJ2011VJfbVJdahiWjc 6.1 61

133 βtructureJofJtheJtWterminalJdomainJofJβaccharomycesJcerevisiaeJ–upbddVJaJcomponentJofJtheJ
nuclearJporeJcomplexXJProteins:hStructurevhFunctionhandhBioinformaticsVJ2011VJhjVJbghcWh 4.2 16

132 αesponseJtoJâ��öredictableJdifficultyJorJdifficultyJtoJpredictâ��XJProteinhScienceVJ2011VJcaVJeWf 6.3 78

131 βtructureWbasedJdiscoveryJofJprescriptionJdrugsJthatJinteractJwithJtheJnorepinephrineJtransporterVJ
–vγXJProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVJ2011VJbaiVJbfibaWf11.5 101

130 γheJvnzymeJwunctionJznitiativeXJBiochemistryVJ2011VJfaVJjjfaWgc 3.2 140

129 vnzymaticJdeaminationJofJtheJepigeneticJbaseJ–WgWmethyladenineXJJournalhofhthehAmericanh
ChemicalhSocietyVJ2011VJbddVJcaiaWd 16.4 22

128 ”ultiwitkJaJwebJserverJforJfittingJmultipleJproteinJstructuresJintoJtheirJelectronJmicroscopyJdensityJ
mapXJNucleichAcidshResearchVJ2011VJdjVJWbghWha 20.1 21

127 rJconservedJcoatomerWrelatedJcomplexJcontainingJβecbdJandJβehbJdynamicallyJassociatesJwithJtheJ
vacuoleJinJβaccharomycesJcerevisiaeXJMolecularhandhCellularhProteomicsVJ2011VJbaVJ”bbaXaagehi 7.6 95

126 vvolutionkJOnJaJbenderWWsrαsVJvβtαγsVJtOösVJandJfinallyJgettingJyourJcoatXJJournalhofhCellhBiologyVJ
2011VJbjdVJjgdWhc 7.3 78

125 ”odsaseVJaJdatabaseJofJannotatedJcomparativeJproteinJstructureJmodelsVJandJassociatedJ
resourcesXJNucleichAcidshResearchVJ2011VJdjVJuegfWhe 20.1 252

124 ”odelingJofJproteinsJandJtheirJassembliesJwithJtheJintegrativeJmodelingJplatformXJMethodshinh
MolecularhBiologyVJ2011VJhibVJdhhWjh 1.4 16

123 wunctionJofJhumanJαhJbasedJonJstructureJofJαhtxJatJcXbJrXJProceedingshofhthehNationalhAcademyhofh
ScienceshofhthehUnitedhStateshofhAmericaVJ2010VJbahVJjgdiWed 11.5 153
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122 woXβkJaJwebJserverJforJrapidJcomputationJandJfittingJofJβrXβJprofilesXJNucleichAcidshResearchVJ2010VJ
diVJWfeaWe 20.1 403

121 γheJoverlapJofJsmallJmoleculeJandJproteinJbindingJsitesJwithinJfamiliesJofJproteinJstructuresXJPLoSh
ComputationalhBiologyVJ2010VJgVJebaaaggi 5 39

120 γowardJanJintegratedJstructuralJmodelJofJtheJcgβJproteasomeXJMolecularhandhCellularhProteomicsVJ
2010VJjVJbgggWhh 7.6 48

119 öredictionJofJproteaseJsubstratesJusingJsequenceJandJstructureJfeaturesXJBioinformaticsVJ2010VJcgVJbhbeWcc7.2 49

118 zntegrativeJstructureJmodelingJofJmacromolecularJassembliesJfromJproteomicsJdataXJMolecularhandh
CellularhProteomicsVJ2010VJjVJbgijWhac 7.6 58

117 tomparisonJofJhumanJsoluteJcarriersXJProteinhScienceVJ2010VJbjVJebcWci 6.3 83

116 wunctionalJhotJspotsJinJhumanJrγöWbindingJcassetteJtransporterJnucleotideJbindingJdomainsXJ
ProteinhScienceVJ2010VJbjVJcbbaWcb 6.3 15

115 βtructuresJofJtheJautoproteolyticJdomainJfromJtheJβaccharomycesJcerevisiaeJnuclearJporeJcomplexJ
componentVJ–upbefXJProteins:hStructurevhFunctionhandhBioinformaticsVJ2010VJhiVJbjjcWi 4.2 9

