
Leonor Gusmˆ£o

ListjofjPublicationsjbyjCitations

Source:jhttps://exaly.com/authorypdf/7387738/leonorygusmaoypublicationsybyycitations.pdf

Version:j2024y04y10j

Thisjdocumentjhasjbeenjgeneratedjbasedjonjthejpublicationsjandjcitationsjrecordedjbyjexaly.com.jForj

thejlatestjversionjofjthisjpublicationjlistxjvisitjthejlinkjgivenjabove.

ThejthirdjcolumnjisjthejimpactjfactorjsIFtjofjthejjournalxjandjthejfourthjcolumnjisjthejnumberjofj

citationsjofjthejarticle.

345
papers

8,203
citations

46
h-index

76
g-index

358
ext. papers

9,133
ext. citations

3
avg, IF

5.5
L-index



m Paper IF Citations

345
t“qKsommissionKofKtheKynternationalK™ocietyKofKvorensicKweneticsKSy™vwTjKanKupdateKofKtheK
recommendationsKonKtheKuseKofKéX™®RsKinKforensicKanalysisYKForensickSciencekInternationalWK2006WK
aegWKahgXig

2.6 326

344 qssessingKindividualKinterethnicKadmixtureKandKpopulationKsubstructureKusingKaK
dhXinsertionXdeletionKSy“™uLTKancestryXinformativeKmarkerKSqy’TKpanelYKHumankMutationWK2010WKcaWKahdXi_4.7 239

343 t“qKsommissionKofKtheKynternationalK™ocietyKforKvorensicKweneticsjKrevisedKandKextendedK
guidelinesKforKmitochondrialKt“qKtypingYKForensickSciencekInternational:kGeneticsWK2014WKacWKacdXdb 4.3 192

342 ”nlineKreferenceKdatabaseKofKuuropeanKéXchromosomalKshortKtandemKrepeatKS™®RTKhaplotypesYK
ForensickSciencekInternationalWK2001WKaahWKa_fXac 2.6 177

341 ™traightforwardKinferenceKofKancestryKandKadmixtureKproportionsKthroughKancestryXinformativeK
insertionKdeletionKmultiplexingYKPLoSkONEWK2012WKgWKebifhd 3.7 171

340 qKnewKmultiplexKforKhumanKidentificationKusingKinsertionZdeletionKpolymorphismsYKElectrophoresisWK
2009WKc_WKcfhbXi_ 3.6 163

339
t“qKsommissionKofKtheKynternationalK™ocietyKofKvorensicKweneticsKSy™vwTjKanKupdateKofKtheK
recommendationsKonKtheKuseKofKéX™®RsKinKforensicKanalysisYKInternationalkJournalkofkLegalkMedicineWK
2006WKab_WKaiaXb__

3.1 152

338
’assivelyKparallelKsequencingKofKforensicK™®RsjKsonsiderationsKofKtheKt“qKcommissionKofKtheK
ynternationalK™ocietyKforKvorensicKweneticsKSy™vwTKonKminimalKnomenclatureKrequirementsYKForensick
SciencekInternational:kGeneticsWK2016WKbbWKedXfc

4.3 148

337 y™vwjKrecommendationsKregardingKtheKuseKofKnonXhumanKSanimalTKt“qKinKforensicKgeneticK
investigationsYKForensickSciencekInternational:kGeneticsWK2011WKeWKe_aXe 4.3 142

336
t“qKcommissionKofKtheKynternationalK™ocietyKofKvorensicKweneticsjKRecommendationsKonKtheK
evaluationKofK™®RKtypingKresultsKthatKmayKincludeKdropXoutKandZorKdropXinKusingKprobabilisticK
methodsYKForensickSciencekInternational:kGeneticsWK2012WKfWKfgiXhh

4.3 139

335 —uantificationKofKepigeneticKandKgeneticKbndKhitsKinKstxaKduringKhereditaryKdiffuseKgastricKcancerK
syndromeKprogressionYKGastroenterologyWK2009WKacfWKbacgXdh 13.3 128

334 ’utationKratesKatKéKchromosomeKspecificKmicrosatellitesYKHumankMutationWK2005WKbfWKeb_Xh 4.7 123

333 ®heKgeneticKlegacyKofKwesternKrantuKmigrationsYKHumankGeneticsWK2005WKaagWKcffXge 6.3 111

332 “ewKmicrosatelliteKmultiplexK–sRKforKsandidaKalbicansKstrainKtypingKrevealsKmicroevolutionaryK
changesYKJournalkofkClinicalkMicrobiologyWK2005WKdcWKchfiXgf 9.7 108

331 RevisitingKtheKgeneticKancestryKofKrraziliansKusingKautosomalKqy’XyndelsYKPLoSkONEWK2013WKhWKegeade 3.7 102

330 qKwu–Xy™vwKcollaborativeKstudyKonKtheKoptimizationKofKanKçX™®RKdecaplexjKdataKonKaeKyberianKandK
LatinKqmericanKpopulationsYKInternationalkJournalkofkLegalkMedicineWK2009WKabcWKbbgXcd 3.1 92

329
RecommendationsKofKtheKt“qKsommissionKofKtheKynternationalK™ocietyKforKvorensicKweneticsKSy™vwTK
onKqualityKcontrolKofKautosomalK™hortK®andemKRepeatKalleleKfrequencyKdatabasingKS™®RiduRTYK
ForensickSciencekInternational:kGeneticsWK2016WKbdWKigXa_b

4.3 91

Leonor Gusmˆ£o

2



328 xighlyKpolymorphicKmicrosatelliteKforKidentificationKofKsandidaKalbicansKstrainsYKJournalkofkClinicalk
MicrobiologyWK2003WKdaWKeebXg 9.7 85

327 qlleleXspecificKstxaKdownregulationKandKhereditaryKdiffuseKgastricKcancerYKHumankMoleculark
GeneticsWK2010WKaiWKidcXeb 5.6 81

326 ®racingKtheKhistoryKofKgoatKpastoralismjKnewKcluesKfromKmitochondrialKandKéKchromosomeKt“qKinK
“orthKqfricaYKMolecularkBiologykandkEvolutionWK2009WKbfWKbgfeXgc 8.3 78

325 sontinentXwideKdecouplingKofKéXchromosomalKgeneticKvariationKfromKlanguageKandKgeographyKinK
nativeK™outhKqmericansYKPLoSkGeneticsWK2013WKiWKea__cdf_ 6 75

324 ReconstructingKtheKpopulationKhistoryKofKuuropeanKRomaniKfromKgenomeXwideKdataYKCurrentk
BiologyWK2012WKbbWKbcdbXi 6.3 73

323 ®heKpeoplingKofKuuropeKandKtheKcautionaryKtaleKofKéKchromosomeKlineageKRX’bfiYKProceedingskofk
thekRoyalkSocietykB:kBiologicalkSciencesWK2012WKbgiWKhhdXib 4.4 73

322 ’icroXphylogeographicKandKdemographicKhistoryKofK–ortugueseKmaleKlineagesYKAnnalskofkHumank
GeneticsWK2006WKg_WKahaXid 2.2 73

321 RobustnessKofKtheKéK™®RsKté™aiWKté™chiKyKandKyyWKté™ci_KandKté™cicjKoptimizationKofKaK–sRK
pentaplexYKForensickSciencekInternationalWK1999WKa_fWKafcXgb 2.6 69

320 LatinKqmericansKshowKwideXspreadKsonversoKancestryKandKimprintKofKlocalK“ativeKancestryKonK
physicalKappearanceYKNaturekCommunicationsWK2018WKiWKechh 17.4 65

319 ™®RKanalysisKofKartificiallyKdegradedKt“qXresultsKofKaKcollaborativeKuuropeanKexerciseYKForensick
SciencekInternationalWK2004WKaciWKabcXcd 2.6 60

318 çXchromosomeKmarkersKinKkinshipKtestingjKaKgeneralisationKofKtheKyrtKapproachKidentifyingK
situationsKwhereKtheirKcontributionKisKcrucialYKForensickSciencekInternational:kGeneticsWK2011WKeWKbgXcb 4.3 57

317 weneticKanalysisKofKthreeKU™KpopulationKgroupsKusingKanKçXchromosomalK™®RKdecaplexYKInternationalk
JournalkofkLegalkMedicineWK2007WKabaWKaihXb_c 3.1 57

316
t“qKcommissionKofKtheKynternationalKsocietyKforKforensicKgeneticsjKqssessingKtheKvalueKofKforensicK
biologicalKevidenceKXKwuidelinesKhighlightingKtheKimportanceKofKpropositionsjK–artKyjKevaluationKofK
t“qKprofilingKcomparisonsKgivenKSsubXTKsourceKpropositionsYKForensickSciencekInternational:kGeneticsWK
2018WKcfWKahiXb_b

4.3 56

315 vorensicKperformanceKofKtwoKinsertionXdeletionKmarkerKassaysYKInternationalkJournalkofkLegalk
MedicineWK2012WKabfWKgbeXcg 3.1 56

