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20 region of South America. American Journal of Physical Anthropology, 2020, 173, 437-447

Searching for the roots of the first free African American community. Scientific Reports, 2020, 10, 20634 4.9




(2018-2020)

DNA commission of the International society for forensic genetics: Assessing the value of forensic
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A view of the maternal inheritance of Espfito Santo populations: The contrast between the

326 admixed and Pomeranian descent groups. Forensic Science International: Genetics, 2019, 40, 175-181 43 4

Stratification among European descent and admixed Brazilian populations of Espfito Santo for 27

Y-STRs. Forensic Science International: Genetics, 2019, 41, e20-e22

Evaluation of mitogenome sequence concordance, heteroplasmy detection, and haplogrouping in a
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The peopling of Greenland: further insights from the analysis of genetic diversity using autosomal
and X-chromosomal markers. European Journal of Human Genetics, 2015, 23, 245-51

Genetic structure and forensic parameters of 38 Indels for human identification purposes in eight

254 Mexican populations. Forensic Science International: Genetics, 2015, 17, 149-152 43 12

Identification of the third/extra allele for forensic application in cases with TPOX tri-allelic pattern.
Forensic Science International: Genetics, 2015, 16, 88-93

. Mutation and mutation rates at Y chromosome specific Short Tandem Repeat Polymorphisms o
5 (STRs): a reappraisal. Forensic Science International: Genetics, 2014, 9, 20-4 43

Colombia’s racial crucible: Y chromosome evidence from six admixed communities in the

Department of Bolivar. Annals of Human Biology, 2014, 41, 453-9

N DNA Commission of the International Society for Forensic Genetics: revised and extended 102
5 guidelines for mitochondrial DNA typing. Forensic Science International: Genetics, 2014, 13, 134-42 43 9

Nomenclature update and allele repeat structure for the markers DYS518 and DYS449. Forensic
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Allele frequencies for 15 autosomal STR markers in the Libyan population. Annals of Human Biology,
2012, 39, 80-3

1 Capillary electrophoresis of 38 noncoding biallelic mini-Indels for degraded samples and as L
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