114 ueterminingJmacromolecularJassemblyJstructuresJbyJmolecularJdockingJandJfittingJintoJanJelectronJ
densityJmapXJProteins:hStructurevhFunctionhandhBioinformaticsVJ2010VJhiVJdcafWbb 4.2 56

113 αoleJofJorganicJcationJtransporterJdJRβ“tccrdSJandJitsJmissenseJvariantsJinJtheJpharmacologicJ
actionJofJmetforminXJPharmacogeneticshandhGenomicsVJ2010VJcaVJgihWjj 1.9 145

112 αegulatoryJelementsJwithinJtheJprodomainJofJwalcipainWcVJaJcysteineJproteaseJofJtheJmalariaJ
parasiteJölasmodiumJfalciparumXJPLoShONEVJ2009VJeVJefgje 3.7 42

111 ”OusrβvVJaJdatabaseJofJannotatedJcomparativeJproteinJstructureJmodelsJandJassociatedJ
resourcesXJNucleichAcidshResearchVJ2009VJdhVJudehWfe 20.1 143

110 vvidenceJforJaJsharedJnuclearJporeJcomplexJarchitectureJthatJisJconservedJfromJtheJlastJcommonJ
eukaryoticJancestorXJMolecularhandhCellularhProteomicsVJ2009VJiVJcbbjWda 7.6 169

109 rJkernelJforJopenJsourceJdrugJdiscoveryJinJtropicalJdiseasesXJPLoShNeglectedhTropicalhDiseasesVJ2009VJ
dVJeebi 4.8 20

108 rlignmentJofJmultipleJproteinJstructuresJbasedJonJsequenceJandJstructureJfeaturesXJProteinh
EngineeringvhDesignhandhSelectionVJ2009VJccVJfgjWhe 1.9 71

107 γheJstructuralJdynamicsJofJmacromolecularJprocessesXJCurrenthOpinionhinhCellhBiologyVJ2009VJcbVJjhWbai 9 67

106 γargetJselectionJandJannotationJforJtheJstructuralJgenomicsJofJtheJamidohydrolaseJandJenolaseJ
superfamiliesXJJournalhofhStructuralhandhFunctionalhGenomicsVJ2009VJbaVJbahWcf 24

105 rJsurveyJofJintegralJalphaWhelicalJmembraneJproteinsXJJournalhofhStructuralhandhFunctionalhGenomicsVJ
2009VJbaVJcgjWia 12

(2009-2010)
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104 vvolutionaryJconstraintsJonJstructuralJsimilarityJinJorthologsJandJparalogsXJProteinhScienceVJ2009VJ
biVJbdagWbf 6.3 50

103 tomprehensiveJmolecularJstructureJofJtheJeukaryoticJribosomeXJStructureVJ2009VJbhVJbfjbWbgae 5.2 130

102 βelectingJoptimumJeukaryoticJintegralJmembraneJproteinsJforJstructureJdeterminationJbyJrapidJ
expressionJandJsolubilizationJscreeningXJJournalhofhMolecularhBiologyVJ2009VJdifVJicaWda 6.5 51

101 znferentialJoptimizationJforJsimultaneousJfittingJofJmultipleJcomponentsJintoJaJtryov”JmapJofJ
theirJassemblyXJJournalhofhMolecularhBiologyVJ2009VJdiiVJbiaWje 6.5 103

100 öroteinJβtructureJ”odelingXJNATOhSciencehforhPeacehandhSecurityhSerieshA:hChemistryhandhBiologyVJ
2009VJbdjWbfb 0.1 2

99 ”olecularJdockingJscreensJusingJcomparativeJmodelsJofJproteinsXJJournalhofhChemicalhInformationh
andhModelingVJ2009VJejVJcfbcWch 6.1 116

98 ”echanismJofJlidJclosureJinJtheJeukaryoticJchaperoninJγαitYttγXJNaturehStructuralhandhMolecularh
BiologyVJ2008VJbfVJhegWfd 17.6 75

97 öroteinJstructureJfittingJandJrefinementJguidedJbyJcryoWv”JdensityXJStructureVJ2008VJbgVJcjfWdah 5.2 266

96 ”ultipleJconformationsJofJvXJcoliJyspjaJinJsolutionkJinsightsJintoJtheJconformationalJdynamicsJofJ
yspjaXJStructureVJ2008VJbgVJhffWgf 5.2 140

95 yowJwellJcanJtheJaccuracyJofJcomparativeJproteinJstructureJmodelsJbeJpredictedpXJProteinhScienceVJ
2008VJbhVJbiibWjd 6.3 112