314 ReconstructingKtheKyndianKoriginKandKdispersalKofKtheKuuropeanKRomajKaKmaternalKgeneticK
perspectiveYKPLoSkONEWK2011WKfWKeaeihh 3.7 53

313 ®ypingKshortKampliconKbinaryKpolymorphismsjKsupplementaryK™“–KandKyndelKgeneticKinformationKinK
theKanalysisKofKhighlyKdegradedKskeletalKremainsYKForensickSciencekInternational:kGeneticsWK2012WKfWKdfiXgf4.3 52

312 uxtendingK™®RKmarkersKinKéKchromosomeKhaplotypesYKInternationalkJournalkofkLegalkMedicineWK2003WK
aagWKbgXcc 3.1 52

311 ResolvingKtheKancestryKofKqustronesianXspeakingKpopulationsYKHumankGeneticsWK2016WKaceWKc_iXbf 6.3 51

(2016-2003)

3



310
t“qKsommissionKofKtheKynternationalK™ocietyKforKvorensicKweneticsjKRecommendationsKonKtheK
validationKofKsoftwareKprogramsKperformingKbiostatisticalKcalculationsKforKforensicKgeneticsK
applicationsYKForensickSciencekInternational:kGeneticsWK2016WKbeWKaiaXaig

4.3 51

309 sontributionKforKanKqfricanKautosomicK™®RKdatabaseKSqmpvZ™®RKydentifilerKandK–owerplexKafK
™ystemTKandKaKreportKonKgenotypicKvariationsYKForensickSciencekInternationalWK2004WKaciWKb_aXe 2.6 50

308 t“qKsommissionKofKtheKynternationalK™ocietyKforKvorensicKweneticsKSy™vwTjKwuidelinesKonKtheKuseKofK
çX™®RsKinKkinshipKanalysisYKForensickSciencekInternational:kGeneticsWK2017WKbiWKbfiXbge 4.3 49

307 sollaborativeKgeneticKmappingKofKabKforensicKshortKtandemKrepeatKS™®RTKlociKonKtheKhumanKçK
chromosomeYKForensickSciencekInternational:kGeneticsWK2012WKfWKgghXhd 4.3 49

306 weneticKdiversityKofKa_KçKchromosomeK™®RsKinKnorthernK–ortugalYKInternationalkJournalkofkLegalk
MedicineWK2007WKabaWKaibXg 3.1 48

305 uvaluatingKtheKinformativeKpowerKofKéX™®RsjKaKcomparativeKstudyKusingKuuropeanKandKnewKqfricanK
haplotypeKdataYKForensickSciencekInternationalWK2003WKacdWKabfXcc 2.6 48

304 qK™panishKpopulationKstudyKofKagKéXchromosomeK™®RKlociYKForensickSciencekInternationalWK2004WKaciWKbcaXe2.6 47

303 ®heKcYaefαaeginsqluKrRsqbKrearrangementKaccountsKforKmoreKthanKoneXfourthKofKdeleteriousK
rRsqKmutationsKinKnorthernZcentralK–ortugalYKBreastkCancerkResearchkandkTreatmentWK2009WKaadWKcaXh 4.4 46

302 shimpanzeeKhomologousKofKhumanKéKspecificK™®RsYKqKcomparativeKstudyKandKaKproposalKforK
nomenclatureYKForensickSciencekInternationalWK2002WKabfWKabiXcf 2.6 46

301 qnalysisKofKgeneticKancestryKinKtheKadmixedKrrazilianKpopulationKfromKRioKdeKzaneiroKusingKdfK
autosomalKancestryXinformativeKindelKmarkersYKAnnalskofkHumankBiologyWK2013WKd_WKidXh 1.7 45

300 zaX’bfgKéKlineageKmarksKclimateXdrivenKpreXhistoricalKhumanKdisplacementsYKEuropeankJournalkofk
HumankGeneticsWK2009WKagWKaeb_Xd 5.3 45

299 tiggingKdeeperKintoKuastKqfricanKhumanKéKchromosomeKlineagesYKHumankGeneticsWK2010WKabgWKf_cXac 6.3 45

298 ynsertionZdeletionKpolymorphismsjKqKmultiplexKassayKandKforensicKapplicationsYKForensickSciencek
International:kGeneticskSupplementkSeriesWK2009WKbWKeacXeae 0.5 44

297 agK™®RKdataKSqmpvZ™®RKydentifilerKandK–owerplexKafK™ystemTKfromKsabindaKSqngolaTYKForensick
SciencekInternationalWK2004WKadaWKaicXf 2.6 44

296 RapidKidentificationKofKqspergillusKfumigatusKwithinKtheKsectionKvumigatiYKBMCkMicrobiologyWK2011WK
aaWKhb 4.5 43

295 ”utliningKtheKqncestryKLandscapeKofKsolombianKqdmixedK–opulationsYKPLoSkONEWK2016WKaaWKe_afddad 3.7 43

294 ydentificationKofKspeciesKbyKmultiplexKanalysisKofKvariableXlengthKsequencesYKNucleickAcidskResearchWK
2010WKchWKeb_c 20.1 42

293 rantuKandKuuropeanKéXlineagesKinK™ubX™aharanKqfricaYKAnnalskofkHumankGeneticsWK2002WKffWKcfiXcgh 2.2 42

Leonor Gusmˆ£o

4



292 tistributionKofKéXchromosomeK™®RKdefinedKhaplotypesKinKyberiaYKForensickSciencekInternationalWK2000
WKaa_WKaagXbf 2.6 42
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MedicineWK2012WKabfWKiagXba

3.1 28
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té™dciTKforKpoulationKandKforensicKstudiesYKAnnalskofkHumankGeneticsWK2001WKfeWKbheXia 2.2 22
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rolivianKpopulationsYKInternationalkJournalkofkLegalkMedicineWK2015WKabiWKfgcXh_ 3.1 19

231 ResultsKofKtheKwu–Xy™vwKcollaborativeKstudyKonKanKçX™®RKtecaplexYKForensickSciencekInternational:k
GeneticskSupplementkSeriesWK2008WKaWKfggXfgi 0.5 19

230 éKchromosomeK™®RKhaplotypesKinKtheKsaribbeanKcityKofKsartagenaKSsolombiaTYKForensickSciencek
InternationalWK2007WKafgWKfbXi 2.6 19

229 tataKforKbgKéXchromosomeK™®RKlociKinKtheKrasqueKsountryKautochthonousKpopulationYKForensick
SciencekInternational:kGeneticsWK2016WKb_WKea_Xeab 4.3 18

228 qssessingKpaternitiesKwithKinconclusiveK™®RKresultsjK®heKsuitabilityKofKbiXallelicKmarkersYKForensick
SciencekInternational:kGeneticsWK2013WKgWKafXba 4.3 18

227 ’alariajKlookingKforKselectionKsignaturesKinKtheKhumanK–KLRKgeneKregionYKBritishkJournalkofk
HaematologyWK2010WKadiWKggeXhd 4.5 18

226 weneticKprofilesKandKsexKidentificationKofKfoundXdeadKwolvesKdeterminedKbyKtheKuseKofKanKaaXlociK
–sRKmultiplexYKForensickSciencekInternational:kGeneticsWK2010WKdWKfhXgb 4.3 18

225 –opulationKdataKdefinedKbyKaeKautosomalK™®RKlociKinKKaramojaKpopulationKSUgandaTKusingK
qmpvZ™®RKydentifilerKkitYKForensickSciencekInternational:kGeneticsWK2009WKcWKeeeXh 4.3 18

224 qKframeworkKforKtheKdevelopmentKofK™®RKgenotypingKinKdomesticKanimalKspeciesjKcharacterizationK
andKpopulationKstudyKofKabKcanineKçXchromosomeKlociYKElectrophoresisWK2010WKcaWKc_cXh 3.6 18

223 ®etraXKandKpentanucleotideKshortKtandemKrepeatKinstabilityKinKgastricKcancerYKElectrophoresisWK1997WK
ahWKafccXf 3.6 18

222 weneticKprofileKcharacterizationKandKsegregationKanalysisKofKa_KçX™®RsKinKaKsampleKfromK™antanderWK
solombiaYKInternationalkJournalkofkLegalkMedicineWK2008WKabbWKcdgXea 3.1 18

221 uvaluatingKtheKçKchromosomeXspecificKdiversityKofKsolombianKpopulationsKusingKinsertionZdeletionK
polymorphismsYKPLoSkONEWK2014WKiWKehgb_b 3.7 17
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220 ™ubstructureKofKaK®unisianKrerberKpopulationKasKinferredKfromKaeKautosomalKshortKtandemKrepeatK
lociYKHumankBiologyWK2008WKh_WKdceXdh 1.2 17

219 uvidenceKforKpopulationKsubXstructuringKinK™ˆ£oK®omˆ'KeK–rˆ›ncipeKasKinferredKfromKéXchromosomeK
™®RKanalysisYKAnnalskofkHumankGeneticsWK2001WKfeWKbgaXbhc 2.2 17

