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ContributionMofMproteasomegcatalyzedMpeptideMgsplicingMtoMviralMtargetingMbyMCDsMTMcellsMinMHIVglM
infectionhMProceedingspofpthepNationalpAcademypofpSciencespofpthepUnitedpStatespofpAmericafM2019fM
llqfMmorosgmorpt

11.5 27

43 EvolutionaryMhistoryMofMhumanMrevealedMbyMgenomegwideManalysesMofMrelatedMapeMparasiteshM
ProceedingspofpthepNationalpAcademypofpSciencespofpthepUnitedpStatespofpAmericafM2018fMllpfMEsopkgEsopt11.5 31
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PairedMquantitativeMandMqualitativeMassessmentMofMtheMreplicationgcompetentMHIVglMreservoirMandM
comparisonMwithMintegratedMproviralMDNAhMProceedingspofpthepNationalpAcademypofpSciencespofpthep
UnitedpStatespofpAmericafM2016fMllnfMErtksgErtlq
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41 AminogacidMcogvariationMinMHIVglMGagMsubtypeMCuMHLAgmediatedMselectionMpressureMandM
compensatoryMdynamicshMPLoSpONEfM2010fMpfMelmoqn 3.7 29

40 DIVEINuMaMwebMserverMtoManalyzeMphylogeniesfMsequenceMdivergencefMdiversityfMandMinformativeMsiteshM
BioTechniquesfM2010fMosfMokpgs 2.5 144

39 CompartmentalizationMofMHIVglMwithinMtheMfemaleMgenitalMtractMisMdueMtoMmonotypicMandM
lowgdiversityMvariantsMnotMdistinctMviralMpopulationshMPLoSpONEfM2009fMofMerlmm 3.7 50

38 RareMHLAMdriveMadditionalMHIVMevolutionMcomparedMtoMmoreMfrequentMalleleshMAIDSpResearchpandp
HumanpRetrovirusesfM2009fMmpfMmtrgnkn 1.6 10

37 MonotypicMhumanMimmunodeficiencyMvirusMtypeMlMgenotypesMacrossMtheMuterineMcervixMandMinMbloodM
suggestMproliferationMofMcellsMwithMprovirushMJournalpofpVirologyfM2009fMsnfMqkmkgs 6.6 43

36 HLAMclassMIgdrivenMevolutionMofMhumanMimmunodeficiencyMvirusMtypeMlMsubtypeMcMproteomeuMimmuneM
escapeMandMviralMloadhMJournalpofpVirologyfM2008fMsmfMqonogoq 6.6 115

35 CDseMTgcellMresponsesMtoMdifferentMHIVMproteinsMhaveMdiscordantMassociationsMwithMviralMloadhMNaturep
MedicinefM2007fMlnfMoqgpn 50.5 824

34 ExtensiveMintrasubtypeMrecombinationMinMSouthMAfricanMhumanMimmunodeficiencyMvirusMtypeMlM
subtypeMCMinfectionshMJournalpofpVirologyfM2007fMslfMootmgpkk 6.6 55

33 ReconstructionMandMfunctionMofMancestralMcentergofgtreeMhumanMimmunodeficiencyMvirusMtypeMlM
proteinshMJournalpofpVirologyfM2007fMslfMspkrglo 6.6 47

32 FounderMeffectsMinMtheMassessmentMofMHIVMpolymorphismsMandMHLAMalleleMassociationshMSciencefM2007fM
nlpfMlpsngq 33.3 213

31 RecognitionMofMHIVglMpeptidesMbyMhostMCTLMisMrelatedMtoMHIVglMsimilarityMtoMhumanMproteinshMPLoSp
ONEfM2007fMmfMesmn 3.7 23

30 LargegscaleMamplificationfMcloningMandMsequencingMofMnearMfullglengthMHIVglMsubtypeMCMgenomeshM
JournalpofpVirologicalpMethodsfM2006fMlnqfMllsgmp 2.6 81

29 HumanMimmunodeficiencyMvirusMtypeMlMenvMevolvesMtowardMancestralMstatesMuponMtransmissionMtoMaM
newMhosthMJournalpofpVirologyfM2006fMskfMlqnrgoo 6.6 91

28 ConflictingMselectiveMforcesMaffectMTMcellMreceptorMcontactsMinManMimmunodominantMhumanM
immunodeficiencyMvirusMepitopehMNaturepImmunologyfM2006fMrfMlrtgst 19.1 83
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27 PreferentialMdetectionMofMHIVMsubtypeMCaMoverMsubtypeMAMinMcervicalMcellsMfromMaMduallyMinfectedM
womanhMAidsfM2005fMltfMttkgn 3.5 10

26 EvidenceMthatMlowglevelMviremiasMduringMeffectiveMhighlyMactiveMantiretroviralMtherapyMresultMfromM
twoMprocessesuMexpressionMofMarchivalMvirusMandMreplicationMofMvirushMJournalpofpVirologyfM2005fMrtfMtqmpgno6.6 163

25
HumanMimmunodeficiencyMvirusMtypeMlMsubtypeMBMancestralMenvelopeMproteinMisMfunctionalMandMelicitsM
neutralizingMantibodiesMinMrabbitsMsimilarMtoMthoseMelicitedMbyMaMcirculatingMsubtypeMBMenvelopehM
JournalpofpVirologyfM2005fMrtfMllmlogmo
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24 ImmunogenMsequenceuMtheMfourthMtierMofMAIDSMvaccineMdesignhMExpertpReviewpofpVaccinesfM2004fMnfMSlplgt 5.2 41