94 öroteinJstructureJmodelingJwithJ”Ouv““vαXJMethodshinhMolecularhBiologyVJ2008VJecgVJbefWfj 1.4 723

93 zntegrativeJβtructureJueterminationJofJöroteinJrssembliesJbyJβatisfactionJofJβpatialJαestraintsXJ
ComputationalhBiologyVJ2008VJjjWbbe 0.7 6

92 trystallographicJconformersJofJactinJinJaJbiologicallyJactiveJbundleJofJfilamentsXJJournalhofh
MolecularhBiologyVJ2008VJdhfVJddbWg 6.5 32

91 zntegrationJofJsmallWangleJXWrayJscatteringJdataJintoJstructuralJmodelingJofJproteinsJandJtheirJ
assembliesXJJournalhofhMolecularhBiologyVJ2008VJdicVJbaijWbag 6.5 118

90 zntegratingJdiverseJdataJforJstructureJdeterminationJofJmacromolecularJassembliesXJAnnualhReviewh
ofhBiochemistryVJ2008VJhhVJeedWhh 29.1 183

89
βubnanometerWresolutionJelectronJcryomicroscopyWbasedJdomainJmodelsJforJtheJcytoplasmicJ
regionJofJskeletalJmuscleJαyαJchannelXJProceedingshofhthehNationalhAcademyhofhScienceshofhtheh
UnitedhStateshofhAmericaVJ2008VJbafVJjgbaWf

11.5 98

88 tlassifyingJVariantsJofJUndeterminedJβignificanceJinJsαtrcJwithJproteinJlikelihoodJratiosXJCancerh
InformaticsVJ2008VJgVJcadWbg 2.4 40

87 βtructureJueterminationJofJ”acromolecularJtomplexesJbyJvxperimentJandJtomputationXJNucleich
AcidshandhMolecularhBiologyVJ2008VJhdWjg 1
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86 ueterminingJtheJarchitecturesJofJmacromolecularJassembliesXJNatureVJ2007VJefaVJgidWje 50.4 437

85 γheJmolecularJarchitectureJofJtheJnuclearJporeJcomplexXJNatureVJ2007VJefaVJgjfWhab 50.4 830

84 γheJmolecularJsociologyJofJtheJcellXJNatureVJ2007VJefaVJjhdWic 50.4 424

83 γheJrnno“iteJandJrnno“yzeJprogramsJforJcomparativeJannotationJofJproteinJstructuresXJBMCh
BioinformaticsVJ2007VJiJβupplJeVJβe 3.6 32

82 tomparativeJproteinJstructureJmodelingJusingJ”Ouv““vαXJCurrenthProtocolshinhProteinhScienceVJ
2007VJthapterJcVJUnitJcXj 3.1 790

81 ”odelingJmutationsJinJproteinJstructuresXJProteinhScienceVJ2007VJbgVJcadaWeb 6.3 66

80 woldJassessmentJforJcomparativeJproteinJstructureJmodelingXJProteinhScienceVJ2007VJbgVJcebcWcg 6.3 80

79 yostJpathogenJproteinJinteractionsJpredictedJbyJcomparativeJmodelingXJProteinhScienceVJ2007VJbgVJcfifWjg6.3 110

78 βtructuralJgenomicsJofJproteinJphosphatasesXJJournalhofhStructuralhandhFunctionalhGenomicsVJ2007VJ
iVJbcbWea 125

77 wunctionalJimpactJofJmissenseJvariantsJinJsαtrbJpredictedJbyJsupervisedJlearningXJPLoSh
ComputationalhBiologyVJ2007VJdVJecg 5 47

76 öroteinJinteractionsJandJdiseaseJphenotypesJinJtheJrstJtransporterJsuperfamilyXJPacifichSymposiumh
onhBiocomputinghPacifichSymposiumhonhBiocomputingVJ2007VJfbWgd 1.3 4

75 OutcomeJofJaJworkshopJonJarchivingJstructuralJmodelsJofJbiologicalJmacromoleculesXJStructureVJ
2006VJbeVJbcbbWh 5.2 49

74 öroteinJcomplexJcompositionsJpredictedJbyJstructuralJsimilarityXJNucleichAcidshResearchVJ2006VJdeVJcjedWfc20.1 50

73 βimpleJfoldJcompositionJandJmodularJarchitectureJofJtheJnuclearJporeJcomplexXJProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVJ2006VJbadVJcbhcWh 11.5 231