218 weneticKadmixtureKpatternsKinKqrgentinianK–atagoniaYKPLoSkONEWK2019WKadWKe_badhc_ 3.7 16

217 qdmixtureKandKgeneticKdiversityKdistributionKpatternsKofKnonXrecombiningKlineagesKofK“ativeK
qmericanKancestryKinKsolombianKpopulationsYKPLoSkONEWK2015WKa_WKe_ab_aee 3.7 16

216 –opulationKdataKofKtheKbaKautosomalK™®RsKincludedKinKtheKwlobalvilerKkitsKinKpopulationKsamplesK
fromKfiveKrrazilianKregionsYKForensickSciencekInternational:kGeneticsWK2017WKbfWKebhXec_ 4.3 15

215 qlleleKfrequenciesKforKaeKautosomalK™®RKmarkersKinKtheKLibyanKpopulationYKAnnalskofkHumankBiologyWK
2012WKciWKh_Xc 1.7 15

214
ResultsKofKtheKwu–Xy™vwKcollaborativeKstudyKonKtheKéKchromosomeK™®RsKwq®qKqa_WKwq®qKsdWKwq®qK
xdWKté™dcgWKté™dchWKté™dciWKté™df_KandKté™dfajKpopulationKdataYKForensickSciencekInternationalWK
2003WKaceWKae_Xg

2.6 15

213 tefiningKmtt“qKoriginsKandKpopulationKstratificationKinKRioKdeKzaneiroYKForensickSciencek
International:kGeneticsWK2018WKcdWKigXa_d 4.3 14

212 –aternalKandKmaternalKlineagesKinKwuineaXrissauKpopulationYKForensickSciencekInternational:kGeneticsWK
2011WKeWKaadXf 4.3 14

211 qnKçXchromosomeKpentaplexKinKtwoKlinkageKgroupsjKhaplotypeKdataKinKqlagoasKandKRioKdeKzaneiroK
populationsKfromKrrazilYKForensickSciencekInternational:kGeneticsWK2010WKdWKeieXa__ 4.3 14

210 qKgeneticKhistoricalKsketchKofKuuropeanKwypsiesjK®heKperspectiveKfromKautosomalKmarkersYK
AmericankJournalkofkPhysicalkAnthropologyWK2010WKadaWKe_gXad 2.5 14

209
ResultsKofKtheKwu–Xy™vwKcollaborativeKstudyKonKtwoKéX™®RsKtetraplexesjKwu–éKyKSté™dfaWKwq®qKsdWK
té™dcgKandKté™dchTKandKwu–éKyyKSté™df_WKwq®qKqa_WKwq®qKxdKandKté™dciTYKForensickSciencek
InternationalWK2003WKaceWKaehXfb

2.6 14

208 éKchromosomeKspecificKpolymorphismsKinKforensicKanalysisYKLegalkMedicineWK1999WKaWKeeXf_ 1.9 14

207 ®wentyKéearsKLaterjKqKsomprehensiveKReviewKofKtheKçKshromosomeKUseKinKvorensicKweneticsYK
FrontierskinkGeneticsWK2020WKaaWKibf 4.5 14

206 uthicalKpublicationKofKresearchKonKgeneticsKandKgenomicsKofKbiologicalKmaterialjKguidelinesKandK
recommendationsYKForensickSciencekInternational:kGeneticsWK2020WKdhWKa_bbii 4.3 13

205 tistributionKofKallelicKandKgenotypicKfrequenciesKofKyLaqWKyLdWK“vKraKandK–qRaKvariantsKinK“ativeK
qmericanWKqfricanWKuuropeanKandKrrazilianKpopulationsYKBMCkResearchkNotesWK2016WKiWKa_a 2.3 13

204 ™ia˛–bXcwal˛†aXKReceptorKweneticKáariantsKqreKqssociatedKwithKynfluenzaKqSxa“aTpdm_iK™everityYK
PLoSkONEWK2015WKa_WKe_acifha 3.7 13

203 ®heKpeoplingKofKwreenlandjKfurtherKinsightsKfromKtheKanalysisKofKgeneticKdiversityKusingKautosomalK
andKçXchromosomalKmarkersYKEuropeankJournalkofkHumankGeneticsWK2015WKbcWKbdeXea 5.3 13

(2015-2008)
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202 qlleleKfrequenciesKofKaeK™®RsKinKaKrepresentativeKsampleKofKtheKrrazilianKpopulationYKForensick
SciencekInternational:kGeneticsWK2010WKdWKefaXc 4.3 13

201 çXchromosomeK™®RKsequenceKvariationWKrepeatKstructureWKandKnomenclatureKinKhumansKandK
chimpanzeesYKInternationalkJournalkofkLegalkMedicineWK2009WKabcWKadcXi 3.1 13

200 “omenclatureKdiscrepanciesKinKtheKx–R®rKshortKtandemKrepeatYKInternationalkJournalkofkLegalk
MedicineWK2009WKabcWKaheXf 3.1 13

199 uchoesKfromK™epharadjKsignaturesKonKtheKmaternalKgeneKpoolKofKcryptoXzewishKdescendantsYK
EuropeankJournalkofkHumankGeneticsWK2015WKbcWKficXi 5.3 12

198 –aternityKexclusionKpowerjKcomparativeKbehaviourKofKautosomalKandKçXchromosomalKmarkersKinK
standardKandKdeficientKcasesKwithKinbreedingYKForensickSciencekInternational:kGeneticsWK2013WKgWKbi_Xe 4.3 12

197 weneticKstructureKandKforensicKparametersKofKchKyndelsKforKhumanKidentificationKpurposesKinKeightK
’exicanKpopulationsYKForensickSciencekInternational:kGeneticsWK2015WKagWKadiXaeb 4.3 12

196 ydentificationKofKtheKthirdZextraKalleleKforKforensicKapplicationKinKcasesKwithK®–”çKtriXallelicKpatternYK
ForensickSciencekInternational:kGeneticsWK2015WKafWKhhXic 4.3 12

195 ’aleKlineageKstrataKofKrrazilianKpopulationKdisclosedKbyKtheKsimultaneousKanalysisKofK™®RsKandK
™“–sYKForensickSciencekInternational:kGeneticsWK2014WKacWKbfdXh 4.3 12

194 qnalysisKofKpaternalKlineagesKinKrrazilianKandKqfricanKpopulationsYKGeneticskandkMolecularkBiologyWK
2010WKccWKdbbXg 2 12

193 qnalysisKofKmalariaKassociatedKgeneticKtraitsKinKsaboKáerdeWKaKmeltingKpotKofKuuropeanKandKsubK
™aharanKsettlersYKBloodkCellsykMoleculesykandkDiseasesWK2010WKddWKfbXh 2.1 12

192 –opulationKdataKforKafKéXchromosomeK™®RsKinKfourKpopulationsKfromK–yreneesKS™painTYKForensick
SciencekInternationalWK2004WKad_WKabeXi 2.6 12

191 ™“a–qfujKaKnovelKsingleKnucleotideKpolymorphismKmultiplexKassayKforKaspergillusKfumigatusKdirectK
detectionWKidentificationKandKgenotypingKinKclinicalKspecimensYKPLoSkONEWK2013WKhWKegeifh 3.7 12

190 ’osaicKmaternalKancestryKinKtheKwreatKLakesKregionKofKuastKqfricaYKHumankGeneticsWK2015WKacdWKa_acXbg 6.3 11

189 uxploringKtheKrelationshipKbetweenKlifestylesWKdietsKandKgeneticKadaptationsKinKhumansYKBMCk
GeneticsWK2015WKafWKee 2.6 11

188 ®heKgeneticKlandscapeKofKuquatorialKwuineaKandKtheKoriginKandKmigrationKroutesKofKtheKéK
chromosomeKhaplogroupKRXáhhYKEuropeankJournalkofkHumankGeneticsWK2013WKbaWKcbdXca 5.3 11

187 weneticKprofileKcharacterizationKofKa_KçX™®RsKinKfourKpopulationsKofKtheKsoutheasternKregionKofK
rrazilYKInternationalkJournalkofkLegalkMedicineWK2010WKabdWKdbgXcb 3.1 11

186 éXchromosomeK™®RKhaplotypesKinKuastK®imorjKforensicKevaluationKandKpopulationKdataYKForensick
SciencekInternationalWK2006WKaefWKbfaXe 2.6 11

185 éXchromosomeK™®RsKinKanKqntioquianKSsolombiaTKpopulationKsampleYKForensickSciencekInternationalWK
2006WKafdWKgiXhf 2.6 11

Leonor Gusmˆ£o
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184 weneticKdiversityKofKéXspecificK™®RsKinKchimpanzeesKS–anKtroglodytesTYKAmericankJournalkofk
PrimatologyWK2002WKegWKbaXi 2.5 11

183 ™panishKpopulationKdataKandKforensicKusefulnessKofKaKnovelKéX™®RKsetKSté™dcgWKté™dchWKté™dciWK
té™df_WKté™dfaWKwq®qKqa_WKwq®qKsdWKwq®qKxdTYKInternationalkJournalkofkLegalkMedicineWK2003WKaagWKc_fXaa3.1 11

