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j Paper IF Citations

349
TheKlineageKofKcoronavirusKSrRSXtoVXcKofKRussianKoriginkKxeneticKcharacteristicsKandKcorrelationsK
withKclinicalKparametersKandKseverityKofKcoronavirusKinfectionYKSibirskije¯¾urnaleKlini˜�eskojeIe
ˆ¤ksperimental?nojeMedicinyWK2022WKdgWKbdcXbed

0.3 0

348 üetagenomicKuataKrssemblyKXKTheKWayKofKuecodingKUnknownKüicroorganismsYKFrontierseine
MicrobiologyWK2021WKbcWKgbdhjb 5.7 20

347 vlementalKandKüolecularKtompositionKofKyumicKrcidsKzsolatedKfromKSoilsKofKTallgrassKTemperateK
RainforestsKSthernevayaKtaigaTKbyKbyXbdtKyvtTtORKγüRKSpectroscopyYKAgronomyWK2021WKbbWKbjji 3.6 3

346 UsingKSPrdesKueKγovoKrssemblerYKCurrenteProtocolseineBioinformaticsWK2020WKhaWKebac 24.2 182

345
rKγewKThioalkalivibrioKspYKStrainKzsolatedKfromKPetroleumXtontaminatedKsrackishKvstuaryK
SedimentskKrKγewKtandidateKforKsioXsasedKrpplicationKforKSulfideKOxidationKinKyaloXrlkalineK
tonditionsYKWateremSwitzerlandnWK2020WKbcWKbdif

3 1

344 üetaviralKSPrdeskKassemblyKofKvirusesKfromKmetagenomicKdataYKBioinformaticsWK2020WKdgWKebcgXebcj 7.2 44

343 üxnifykKtheKmicrobiomeKanalysisKresourceKinKcacaYKNucleiceAcidseResearchWK2020WKeiWKufhaXufhi 20.1 127

342 üixotrophicKzronXOxidizingKzsolatesKfromKanKrcidKüineKurainageXrffectedKtreekYKAppliedeande
EnvironmentaleMicrobiologyWK2020WKigWK 4.8 2

341 tuSnakekKSnakemakeKpipelineKforKretrievalKofKannotatedKOTUsKfromKpairedXendKreadsKusingKtuXyzTK
utilitiesYKBMCeBioinformaticsWK2020WKcbWKdad 3.6 0

340 vxtendingKrnaSPrdesKfunctionalityKforKhybridKtranscriptomeKassemblyYKBMCeBioinformaticsWK2020WK
cbWKdac 3.6 8

339 rnaSPrdeskKaKdeKnovoKtranscriptomeKassemblerKandKitsKapplicationKtoKRγrXSeqKdataYKGigaScienceWK
2019WKiWK 7.6 170

338 PlasmidKdetectionKandKassemblyKinKgenomicKandKmetagenomicKdataKsetsYKGenomeeResearchWK2019WK
cjWKjgbXjgi 9.7 48

337 SequenceKrnalysisK2019WKcjcXdcc 3

336 zonyammerkKyomopolymerXSpaceKyammingKtlusteringKforKzonTorrentKReadKvrrorKtorrectionYK
JournaleofeComputationaleBiologyWK2019WKcgWKbceXbch 1.7 2

335 rutoprobioticsKasKanKrpproachKforKRestorationKofKPersonalisedKüicrobiotaYKFrontierseineMicrobiology
WK2018WKjWKbigj 5.7 16

334 tomparativeKgenomicsKrevealsKhighKbiologicalKdiversityKandKspecificKadaptationsKinKtheKindustriallyK
andKmedicallyKimportantKfungalKgenusKrspergillusYKGenomeeBiologyWK2017WKbiWKci 18.3 261

333 tompleteKgenomeKsequenceKofKstrainKYzüKaacKSuSüKeeidfTWKtheKtypeKspeciesKofKtheKgenusKandK
sourceKofKnewKantibioticKcompoundsYKStandardseineGenomiceSciencesWK2017WKbcWKcb 5
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332
PermanentKuraftKxenomeKSequenceKofKStrainKZXfddWKaKPeptideKandKStarchKuegraderKzsolatedKfromK
ThermalKSpringsKinKtheKKamchatkaKPeninsulaKandKKunashirKzslandWKRussiaYKGenomeeAnnouncementsWK
2017WKfWK

2

331 uraftKgenomeKsequenceKofKstrainKryTbWKaKgramXpositiveKsulfidogenicKpolyextremophileYKStandardse
ineGenomiceSciencesWK2017WKbcWKfh 7

330 uraftKgenomeKsequenceKofKtôXYJjKSuSüKbiiccTWKisolatedKfromKtheKrhizosphereKofKtheKcoastalK
tidalXflatKplantYKStandardseineGenomiceSciencesWK2017WKbcWKgf 1