72 βtructuralJmodelingJofJproteinJinteractionsJbyJanalogykJapplicationJtoJöβuWjfXJPLoShComputationalh
BiologyVJ2006VJcVJebfd 5 36

71 öharmxKsJsubmissionJupdatekJzVXJö”γJsubmissionsJofJgeneticJvariationsJinJrγöWsindingJcassetteJ
transportersJtoJtheJöharmxKsJnetworkXJPharmacologicalhReviewsVJ2006VJfiVJbWc 22.5 16

70 ”OusrβvkJaJdatabaseJofJannotatedJcomparativeJproteinJstructureJmodelsJandJassociatedJ
resourcesXJNucleichAcidshResearchVJ2006VJdeVJucjbWf 20.1 237

69 VariableJgapJpenaltyJforJproteinJsequenceWstructureJalignmentXJProteinhEngineeringvhDesignhandh
SelectionVJ2006VJbjVJbcjWdd 1.9 53

(2006-2007)
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68 tomparativeJproteinJstructureJmodelingJusingJ”odellerXJCurrenthProtocolshinhBioinformaticsVJ2006VJ
thapterJfVJUnitWfXg 24.2 1717

67 αefinementJofJproteinJstructuresJbyJiterativeJcomparativeJmodelingJandJtryov”JdensityJfittingXJ
JournalhofhMolecularhBiologyVJ2006VJdfhVJbgffWgi 6.5 93

66 ”inimalistJrepresentationsJandJtheJimportanceJofJnearestJneighborJeffectsJinJproteinJfoldingJ
simulationsXJJournalhofhMolecularhBiologyVJ2006VJdgdVJidfWfh 6.5 37

65 rJcompositeJscoreJforJpredictingJerrorsJinJproteinJstructureJmodelsXJProteinhScienceVJ2006VJbfVJbgfdWgg 6.3 141

64 “ocalizationJofJbindingJsitesJinJproteinJstructuresJbyJoptimizationJofJaJcompositeJscoringJfunctionXJ
ProteinhScienceVJ2006VJbfVJcdggWia 6.3 19

63 βtatisticalJpotentialJforJassessmentJandJpredictionJofJproteinJstructuresXJProteinhScienceVJ2006VJbfVJcfahWce6.3 1714

62 βtructuralJcharacterizationJofJcomponentsJofJproteinJassembliesJbyJcomparativeJmodelingJandJ
electronJcryoWmicroscopyXJJournalhofhStructuralhBiologyVJ2005VJbejVJbjbWcad 3.4 78

61 γheJoptimalJsizeJofJaJglobularJproteinJdomainkJrJsimpleJsphereWpackingJmodelXJChemicalhPhysicsh
LettersVJ2005VJeafVJcceWcci 2.5 47

60 “ocalizationJofJproteinWbindingJsitesJwithinJfamiliesJofJproteinsXJProteinhScienceVJ2005VJbeVJcdfaWga 6.3 35

59 tomparativeJöroteinJβtructureJ”odelingJ2005VJidbWiga 11

58 βtructuralJcharacterizationJofJassembliesJfromJoverallJshapeJandJsubcomplexJcompositionsXJ
StructureVJ2005VJbdVJedfWef 5.2 25

57 ”acromolecularJrssembliesJyighlightedXJStructureVJ2005VJbdVJddjWdeb 5.2 5

56 tombiningJelectronJmicroscopyJandJcomparativeJproteinJstructureJmodelingXJCurrenthOpinionhinh
StructuralhBiologyVJ2005VJbfVJfhiWif 8.1 62

55 –ewJYorkWβtructuralJxenomiXJαesearchJtonsortiumJR–YβxXαtSkJaJlargeJscaleJcenterJforJtheJproteinJ
structureJinitiativeXJJournalhofhStructuralhandhFunctionalhGenomicsVJ2005VJgVJccfWdc 40

54 “βWβ–ökJlargeWscaleJannotationJofJcodingJnonWsynonymousJβ–ösJbasedJonJmultipleJinformationJ
sourcesXJBioinformaticsVJ2005VJcbVJcibeWca 7.2 193

53 özsrβvkJaJcomprehensiveJdatabaseJofJstructurallyJdefinedJproteinJinterfacesXJBioinformaticsVJ2005VJ
cbVJbjabWh 7.2 141

52 uetectingJremotelyJrelatedJproteinsJbyJtheirJinteractionsJandJsequenceJsimilarityXJProceedingshofh
thehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVJ2005VJbacVJhbfbWg 11.5 23