182 ™®RKdataKSqmpvl™®RK–rofilerK–lusKandKwene–rintKs®®vTKfromK’ozambiqueYKForensickSciencek
InternationalWK2001WKaaiWKacaXc 2.6 11

181 weneticKdiversityKofKnineK™®RsKinKtwoKnorthwestKyberianKpopulationsjKwaliciaKandKnorthernK–ortugalYK
InternationalkJournalkofkLegalkMedicineWK2000WKaadWKa_iXac 3.1 11

180 –ortugueseKmitochondrialKt“qKgeneticKdiversityXqnKupdateKandKaKphylogeneticKrevisionYKForensick
SciencekInternational:kGeneticsWK2015WKaeWKbgXcb 4.3 10

179 wenesKfromKtheK®q™aRKandK®q™bRKvamiliesKofK®asteKReceptorsjKLookingKforK™ignaturesKofK®heirK
qdaptiveKRoleKinKxumanKuvolutionYKGenomekBiologykandkEvolutionWK2018WKa_WKaaciXaaeb 3.9 10

178 “ewKsequenceKvariantsKdetectedKatKtç™a_adhWKtç™a__gdKandKtç™a_acdKlociYKForensickSciencek
International:kGeneticsWK2016WKb_WKaabXaaf 4.3 10

177 somprehensiveKqnalysisKofK–anXqfricanK’itochondrialKt“qKáariationK–rovidesK“ewKynsightsKintoK
sontinentalKáariationKandKtemographyYKJournalkofkGeneticskandkGenomicsWK2016WKdcWKaccXdc 4 10

176 ’utationKandKmutationKratesKatKéKchromosomeKspecificK™hortK®andemKRepeatK–olymorphismsK
S™®RsTjKaKreappraisalYKForensickSciencekInternational:kGeneticsWK2014WKiWKb_Xd 4.3 10

175 ™“a–aerjKaKpracticalKsingleKnucleotideKpolymorphismKmultiplexKassayKforKgenotypingKofK
–seudomonasKaeruginosaYKPLoSkONEWK2013WKhWKeff_hc 3.7 10

174 LikelihoodKratiosKinKkinshipKanalysisjKcontrastingKkinshipKclassesWKnotKgenealogiesYKForensickSciencek
International:kGeneticsWK2010WKdWKbahXi 4.3 10

173 “ilotesKfromKKaramojaWKUgandajKhaplotypeKdataKdefinedKbyKagKéXchromosomeK™®RsYKForensickSciencek
International:kGeneticsWK2010WKdWKehcXf 4.3 10

172 tistributionKofKéXchromosomalKhaplotypesKinKtheKsentralK–ortugueseKpopulationKusingKagX™®RsYK
ForensickSciencekInternational:kGeneticsWK2009WKdWKeceXf 4.3 10

171 qnalysisKofKéKchromosomeK™“–sKinKqlagoasWK“ortheasternKrrazilYKForensickSciencekInternational:k
GeneticskSupplementkSeriesWK2009WKbWKdbaXdbb 0.5 10

170
–opulationKstratificationKinKqrgentinaKstronglyKinfluencesKlikelihoodKratioKestimatesKinKpaternityK
testingKasKrevealedKbyKaKsimulationXbasedKapproachYKInternationalkJournalkofkLegalkMedicineWK2010WK
abdWKfcXi

3.1 10

169 –ointKmutationsKinKtheKflankingKregionsKofKtheKéXchromosomeKspecificK™®RsKté™ciaWKté™dcgKandK
té™dchYKInternationalkJournalkofkLegalkMedicineWK2002WKaafWKcbbXf 3.1 10

168 –opulationKdataKonKaeKautosomalK™®RsKinKaKsampleKfromKuastK®imorYKForensickSciencekInternationalWK
2005WKaeeWKggXh_ 2.6 10

167 uxtendedKstructuralKvariationKofKaKpentanucleotideKrepeatKinKtheKw™®–aKgenejKcharacterisationKinKaK
normalKpopulationKandKinKthyroidKandKgastricKtumoursYKEuropeankJournalkofkHumankGeneticsWK2000WKhWKed_Xd5.3 10

(2000-2002)
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166 ®heK™®RKsystemKh®–”jKpopulationKandKsegregationKdataYKInternationalkJournalkofkLegalkMedicineWK
1995WKa_hWKafgXi 3.1 10

165 ’aleKlineagesKinKrrazilianKpopulationsKandKperformanceKofKhaplogroupKpredictionKtoolsYKForensick
SciencekInternational:kGeneticsWK2020WKddWKa_bafc 4.3 10

164
uvaluationKofKtç™ii_bWKtç™gacbWKtç™fh_iWKtç™gaccWKandKtç™gdbcKinKhumansKandKchimpanzeesjK
sequenceKvariationWKrepeatKstructureWKandKnomenclatureYKInternationalkJournalkofkLegalkMedicineWK
2009WKabcWKd_cXab

3.1 9

163 weneticKprofileKofKtheK’adeiraKqrchipelagoKpopulationKusingKtheKnewK–ower–lexafK™ystemKkitYK
ForensickSciencekInternationalWK2002WKabeWKbhaXc 2.6 9

162 éXchromosomeK™®RKhaplotypesKinKtheK’adeiraKarchipelagoKpopulationYKForensickSciencek
InternationalWK2001WKabbWKaghXh_ 2.6 9

161 ™®RKdataKforKtheKqmpvl™®RKprofilerKplusKlociKfromK’acauKSshinaTYKForensickSciencekInternationalWK
2001WKabcWKgdXe 2.6 9

160 weneticKvariabilityKatKnineK™®RKlociKinKtheKshuetaKS’ajorcanKzewsTKandKtheKralearicKpopulationsK
investigatedKbyKaKsingleKmultiplexKreactionYKInternationalkJournalkofkLegalkMedicineWK2000WKaacWKbfcXg 3.1 9

159 ®heKmaternalKinheritanceKofKqltoK–aranˆ¡KrevealedKbyKfullKmitogenomeKsequencesYKForensickSciencek
International:kGeneticsWK2019WKciWKffXgb 4.3 9

158 çXchromosomeKdataKforKabK™®RsjK®owardsKanKqrgentinianKdatabaseKofKforensicKhaplotypeK
frequenciesYKForensickSciencekInternational:kGeneticsWK2019WKdaWKehXeac 4.3 8

157 qncestryKproportionsKinKurbanKpopulationsKofKqrgentinaYKForensickSciencekInternational:kGeneticsk
SupplementkSeriesWK2011WKcWKechgXechh 0.5 8

156 ’ultiplexK™®RKgenotypingjKcomparisonKstudyWKpopulationKdataKandKnewKsequenceKinformationYK
InternationalkCongresskSeriesWK2003WKabciWKacaXace 8

155 qKwxu–Xy™vwKcollaborativeKstudyKonKtheKgeneticKvariationKofKchKautosomalKindelsKforKhumanK
identificationKinKdifferentKcontinentalKpopulationsYKForensickSciencekInternational:kGeneticsWK2018WKcbWKahXbe4.3 7

154 éKshromosomeK™®RKhaplotypesKinKdifferentKethnicKgroupsKofKáietnamYKForensickSciencek
International:kGeneticsWK2016WKbbWKeahXeb_ 4.3 7

153 weneticKcharacterizationKofKãesternKyberiaKusingK’entype´fiKqrgusKçXhKkitYKForensickSciencek
International:kGeneticsWK2012WKfWKeciXda 4.3 7

152 sapillaryKelectrophoresisKofKchKnoncodingKbiallelicKminiXyndelsKforKdegradedKsamplesKandKasK
complementaryKtoolKinKpaternityKtestingYKMethodskinkMolecularkBiologyWK2012WKhc_WKadaXeg 1.4 7

151 vorensicKperformanceKofKinsertionâ��deletionKmarkerKsystemsYKForensickSciencekInternational:kGeneticsk
SupplementkSeriesWK2011WKcWKeddcXeddd 0.5 7

150 ™tudyKofKbeKçXchromosomeK™“–sKinKtheK–ortugueseYKForensickSciencekInternational:kGeneticsWK2011WKeWKccfXh4.3 7

149 –opulationKdataKforKabKéXchromosomeK™®RKlociKinKaKsampleKfromKxondurasYKLegalkMedicineWK2009WK
aaWKbeaXe 1.9 7
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148 ydentificationKofKmouseKinbredKstrainsKthroughKmitochondrialKt“qKsingleXnucleotideKextensionYK
ElectrophoresisWK2008WKbiWKdgieXh_b 3.6 7

147 ™®RKdataKSqmpvl™®RKprofilerKplusTKfromKnorthK–ortugalYKForensickSciencekInternationalWK2001WKaaeWKaaiXba 2.6 7