329 üinimumKinformationKaboutKaKsingleKamplifiedKgenomeKSüzSrxTKandKaKmetagenomeXassembledK
genomeKSüzürxTKofKbacteriaKandKarchaeaYKNatureeBiotechnologyWK2017WKdfWKhcfXhdb 44.5 648

328 tompleteKüitochondrialKxenomesKofKsaikalKOilfishesKSPerciformeskKtottoideiTWKvarthRsK
ueepestXSwimmingKwreshwaterKwishesYKMitochondrialeDNAeParteB:eResourcesWK2017WKcWKhhdXhhf 0.5 1

327 tomparativeKgenomicsKofKbiotechnologicallyKimportantKyeastsYKProceedingseofetheeNationaleAcademye
ofeScienceseofetheeUnitedeStateseofeAmericaWK2016WKbbdWKjiicXh 11.5 212

326
tompleteKxenomeKSequenceKofKrlkaliphilusKmetalliredigensKStrainKQYüwWKanKrlkaliphilicKandK
üetalXReducingKsacteriumKzsolatedKfromKsoraxXtontaminatedKôeachateKPondsYKGenomee
AnnouncementsWK2016WKeWK

5

325 tompleteKgenomeKsequenceKofKtheKrntarcticKyalorubrumKlacusprofundiKtypeKstrainKrtrüKdeYK
StandardseineGenomiceSciencesWK2016WKbbWKha 15

324
tompleteKgenomeKsequenceKofKtheKhaloalkaliphilicWKobligatelyKchemolithoautotrophicKthiosulfateK
andKsulfideXoxidizingK˛‡XproteobacteriumKThioalkalimicrobiumKcyclicumKtypeKstrainKrôüKbKSuSüK
beehhSTTTYKStandardseineGenomiceSciencesWK2016WKbbWKdi

5

323
tomparingKpolysaccharideKdecompositionKbetweenKtheKtypeKstrainsKxramellaKechinicolaKKüüK
gafaSTTKSuSüKbjidiSTTTKandKxramellaKportivictoriaeKUSTaeaiabXaabSTTKSuSüKcdfehSTTTWKandK
emendedKdescriptionKofKxramellaKechinicolaKγedashkovskayaKetKalYKcaafKemendYKShahinaKetKalYKcabeK
andKxramellaKportivictoriaeKôauKetKalYKcaafYKStandardseineGenomiceSciencesWK2016WKbbWKdh

14

322 uraftKgenomeKofKttrPKbejaZbKStrôUbachTWKtheKchlorophyllKcontainingKfilamentousK
cyanobacteriumYKStandardseineGenomiceSciencesWK2016WKbbWKic

321
PermanentKdraftKgenomeKsequenceKofKuesulfurococcusKmobilisKtypeKstrainKuSüKcbgbWKaK
thermoacidophilicKsulfurXreducingKcrenarchaeonKisolatedKfromKacidicKhotKspringsKofKyveravellirWK
zcelandYKStandardseineGenomiceSciencesWK2016WKbbWKd

2

320
yighXqualityKdraftKgenomeKsequenceKofKwlavobacteriumKsuncheonenseKxycjXfSTTKSuSüKbhhahSTTTK
isolatedKfromKgreenhouseKsoilKinKSouthKKoreaWKandKemendedKdescriptionKofKwlavobacteriumK
suncheonenseKxycjXfSTTYKStandardseineGenomiceSciencesWK2016WKbbWKec

1

319 tompleteKgenomeKsequenceKofKüethanospirillumKhungateiKtypeKstrainKJwbYKStandardseineGenomice
SciencesWK2016WKbbWKc 23

318 yighKqualityKpermanentKdraftKgenomeKsequenceKofKPhaseolibacterKflectensKrTttKbchhfSTTWKaKplantK
pathogenKofKwrenchKbeanKpodsYKStandardseineGenomiceSciencesWK2016WKbbWKe 1

317 wungiKtontributeKtriticalKbutKSpatiallyKVaryingKRolesKinKγitrogenKandKtarbonKtyclingKinKrcidKüineK
urainageYKFrontierseineMicrobiologyWK2016WKhWKcdi 5.7 40

316 TransposableKvlementsKversusKtheKwungalKxenomekKzmpactKonKWholeXxenomeKrrchitectureKandK
TranscriptionalKProfilesYKPLoSeGeneticsWK2016WKbcWKebaagbai 6 103

315 tompleteKgenomeKsequenceKofKuesulfurivibrioKalkaliphilusKstrainKryTcSTTWKaKhaloalkaliphilicK
sulfidogenKfromKvgyptianKhypersalineKalkalineKlakesYKStandardseineGenomiceSciencesWK2016WKbbWKgh 22

(2016-2017)
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314 rnaQUrSTkKaKqualityKassessmentKtoolKforKdeKnovoKtranscriptomeKassembliesYKBioinformaticsWK2016WK
dcWKccbaXc 7.2 65