51 tharacterizationJofJöroteinJyubsJbyJznferringJznteractingJ”otifsJfromJöroteinJznteractionsXJPLoSh
ComputationalhBiologyVJ2005VJpreprintVJebhi 5
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50 βtereochemicalJtriteriaJforJöredictionJofJtheJvffectsJofJörolineJ”utationsJonJöroteinJβtabilityXJPLoSh
ComputationalhBiologyVJ2005VJpreprintVJeceb 5

49 βtructureWbasedJassessmentJofJmissenseJmutationsJinJhumanJsαtrbkJimplicationsJforJbreastJandJ
ovarianJcancerJpredispositionXJCancerhResearchVJ2004VJgeVJdhjaWh 10.1 92

48 yighWthroughputJcomputationalJandJexperimentalJtechniquesJinJstructuralJgenomicsXJGenomeh
ResearchVJ2004VJbeVJcbefWfe 9.7 48

47 windingJcuresJforJtropicalJdiseaseskJisJopenJsourceJanJanswerpXJPLoShMedicineVJ2004VJbVJefg 11.6 54

46 tomponentsJofJcoatedJvesiclesJandJnuclearJporeJcomplexesJshareJaJcommonJmolecularJ
architectureXJPLoShBiologyVJ2004VJcVJedia 9.7 318

45 rJstructuralJperspectiveJonJproteinWproteinJinteractionsXJCurrenthOpinionhinhStructuralhBiologyVJ2004VJ
beVJdbdWce 8.1 221

44 rlignmentJofJproteinJsequencesJbyJtheirJprofilesXJProteinhScienceVJ2004VJbdVJbahbWih 6.3 171

43 tomparativeJöroteinJβtructureJ”odelingJandJitsJrpplicationsJtoJurugJuiscoveryXJAnnualhReportshinh
MedicinalhChemistryVJ2004VJdjVJcfjWchg 1.6 56

42 rJstructuralJperspectiveJonJproteinâ��proteinJinteractionsXJCurrenthOpinionhinhStructuralhBiologyVJ2004
VJbeVJdbdWdbd 8.1

41 uetectionJofJhomologousJproteinsJbyJanJintermediateJsequenceJsearchXJProteinhScienceVJ2004VJbdVJfeWgc 6.3 33

40 ”OusrβvVJaJdatabaseJofJannotatedJcomparativeJproteinJstructureJmodelsVJandJassociatedJ
resourcesXJNucleichAcidshResearchVJ2004VJdcVJucbhWcc 20.1 233

39 wromJwordsJtoJliteratureJinJstructuralJproteomicsXJNatureVJ2003VJeccVJcbgWcf 50.4 412

38 ”odelingJöroteinJβtructureJfromJitsJβequenceXJCurrenthProtocolshinhBioinformaticsVJ2003VJdVJfXbXb 24.2 4

37 tomparativeJproteinJstructureJmodelingJbyJiterativeJalignmentVJmodelJbuildingJandJmodelJ
assessmentXJNucleichAcidshResearchVJ2003VJdbVJdjicWjc 20.1 245

36 ”odellerkJgenerationJandJrefinementJofJhomologyWbasedJproteinJstructureJmodelsXJMethodshinh
EnzymologyVJ2003VJdheVJegbWjb 1.7 1226

35 βtudyJofJtheJstructuralJdynamicsJofJtheJvJcoliJhaβJribosomeJusingJrealWspaceJrefinementXJCellVJ2003VJ
bbdVJhijWiab 56.2 252

34 γoolsJforJcomparativeJproteinJstructureJmodelingJandJanalysisXJNucleichAcidshResearchVJ2003VJdbVJddhfWia20.1 350

33 ”od“oopkJautomatedJmodelingJofJloopsJinJproteinJstructuresXJBioinformaticsVJ2003VJbjVJcfaaWb 7.2 566

(2003-2005)
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32 βtatisticalJpotentialsJforJfoldJassessmentXJProteinhScienceVJ2002VJbbVJedaWei 6.3 270

31 αeliabilityJofJassessmentJofJproteinJstructureJpredictionJmethodsXJStructureVJ2002VJbaVJedfWea 5.2 87

30 βtructuralJgenomicskJaJpipelineJforJprovidingJstructuresJforJtheJbiologistXJProteinhScienceVJ2002VJbbVJhcdWdi6.3 153

29 “igsasekJaJdatabaseJofJfamiliesJofJalignedJligandJbindingJsitesJinJknownJproteinJsequencesJandJ
structuresXJBioinformaticsVJ2002VJbiVJcaaWb 7.2 69
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