146 ’aleXspecificKcontributionsKtoKtheKrrazilianKpopulationKofKuspiritoK™antoYKInternationalkJournalkofk
LegalkMedicineWK2016WKac_WKfgiXha 3.1 6

145 qnalysisKofKuniKandKbiXparentalKmarkersKinKmixtureKsamplesjKLessonsKfromKtheKbbndKwxu–Xy™vwK
yntercomparisonKuxerciseYKForensickSciencekInternational:kGeneticsWK2016WKbeWKfcXgb 4.3 6

144 RefiningKtheKgeneticKportraitKofK–ortugueseKRomaKthroughKçXchromosomalKmarkersYKAmericank
JournalkofkPhysicalkAnthropologyWK2012WKadhWKchiXid 2.5 6

143 xowKusefulKisKyourKçKinKdiscerningKpedigreesoYKForensickSciencekInternational:kGeneticskSupplementk
SeriesWK2011WKcWKeafaXeafb 0.5 6

142 weneticKanalysisKofKa_KçX™®RsKinKqrgentinianKpopulationYKForensickSciencekInternational:kGeneticsWK
2011WKeWKeadXf 4.3 6

141 weneticKcharacterizationKofKuniparentalKlineagesKinKpopulationsKfromK™outhwestKyberiaKwithKpastK
malariaKendemicityYKAmericankJournalkofkHumankBiologyWK2010WKbbWKehhXie 2.7 6

140 –opulationKdataKforKsixKçXchromosomeK™®RKlociKinKaKRioKdeKzaneiroKSrrazilTKsamplejKUsefulnessKinK
forensicKcaseworkYKForensickSciencekInternational:kGeneticskSupplementkSeriesWK2008WKaWKafdXaff 0.5 6

139
qKmultiplexKprimerKextensionKassayKforKtheKrapidKidentificationKofKpaternalKlineagesKinKdomesticK
goatKSsapraKhircusTjKLayingKtheKfoundationsKforKaKdetailedKcaprineKéKchromosomeKphylogenyYK
MolecularkPhylogeneticskandkEvolutionWK2008WKdiWKffcXh

4.1 6

138 éX™®RKhaplotypeKdiversityKinKdistinctKlinguisticKgroupsKfromKuastK®imorYKAmericankJournalkofkHumank
BiologyWK2006WKahWKfiaXg_a 2.7 6

137 ™®RKdataKfromK™YK®omˆ'KeK–rˆ›ncipeKSwulfKofKwuineaWKãestKqfricaTYKForensickSciencekInternationalWK2001WK
aafWKecXd 2.6 6

136 ™egregationKanalysisKofKtetraXKandKpentanucleotideKshortKtandemKrepeatKpolymorphismsjKdeviationK
fromK’endelianKexpectationsYKElectrophoresisWK1999WKb_WKafigXg_a 3.6 6

135 vormulationKandKcommunicationKofKevaluativeKforensicKscienceKexpertKopinionXqKwxu–Xy™vwK
contributionKtoKtheKestablishmentKofKstandardsYKForensickSciencekInternational:kGeneticsWK2016WKbeWKba_Xbac4.3 6

134
–aternalKportraitKofKpopulationsKofKtheKmiddleK’agdalenaKRiverKregionKS®olimaKandKxuilaWK
solombiaTjK“ewKinsightsKonKtheKpeoplingKofKsentralKqmericaKandKnorthernmostK™outhKqmericaYKPLoSk
ONEWK2018WKacWKe_b_gac_

3.7 6

133 –ortugueseKcryptoXzewsjKtheKgeneticKheritageKofKaKcomplexKhistoryYKFrontierskinkGeneticsWK2015WKfWKab 4.5 5

132 xighXthroughputKsequencingKofKaK™outhKqmericanKqmerindianYKPLoSkONEWK2013WKhWKehccd_ 3.7 5

131 ãhenKtheKallegedKfatherKisKaKcloseKrelativeKofKtheKrealKfatherjK®heKutilityKofKinsertionZdeletionK
polymorphismsYKForensickSciencekInternational:kGeneticskSupplementkSeriesWK2011WKcWKeiXea_ 0.5 5

(2011-2008)
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130 –opulationKdatabaseKdefinedKbyKacKautosomalK™®RKlociKinKaKrepresentativeKsampleKfromKrahiaWK
“ortheastKrrazilYKForensickSciencekInternational:kGeneticsWK2011WKeWKechXd_ 4.3 5

129
®heKsXe_i®KpromoterKpolymorphismKofKtheKtransformingKgrowthKfactorKbetaXaKgeneKisKassociatedK
withKlevelsKofKtotalKandKspecificKyguKinKaKsolombianKpopulationYKInternationalkArchiveskofkAllergykandk
ImmunologyWK2010WKaeaWKbcgXdf

3.7 5

128 ’itochondrialKt“qXcontrolKregionKsequenceKvariationKinKtheK“uK–ortugueseKzewishKcommunityYK
ForensickSciencekInternational:kGeneticskSupplementkSeriesWK2011WKcWKeeaXeeb 0.5 5

127
tatabaseKsampleKsizeKeffectKonKminimumKalleleKfrequencyKestimationjKtatabaseKcomparisonK
analysisKofKsamplesKofKdfebKandKef_KindividualsKforKbbKmicrosatellitesKinKsolombianKpopulationYK
ForensickSciencekInternational:kGeneticskSupplementkSeriesWK2011WKcWKeacXead

0.5 5

126 weneticKdataKofKa_KçX™®RKinKaKsolombianKpopulationKofKrolivarKtepartmentYKForensickSciencek
International:kGeneticskSupplementkSeriesWK2011WKcWKeeiXef_ 0.5 5

125 qKsimulationXbasedKapproachKtoKevaluateKpopulationKstratificationKinKqrgentinaYKForensickSciencek
International:kGeneticskSupplementkSeriesWK2008WKaWKffbXffc 0.5 5

124 uxtendedK“orthernK–ortugueseKdatabaseKonKbaKautosomalK™®RsKusedKinKgeneticKidentificationYK
InternationalkCongresskSeriesWK2006WKabhhWKcfdXcff 5

123 weneticKanalysisKofKautosomalKandKéXspecificK™®RsKinKtheKKarimojongKpopulationKfromKUgandaYK
InternationalkCongresskSeriesWK2006WKabhhWKbacXbae 5

122 rimodalKalleleKfrequencyKdistributionKatKéX™®RKlociKté™cibKandKté™dchjKnoKevidenceKforKaKdeviationK
fromKtheKstepwiseKmutationKmodelYKInternationalkJournalkofkLegalkMedicineWK2003WKaagWKbhgXi_ 3.1 5

121 weneticKcharacterizationKofKcbKçXyntelsKinKaKpopulationKsampleKfromK™ˆ£oK–auloK™tateKSrrazilTYK
InternationalkJournalkofkLegalkMedicineWK2019WKaccWKacheXachh 3.1 5

120 qncestryKestimatesKinKafrodescendantKpopulationKfromK™anKrasilioKdeK–alenqueWKsolombiaYKForensick
SciencekInternational:kGeneticskSupplementkSeriesWK2017WKfWKebbdXebbe 0.5 4

119 ’utationKrateKofKabKçX™®RsKfromKinvestigatorKqrgusKçXabKkitKinKqrgentineKpopulationYKForensick
SciencekInternational:kGeneticskSupplementkSeriesWK2017WKfWKeefbXeefd 0.5 4

118 qKviewKofKtheKmaternalKinheritanceKofKuspˆ›ritoK™antoKpopulationsjK®heKcontrastKbetweenKtheK
admixedKandK–omeranianKdescentKgroupsYKForensickSciencekInternational:kGeneticsWK2019WKd_WKageXaha 4.3 4

117 qnalysisKofKadmixtureKinK“ativeKqmericanKpopulationsKfromKsolombiaYKForensickSciencekInternational:k
GeneticskSupplementkSeriesWK2015WKeWKeccbXeccd 0.5 4

116 qnalysisKofKbcKéX™®RsKinKaKpopulationKsampleKfromKeasternK–araguayYKForensickSciencekInternational:k
GeneticsWK2018WKcgWKeb_Xebb 4.3 4

115 UsingK™®RWK’ini™®RKandK™“–KmarkersKtoKsolveKcomplexKcasesKofKkinshipKanalysisYKForensickSciencek
International:kGeneticskSupplementkSeriesWK2013WKdWKeiaXeib 0.5 4

114 weneticKcharacterizationKofK™omaliKandKyraqiKpopulationsKusingKaKsetKofKccKçXchromosomeKyndelsYK
ForensickSciencekInternational:kGeneticskSupplementkSeriesWK2011WKcWKeacgXeach 0.5 4

113 weneticKprofilingKofKtheKqzoresKyslandsKS–ortugalTjKdataKfromKa_KçXchromosomeK™®RsYKAmericank
JournalkofkHumankBiologyWK2010WKbbWKbbaXc 2.7 4
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112 qnKy“tuLKpolymorphismKatKtheKçX™®RKwq®qagbt_eKflankingKregionYKInternationalkJournalkofkLegalk
MedicineWK2009WKabcWKhiXid 3.1 4

