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ISFG: recommendations regarding the use of non-human (animal) DNA in forensic genetic
investigations. Forensic Science International: Genetics, 2011, 5, 501-5

DNA commission of the International Society of Forensic Genetics: Recommendations on the
evaluation of STR typing results that may include drop-out and/or drop-in using probabilistic 43 139
methods. Forensic Science International: Genetics, 2012, 6, 679-88

Quantification of epigenetic and genetic 2nd hits in CDH1 during hereditary diffuse gastric cancer
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314 perspective. PLoS ONE, 2011, 6, e15988 37 53

Typing short amplicon binary polymorphisms: supplementary SNP and Indel genetic information in
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288 Y-chromosome lineages. Annals of Human Genetics, 2008, 72, 215-27 2239

Population and mutation analysis of 17 Y-STR loci from Rio de Janeiro (Brazil). International Journal
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GATA A10. International Journal of Legal Medicine, 2002, 116, 139-47

Alternative primers for DYS391 typing: advantages of their application to forensic genetics.

Forensic Science International, 2000, 112, 49-57 26 27

DNA commission of the International society for forensic genetics: Assessing the value of forensic
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