23 DualMHIVglMinfectionMassociatedMwithMrapidMdiseaseMprogressionhMLancet,pThefM2004fMnqnfMqltgmm 40 163

22 PredictingMdemographicMgroupMstructuresMbasedMonMDNAMsequenceMdatahMMolecularpBiologypandp
EvolutionfM2003fMmkfMllqsgsk 8.3 5

21 ConsensusMandMancestralMstateMHIVMvaccineshMSciencefM2003fMmttfMlplpgsvMauthorMreplyMlplpgs 33.3 112

20 MultipleMviralMgeneticManalysesMdetectMlowglevelMhumanMimmunodeficiencyMvirusMtypeMlMreplicationM
duringMeffectiveMhighlyMactiveMantiretroviralMtherapyhMJournalpofpVirologyfM2003fMrrfMprmlgnk 6.6 87

19 PersistenceMofMextraordinarilyMlowMlevelsMofMgeneticallyMhomogeneousMhumanMimmunodeficiencyM
virusMtypeMlMinMexposedMseronegativeMindividualshMJournalpofpVirologyfM2003fMrrfMqlksglq 6.6 79

18 CuriouslyMmodernMDNAMforMaMPmpkMmilliongyeargoldPMbacteriumhMJournalpofpMolecularpEvolutionfM2002fM
pofMlnogr 3.1 44

17 VirusMpopulationMhomogenizationMfollowingMacuteMhumanMimmunodeficiencyMvirusMtypeMlMinfectionhM
JournalpofpVirologyfM2002fMrqfMlltpngt 6.6 86
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HumanMimmunodeficiencyMvirusMtypeMlMenvMsequencesMfromMCalcuttaMinMeasternMIndiauMidentificationM
ofMfeaturesMthatMdistinguishMsubtypeMCMsequencesMinMIndiaMfromMotherMsubtypeMCMsequenceshMJournalp
ofpVirologyfM2001fMrpfMlkortgsr

6.6 88

15 CharacteristicsMofMaMpathogenicMmolecularMcloneMofManMendgstageMserumgderivedMvariantMofMsimianM
immunodeficiencyMvirusMbSIVbFnptcchMJournalpofpVirologyfM2001fMrpfMtnmsgns 6.6 4

14 SubstitutionMmodelMofMsequenceMevolutionMforMtheMhumanMimmunodeficiencyMvirusMtypeMlMsubtypeMBM
gplmkMgeneMoverMtheMCmgVpMregionhMJournalpofpMolecularpEvolutionfM2001fMpnfMppgqm 3.1 12

13 GeneticManalysisMofMviralMvariantsMselectedMinMtransmissionMofMhumanMimmunodeficiencyMvirusesMtoM
newbornshMAIDSpResearchpandpHumanpRetrovirusesfM2000fMlqfMlmmngnn 1.6 29

12 TestingMtheMhypothesisMofMaMrecombinantMoriginMofMhumanMimmunodeficiencyMvirusMtypeMlMsubtypeMEhM
JournalpofpVirologyfM2000fMrofMlkrpmgqp 6.6 57

11 ConsistentMviralMevolutionaryMchangesMassociatedMwithMtheMprogressionMofMhumanMimmunodeficiencyM
virusMtypeMlMinfectionhMJournalpofpVirologyfM1999fMrnfMlkostgpkm 6.6 790

10 GeneticMevaluationMofMsuspectedMcasesMofMtransientMHIVglMinfectionMofMinfantshMSciencefM1998fMmskfMlkrngr 33.3 66
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9 GeneticMsubtypesMofMHIVglMinMtheMPhilippineshMAidsfM1998fMlmfMmtlgnkk 3.5 22

8 EvolutionMofMaMsimianMimmunodeficiencyMvirusMpathogenhMJournalpofpVirologyfM1998fMrmfMokpglo 6.6 33

7 HumanMimmunodeficiencyMvirusMtypeMlMpopulationsMinMbloodMandMsemenhMJournalpofpVirologyfM1998fM
rmfMqlrgmn 6.6 141

6 MothergtoginfantMtransmissionMofMhumanMimmunodeficiencyMvirusMtypeMlMinvolvingMfiveMenvelopeM
sequenceMsubtypeshMJournalpofpVirologyfM1997fMrlfMlmtmgnkk 6.6 37

5 GeneticMdiversityMofMfelineMimmunodeficiencyMvirusuMdualMinfectionfMrecombinationfMandMdistinctM
evolutionaryMratesMamongMenvelopeMsequenceMcladeshMJournalpofpVirologyfM1997fMrlfMomolgpn 6.6 112

4 HIVMquasispeciesMandMresamplinghMSciencefM1996fMmrnfMolpgq 33.3 148

3 MaintainingMtheMintegrityMofMhumanMimmunodeficiencyMvirusMsequenceMdatabaseshMJournalpofpVirology
fM1996fMrkfMprmkgnk 6.6 98

2 ProtectingMHIVMdatabaseshMNaturefM1995fMnrsfMmomgo 50.4 60

1 PresenceMofManMActivatorMbAccglikeMsequenceMinMPennisetumMglaucumMbpearlMmilletchMPlantpMolecularp
BiologyfM1990fMlpfMlrrgt 4.6 10
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