111 ’icrobialKforensicsjKtoKqspergillusKfumigatusKstrainsKpresentKlocalKorKregionalKdifferentiationoYK
ForensickSciencekInternational:kGeneticskSupplementkSeriesWK2009WKbWKbigXbii 0.5 4

110 weneticKdataKofKa_KçX™®RKinKtwoK“ativeKqmericanKpopulationsKofKqrgentinaYKForensickSciencek
International:kGeneticskSupplementkSeriesWK2009WKbWKd_eXd_f 0.5 4

109 weneticKpatternsKofKa_KçKchromosomeKshortKtandemKrepeatsKinKanKqsianKpopulationKfromK’acauYK
ForensickSciencekInternational:kGeneticskSupplementkSeriesWK2009WKbWKd_bXd_d 0.5 4

108 tissectingKtheKgeneticKhistoryKofK™ˆ£oK®omˆ'KeK–rˆ›ncipejKaKnewKwindowKfromKéXchromosomeKbiallelicK
markersYKAnnalskofkHumankGeneticsWK2007WKgaWKggXhe 2.2 4

107 qutosomicK™®RKpopulationKdataKinKtwoKsaribbeanKsamplesKfromKsolombiaYKForensickSciencek
InternationalWK2005WKaebWKgiXha 2.6 4

106 “ewKinsightsKonKintercontinentalKoriginsKofKpaternalKlineagesKinK“ortheastKrrazilYKBMCkEvolutionaryk
BiologyWK2020WKb_WKae 3 4

105 –araguayjKUnveilingKmigrationKpatternsKwithKancestryKgeneticKmarkersYKForensickSciencek
International:kGeneticskSupplementkSeriesWK2017WKfWKebbfXebbh 0.5 3

104 vorensicKevaluationKofKbgKyXstrKhaplotypesKinKaKpopulationKsampleKfromKnigeriaYKForensickSciencek
International:kGeneticskSupplementkSeriesWK2017WKfWKebhiXebia 0.5 3

103 ®heoryKandKstatisticsKofKmutationKratesjKqKmathematicalKframeworkKreformulationKforKforensicK
applicationsYKForensickSciencekInternational:kGeneticskSupplementkSeriesWK2015WKeWKeacaXeacb 0.5 3

102 tetectingKtheK–aternalKweneticKtiversityKinKãestKqfricaKusingKéX™®RsKandKéX™“–sYKForensickSciencek
International:kGeneticskSupplementkSeriesWK2015WKeWKebacXebae 0.5 3

101 weneticKcharacterizationKofKbgKéX™®RKlociKinKtheKnativeKpopulationKofKqshaninkaKfromK–eruYKForensick
SciencekInternational:kGeneticskSupplementkSeriesWK2015WKeWKebb_Xebbb 0.5 3

100 somparingKdifferentKpopulationKgroupsKinK™antanderâ��solombiaKthroughKéX™®RKhaplotypeKanalysisYK
ForensickSciencekInternational:kGeneticskSupplementkSeriesWK2015WKeWKedhbXedhc 0.5 3

99 qssessingKtheKsuitabilityKofKdifferentKsetsKofKyntelsKinKancestryKestimationYKForensickSciencek
International:kGeneticskSupplementkSeriesWK2015WKeWKecdXecf 0.5 3

98 weneticKcharacterizationKofKRioKdeKzaneiroKforKdifferentKéX™®RKsetsYKInternationalkJournalkofkLegalk
MedicineWK2018WKacbWKacacXacae 3.1 3

97 “omenclatureKupdateKandKalleleKrepeatKstructureKforKtheKmarkersKté™eahKandKté™ddiYKForensick
SciencekInternational:kGeneticsWK2014WKacWKec 4.3 3

96 quthenticationKofKforensicKt“qKsamplesYKForensickSciencekInternational:kGeneticsWK2011WKeWKbdiXe_kK
authorKreplyKbeaXb 4.3 3

95 solombianKresultsKofKtheKinterlaboratoryK—ualityKsontrolKuxerciseKb__iâ��b_a_YKForensickSciencek
International:kGeneticskSupplementkSeriesWK2011WKcWKeegXeeh 0.5 3

(2011-2009)

15



94 éKchromosomeKcomparativeKanalysisKofKRondˆ·niaKwithKotherKrrazilianKpopulationsYKLegalkMedicineWK
2011WKacWKafaXc 1.9 3

93 qssociationKbetweenK™®RsKfromKtheKçKchromosomeKinKaKsampleKofK–ortugueseKwypsiesYKForensick
SciencekInternational:kGeneticskSupplementkSeriesWK2009WKbWKciaXcic 0.5 3

92 –opulationKdataKforKabKéXchromosomeK™®RKlociKinKaKsampleKfromKulK™alvadorYKLegalkMedicineWK2010WK
abWKdfXea 1.9 3

91 qKnewKautosomalK™®RKmultiplexKforKcanineKgenotypingYKForensickSciencekInternational:kGeneticsk
SupplementkSeriesWK2008WKaWKfbhXfbi 0.5 3

90 wu–Xy™vwKproficiencyKtestingKprogramsjKb__gKupdateYKForensickSciencekInternational:kGeneticsk
SupplementkSeriesWK2008WKaWKfgdXfgf 0.5 3

89 weneticKvariabilityKofKagKéKchromosomeK™®RsKinKtwoK“ativeKqmericanKpopulationsKfromKqrgentinaYK
InternationalkCongresskSeriesWK2006WKabhhWKaedXaee 3

88 –opulationKandKmutationKanalysisKofKéX™®RKlociKinKaKsampleKfromKtheKcityKofK™ˆ£oK–auloKSrrazilTYK
GeneticskandkMolecularkBiologyWK2008WKcaWKfeaXfef 2 3

87 ™tratificationKamongKuuropeanKdescentKandKadmixedKrrazilianKpopulationsKofKuspˆ›ritoK™antoKforKbgK
éX™®RsYKForensickSciencekInternational:kGeneticsWK2019WKdaWKeb_Xebb 4.3 2

86 qncestralKgeneticKcompositionKinKaKpopulationKofK™outhKãesternKsolombianKusingKautosomalK
qy’Xy“tuL™YKForensickSciencekInternational:kGeneticskSupplementkSeriesWK2015WKeWKeahiXeai_ 0.5 2

85 RoutineKanalysisKofKsexualKassaultKcasesKinKrrasˆ›liaWKrrazilWKusingKbcKéKchromosomalKmarkersYKForensick
SciencekInternational:kGeneticskSupplementkSeriesWK2015WKeWKefaiXefba 0.5 2

84 ™kinKpigmentationKandKgeneticKvariantsKinKanKadmixedKrrazilianKpopulationKofKprimarilyKuuropeanK
ancestryYKInternationalkJournalkofkLegalkMedicineWK2020WKacdWKaefiXaegi 3.1 2

83 ResultsKofKsolombianKexerciseKinterlaboratoryKqualityKcontrolKb_abYKForensickSciencekInternational:k
GeneticskSupplementkSeriesWK2013WKdWKeaehXeaei 0.5 2

82 weneticKdataKofKa_KçX™®RKinKanKqfroXdescendantKpopulationKsampleKofKtheKtepartmentKofK
shocˆ‡â��solombiaYKForensickSciencekInternational:kGeneticskSupplementkSeriesWK2015WKeWKee_fXee_g 0.5 2

81 sapillaryKelectrophoresisKofKanKçXchromosomeK™®RKdecaplexKforKkinshipKdeficiencyKcasesYKMethodskink
MolecularkBiologyWK2012WKhc_WKegXga 1.4 2

80 éXchromosomalK™®RKhaplotypesKinKaKsampleKfromK™ˆ£oK–auloKSrrazilTYKForensickSciencekInternational:k
GeneticskSupplementkSeriesWK2008WKaWKbdhXbdi 0.5 2

79 ™equenceKvariationKatKthreeKçKchromosomalKshortKtandemKrepeatsKinKsaucasianKandKqfricanK
populationsYKForensickSciencekInternational:kGeneticskSupplementkSeriesWK2008WKaWKadgXadi 0.5 2

78 weneticKcharacterizationKofKebKautosomalK™“–sKinKtheK–ortugueseKpopulationYKForensickSciencek
International:kGeneticskSupplementkSeriesWK2008WKaWKcehXcf_ 0.5 2

77 qnalysisKofK™®RKlociKinKsartagenaWKaKsaribbeanKcityKofKsolombiaYKForensickSciencekInternationalWK2006WK
af_WKbbaXc 2.6 2
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76 RelativeKéX™®RKmutationKratesKestimatedKfromKtheKvarianceKinsideK™“–KdefinedKlineagesYK
InternationalkCongresskSeriesWK2006WKabhhWKhbXhd 2

75 éKchromosomeK™®RKtypingYKMethodskinkMolecularkBiologyWK2005WKbigWKfgXhb 1.4 2

74 wenotypingKinconsistenciesKandKnullKallelesKusingKqmpvL™®R´fiKydentifiler´fiKandK–owerplex´fiKafKkitsYK
InternationalkCongresskSeriesWK2004WKabfaWKagfXagh 2

73 teterminaˆ§ˆ£oKdaKgemelaridadejKdoKquestionˆ¡rioKdeK–eetersKaosKmicroXsatˆ'litesKaleatˆ‡riosK
espalhadosKpeloKt“qYKRevistakPortuguesakDekCiˆ“nciaskDokDesportoWK2007WKb__gWKadgXaee 0 2

72 UnderestimationKandKmisclassificationKofKmutationsKatKçKchromosomeK™®RsKdependKonKpopulationâ��sK
allelicKprofileYKForensickSciencekInternational:kGeneticskSupplementkSeriesWK2019WKgWKgahXgb_ 0.5 2

71 ®heKfirstKwxu–Xy™vwKcollaborativeKexerciseKonKforensicKapplicationsKofKmassivelyKparallelK
sequencingYKForensickSciencekInternational:kGeneticsWK2020WKdiWKa_bcia 4.3 2

70 ’utationalKdataKandKpopulationKprofilingKofKbcKéX™®RsKinKthreeKrrazilianKpopulationsYKForensick
SciencekInternational:kGeneticsWK2020WKdhWKa_bcdh 4.3 2

69 sontrastingKtheKancestryKpatternsKofKthreeKdistinctKpopulationKgroupsKfromKtheKnorthernmostK
regionKofK™outhKqmericaYKAmericankJournalkofkPhysicalkAnthropologyWK2020WKagcWKdcgXddg 2.5 2

68 éKchromosomeKdiversityKinKaKlinguisticKisolateKS’irandeseWK“uK–ortugalTYKAmericankJournalkofkHumank
BiologyWK2016WKbhWKfgaXh_ 2.7 2

67 sontrastingKadmixtureKestimatesKinKRioKdeKzaneiroKobtainedKbyKdifferentKsamplingKstrategiesYK
ForensickSciencekInternational:kGeneticskSupplementkSeriesWK2017WKfWKehiXeia 0.5 1

66 ’utationKratesKandKsegregationKdataKonKafKéX™®RsjKqnKupdateKtoKpreviousKwxu–Xy™vwKstudiesYK
ForensickSciencekInternational:kGeneticskSupplementkSeriesWK2017WKfWKef_aXef_b 0.5 1

65 ®heKinfluenceKofKtheKdifferentKmutationKmodelsKinKkinshipKevaluationYKForensickSciencekInternational:k
GeneticskSupplementkSeriesWK2017WKfWKebeeXebef 0.5 1

64 solombianKresultsKofKtheKinterlaboratoryKqualityKcontrolKexerciseKb_acâ��b_adYKForensickSciencek
International:kGeneticskSupplementkSeriesWK2015WKeWKeagiXeah_ 0.5 1

63 –aternalKandKmaternalKmutationsKinKçX™®RsjKqKwxu–Xy™vwKcollaborativeKstudyYKForensickSciencek
International:kGeneticsWK2020WKdfWKa_bbeh 4.3 1

62 ®ypesKofKwenomesWK™equencesKandKweneticK’arkersKSRepeatsWK™“–sWKyndelsWKxaplotypesTYKSecurityk
SciencekandkTechnologyWK2016WKafcXaia 1

61 qK–rotocolKforKmtwenomeKqnalysisKonKLargeK™ampleK“umbersYKBioinformaticskandkBiologykInsightsWK
2014WKhWKabgXcd 5.3 1

60 weneticKdataKofKa_KçX™®RsKinKaKpopulationKsampleKfromKLimaWK–erˆ”YKForensickSciencekInternational:k
GeneticskSupplementkSeriesWK2013WKdWKeafhXeafi 0.5 1

59 weneticKpopulationKdataKofKchKautosomalKyntelsKforKtheKqmerindianKcommunityKumberaXshamiKofK
LapoWKqntioquiaXsolombiaYKForensickSciencekInternational:kGeneticskSupplementkSeriesWK2013WKdWKeag_Xeaga0.5 1

(2013-2006)
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58 qssessingKtheKpotentialKapplicationKofKçXchromosomalKhaploblocksKinKpopulationKgeneticsKandK
forensicKstudiesYKForensickSciencekInternational:kGeneticskSupplementkSeriesWK2013WKdWKeiXea_ 0.5 1

57 ustimatingKrelatednessKwithKnoKpriorKspecificationKofKanyKgenealogyjK®heKroleKofKtheKçXchromosomeYK
ForensickSciencekInternational:kGeneticskSupplementkSeriesWK2013WKdWKebebXebec 0.5 1

56 –opulationKgeneticKdataKofKchKautosomalKyntelsKinK™anKrasilioKdeK–alenqueWKtheKfirstKfreeKtownKinK
qmericaYKForensickSciencekInternational:kGeneticskSupplementkSeriesWK2013WKdWKegcXegd 0.5 1

55 ™tudyKofKbeKçXchromosomeK™ingleK“ucleotideK–olymorphismsKinKqfricanKandKqsianKpopulationsYK
ForensickSciencekInternational:kGeneticskSupplementkSeriesWK2011WKcWKeaciXead_ 0.5 1

54 ustimatingKcoancestryKfromKgenotypesKusingKaKlinearKregressionKmethodYKForensickSciencek
International:kGeneticskSupplementkSeriesWK2011WKcWKecgcXecgd 0.5 1

53 tistinguishingKkinshipKfromKgenealogicalKlikelihoodsYKForensickSciencekInternational:kGeneticsk
SupplementkSeriesWK2009WKbWKdecXded 0.5 1

52 qnalysisKofKéKchromosomeKlineagesKinKaKsampleKfromK™ubX™aharanKqfricaKdescendentsKinKRioKdeK
zaneiroYKForensickSciencekInternational:kGeneticskSupplementkSeriesWK2009WKbWKddbXddc 0.5 1

51 çX™®RsjKRelevanceKinKcomplexKkinshipKcasesYKForensickSciencekInternational:kGeneticskSupplementk
SeriesWK2008WKaWKdifXdih 0.5 1

50 RefiningKtheKanalysisKofKéXchromosomalKdiversityKinKqlentejoKS–ortugalTYKForensickSciencek
International:kGeneticskSupplementkSeriesWK2008WKaWKb_hXb_i 0.5 1

49 weneticKcharacterizationKofKebKautosomalK™“–sKinKtwoKsubX™aharanKqfricanKpopulationsYKForensick
SciencekInternational:kGeneticskSupplementkSeriesWK2008WKaWKcfaXcfc 0.5 1

48 éXchromosomalK™®RKhaplotypesKinKaKwypsyKpopulationKfromK–ortugalYKForensickSciencekInternational:k
GeneticskSupplementkSeriesWK2008WKaWKbabXbac 0.5 1

47 shapterKc_K®heKhumanKéKchromosomeKmaleXspecificKpolymorphismsKandKforensicKgeneticsYK
HandbookkofkAnalyticalkSeparationsWK2008WKifiXa___ 0.7 1

46 ’akingKtheKmostKofKéX™®RKhaplotypesjK®heKxapétiveYKInternationalkCongresskSeriesWK2006WKabhhWKb_aXb_c 1

45 éX™®RKpolymorphismsKfromKrasqueXspeakingKregionKofKsincoKáillasKS“avarraTKinKtheKcontextKofKtheK
–yreneanKgeneticKlandscapeYKInternationalkCongresskSeriesWK2006WKabhhWKaihXb__ 1

44 qKmultiplexK–sRKdesignKforKsimultaneousKgenotypingKofKçKchromosomeKshortKtandemKrepeatK
markersYKInternationalkCongresskSeriesWK2006WKabhhWKcacXcae 1

43 vorensicKconsiderationsKonK™®RKdatabasesKinKqrgentinaYKInternationalkCongresskSeriesWK2006WKabhhWKccgXcci 1

42 éXchromosomeK™®RKdefinedKhaplotypesKinK“orthK–ortugalYKInternationalkCongresskSeriesWK2003WKabciWKcdiXceb 1

41 ’icrogeographicKsubstructureKofK“orthernK–ortugueseKmitochondrialKt“qKlineagesjKtheKfemaleK
perspectiveKofKthisKregionKhistoryYKInternationalkCongresskSeriesWK2004WKabfaWKchfXchh 1
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40 –”–XweneK®y’”RjKfirstKforensicKt“qKmarkerKstudyKofKuastX®imorKpeopleYKInternationalkCongressk
SeriesWK2004WKabfaWKb_aXb_c 1

39 ynsightsKfromKpatternKofKmtt“qKvariationKintoKtheKgeneticKhistoryKofK™ˆ£oK®omˆ'KeK–r˜–KncipeYK
InternationalkCongresskSeriesWK2004WKabfaWKcggXcgi 1

38 qfricanK™®RKdataKbasedKonKaKnewlyKdevelopedKtetraplexKfluorescentKsystemKSstdWKvacq_aWKvu™KandK
’r–rTYKInternationalkCongresskSeriesWK2004WKabfaWKaccXace 1

37 ™®RKdataKSstdWKs™va–”WKvacq_aWKvu™Zv–™WK’r–rWK®x_aWK®–”çTKfromK“orthK–ortugalYKForensick
SciencekInternationalWK2001WKabcWKgfXg 2.6 1

36 shapterKb_sK®heKhumanKéXchromosomeYK’aleXspecificKpolymorphismsKandKforensicKgeneticsYK
HandbookkofkAnalyticalkSeparationsWK2000WKbWKgbaXgce 0.7 1

35 tetectionKofKadditionalKstructuralKvariationKatKtheKvu™Zv–™KsystemKandKpopulationKdataKfromK™YK
®omˆ'KeK–rˆ›ncipeKandK“orthK–ortugalYKInternationalkJournalkofkLegalkMedicineWK1999WKaabWKb_dXf 3.1 1

34 ®heKqncestryKofKuasternK–araguayjKqK®ypicalK™outhKqmericanK–rofileKwithKaKUniqueK–atternKofK
qdmixtureYKGenesWK2021WKabWK 4.2 1

33 ’olecularKandKclinicalKinsightsKintoKcomplexKgenomicKrearrangementsKrelatedKtoK’us–bKduplicationK
syndromeYKEuropeankJournalkofkMedicalkGeneticsWK2021WKfdWKa_dcfg 2.6 1

32 ’utationKinKéK™®RsjKRepeatKmotifKgainsKvsYKlossesYKForensickSciencekInternational:kGeneticsk
SupplementkSeriesWK2019WKgWKbd_Xbdb 0.5 1

31 uvaluationKofKtheK–recisionKofKqncestryKynferencesKinK™outhKqmericanKqdmixedK–opulationsYK
FrontierskinkGeneticsWK2020WKaaWKiff 4.5 1

30 –atternsKofKgeneticKdiversityKinKsolombiaKforKchKindelsKusedKinKhumanKidentificationYKForensickSciencek
International:kGeneticsWK2021WKecWKa_bdie 4.3 1

29 qnKapproachKtoKmaternalKancestryKinKaKsampleKofKucuadorianKâ��mestizoâ��KpopulationKbyKsequencingK
theKcontrolKregionKofKmtt“qYKForensickSciencekInternational:kGeneticskSupplementkSeriesWK2019WKgWKecgXech0.5 1

28 uvidenceKforKpopulationKsubXstructuringKinK™ˆ£oK®omˆ'KeK–rˆ›ncipeKasKinferredKfromKéXchromosomeK
™®RKanalysisYKAnnalskofkHumankGeneticsWK2001WKfeWKbgaXhc 2.2 1

27 yntelsKinKéKchromosomeKhaplogroupKdefinitionYKForensickSciencekInternational:kGeneticskSupplementk
SeriesWK2011WKcWKeaghXeagi 0.5 0

26 ™earchingKforKtheKrootsKofKtheKfirstKfreeKqfricanKqmericanKcommunityYKScientifickReportsWK2020WKa_WKb_fcd 4.9 0

25 ynvestigatingKgeneticKdiversityKinKadmixedKpopulationsKfromKucuadorYKAmericankJournalkofkPhysicalk
AnthropologyWK2021WKagfWKa_iXaai 2.5 0

24 ®heKmaternalKinheritanceKofKtheKqshaninkaKnativeKgroupKfromK–eruYKForensickSciencekInternational:k
GeneticskSupplementkSeriesWK2019WKgWKaceXacg 0.5 0

23 qlleleKfrequencyKdataKforKbcKa™®RKforKdifferentKethnicKgroupsKfromKRepublicKofKíimbabweYK
InternationalkJournalkofkLegalkMedicineWK2021WKaceWKagecXagfe 3.1 0

(2021-2004)
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22 ®estingKtheKyonKqmpli™eqâ�¢KxytKéX™“–KResearchK–anelKvaKforKperformanceKandKresolutionKinK
admixedK™outhKqmericansKofKhaplogroupK—YYKForensickSciencekInternational:kGeneticsWK2022WKeiWKa_bg_h 4.3 0

21 weneticKcharacterizationKofKfourKrrazilianKstatesKwithKbeKéfiler´fi–lusKmarkersYKForensickSciencek
International:kGeneticskSupplementkSeriesWK2017WKfWKehbXehc 0.5

20 solombianKresultsKofKtheKinterlaboratoryKqualityKcontrolKexerciseKb_aeYKForensickSciencek
International:kGeneticskSupplementkSeriesWK2017WKfWKegaXegc 0.5

19 éX™®RKhaplotypeKbackgroundKofK–hilippinesjKsomparisonKwithKotherK™outheastKqsianKpopulationsYK
ForensickSciencekInternational:kGeneticskSupplementkSeriesWK2015WKeWKedbhXedbi 0.5

18 uxploringK™ephardicKlineagesKinK™ˆ£oK®omˆ'KeK–rˆ›ncipeYKForensickSciencekInternational:kGeneticsk
SupplementkSeriesWK2015WKeWKedeiXedfa 0.5

17 ReplyKtoKletterKfromKveliceKLYKredfordKandKtoronKéacobiYKEuropeankJournalkofkHumankGeneticsWK2015WK
bcWKiidXe 5.3

16 somparativeKanalysisKofKtwoKindelXbasedKancestryKinformativeKmultiplexK–sRKtypingKkitsYKForensick
SciencekInternational:kGeneticskSupplementkSeriesWK2013WKdWKebaXebb 0.5

15 LinkageKbetweenKx–R®rK™®RKallelesKandKLeschX“yhanKsyndromeKinsideKaKfamilyjKymplicationsKinK
forensicKcaseworkYKForensickSciencekInternational:kGeneticsWK2013WKgWKeeXf 4.3

14 qnalysisKofKaeKautosomalK™®RKlociKinKtheKpopulationKofKtheK™tateKofKqcreWKrrazilianKqmazoniaYK
ForensickSciencekInternational:kGeneticskSupplementkSeriesWK2013WKdWKeaaXeab 0.5

13 qutosomalKindelsKdistributionKinK’etropolitanK’anilaWK–hilippinesYKForensickSciencekInternational:k
GeneticskSupplementkSeriesWK2015WKeWKedeaXedec 0.5

12 weneticKprofileKcharacterizationKofKtenKçX™®RsKinKaKsampleKfromK–aranˆ¡WKrrazilYKInternationalkJournalk
ofkLegalkMedicineWK2012WKabfWKigeXf 3.1

11 qK™“a–shotKmultiplexKtypingKstrategyKforKmtt“qKidentificationKofKmouseKinbredKstrainsYKForensick
SciencekInternational:kGeneticskSupplementkSeriesWK2008WKaWKeifXeig 0.5

10 xighXresolutionKanalysisKofKéXbiallelicKmarkersKinKthreeKpopulationsKfromK™ˆ£oK®omˆ'KeK–rˆ›ncipeYK
InternationalkCongresskSeriesWK2006WKabhhWKbhXc_

9 ”ptimisationKofKéX™®RKmultiplexingKcombiningKestablishedKandKnewlyKdescribedKlociYKInternationalk
CongresskSeriesWK2003WKabciWKdaeXdah

8 éXchromosomeKshortKtandemKrepeatKpolymorphismsjKaKcomparisonKbetweenKhumansKandK
chimpanzeesYKInternationalkCongresskSeriesWK2003WKabciWKbhgXbi_

7 ™equenceKstructureKofKabKnovelKéKchromosomeKmicrosatellitesKandK–sRKamplificationKstrategiesYK
InternationalkCongresskSeriesWK2003WKabciWKdbeXdbi

6 éKchromosomeKhaplotypesKforKnineK™®RsKinK®obasWKqmerindiansKfromK“orthernKqrgentinaYK
InternationalkCongresskSeriesWK2003WKabciWKdfiXdga

5 wq®qKsdKalleleKagKasKaKmarkerKforKsubX™aharanKoriginKofKéXchromosomeKlineagesYKInternationalk
CongresskSeriesWK2004WKabfaWKbhaXbhc
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4 ’icrogeographicKsubstructureKofK“ãKyberianKéKchromosomeK™®RKhaplotypesYKInternationalkCongressk
SeriesWK2004WKabfaWKbifXbih

3 ’aternalKgeneticKcharacterizationKofKaKsolombianKqndeanKpopulationYKForensickSciencek
International:kGeneticskSupplementkSeriesWK2019WKgWKcdbXcdd 0.5

2 weneticKinsightKintoK“igerianKpopulationKgroupsKusingKanKçXchromosomeKdecaplexKsystemYKForensick
SciencekInternational:kGeneticskSupplementkSeriesWK2019WKgWKe_aXe_c 0.5

1 ’itochondrialKgeneticKprofileKofKtheKéorubaKpopulationKfromK“igeriaYKForensickSciencekInternational:k
GeneticskSupplementkSeriesWK2019WKgWKh_gXh_i 0.5
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