313 plasmidSPrdeskKassemblingKplasmidsKfromKwholeKgenomeKsequencingKdataYKBioinformaticsWK2016WK
dcWKddiaXddih 7.2 233

312 zgRepertoiretonstructorkKaKnovelKalgorithmKforKantibodyKrepertoireKconstructionKandK
immunoproteogenomicsKanalysisYKBioinformaticsWK2015WKdbWKifdXgb 7.2 27

311 yighKqualityKdraftKgenomeKsequenceKofKüeganemaKperideroedesKstrYKxrbSTTKandKaKproposalKforKitsK
reclassificationKtoKtheKfamilyKüeganemaceaeKfamYKnovYKStandardseineGenomiceSciencesWK2015WKbaWKcd 9

310
tonsortiumKofKtheKRbichlorophyllousRKcyanobacteriumKProchlorothrixKhollandicaKandK
chemoheterotrophicKpartnerKbacteriakKcultureKandKmetagenomeXbasedKdescriptionYKEnvironmentale
MicrobiologyeReportsWK2015WKhWKgcdXdd

3.7 5

309
tompleteKxenomeKSequenceKofKrnaeromyxobacterKspYKwwbajXfWKanKrnaerobicWKüetalXReducingK
sacteriumKzsolatedKfromKaKtontaminatedKSubsurfaceKvnvironmentYKGenomeeAnnouncementsWK2015WK
dWK

10

308 yighKqualityKdraftKgenomeKsequenceKofKsrachymonasKchironomiKrzüreSTTKSuSüKbjiieSTTTKisolatedK
fromKaKthironomusKspYKeggKmassYKStandardseineGenomiceSciencesWK2015WKbaWKcj 0

307 yighKqualityKdraftKgenomeKsequenceKofKsacteroidesKbarnesiaeKtypeKstrainKsôcSTTKSuSüKbibgjSTTTK
fromKchickenKcaecumYKStandardseineGenomiceSciencesWK2015WKbaWKei 2

306 yighXqualityKdraftKgenomeKsequenceKofKxracilimonasKtropicaKtôXtsegcSTTKSuSüKbjfdfSTTTWKisolatedK
fromKaKSynechococcusKcultureYKStandardseineGenomiceSciencesWK2015WKbaWKji 1

305 SequencingWKbiochemicalKcharacterizationWKcrystalKstructureKandKmolecularKdynamicsKofK
cellobiohydrolaseKtelhrKfromKxeotrichumKcandidumKdtYKFEBSeJournalWK2015WKcicWKefbfXdh 5.7 27

304 uraftKgenomeKsequenceKofKyalomonasKluteaKstrainKYzüKjbbcfSTTKSuSüKcdfaiSTTTKisolatedKfromKtheK
alkalineKôakeKvbinurKinKγorthwestKthinaYKStandardseineGenomiceSciencesWK2015WKbaWKb 31

303
yighKqualityKdraftKgenomeKsequenceKandKanalysisKofKPontibacterKroseusKtypeKstrainKSRtXbSTTKSuSüK
bhfcbSTTTKisolatedKfromKmuddyKwatersKofKaKdrainageKsystemKinKthandigarhWKzndiaYKStandardseine
GenomiceSciencesWK2015WKbaWKi

4

302
yighXqualityKpermanentKdraftKgenomeKsequenceKofKtheKextremelyKosmotolerantKdiphenolK
degradingKbacteriumKyalotaleaKalkalilentaKrWXhSTTWKandKemendedKdescriptionKofKtheKgenusK
yalotaleaYKStandardseineGenomiceSciencesWK2015WKbaWKfc

4

301 xenomeKSequenceKofKtheKrtypicalKSymbioticKwrankiaKRedKStrainWKaKγitrogenXwixingKandK
yydrogenXProducingKrctinobacteriumYKGenomeeAnnouncementsWK2015WKdWK 18

300
yighKqualityKdraftKgenomeKsequenceKofKwlavobacteriumKrivuliKtypeKstrainKWsKdYdXcSTTKSuSüK
cbhiiSTTTWKaKvaluableKsourceKofKpolysaccharideKdecomposingKenzymesYKStandardseineGenomice
SciencesWK2015WKbaWKeg

11

299 yighKqualityKdraftKgenomeKsequenceKofKtorynebacteriumKulceribovisKtypeKstrainKzüüzsXôbdjfSTTK
SuSüKefbegSTTTYKStandardseineGenomiceSciencesWK2015WKbaWKfa 1

298 tompleteKgenomeKsequenceKofKtheKphenanthreneXdegradingKsoilKbacteriumKuelftiaKacidovoransK
tsbXeYKStandardseineGenomiceSciencesWK2015WKbaWKff 17

297 zgSimulatorkKaKversatileKimmunosequencingKsimulatorYKBioinformaticsWK2015WKdbWKdcbdXf 7.2 21
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296 yighKqualityKdraftKgenomeKsequenceKofKôeucobacterKchironomiKstrainKüücôsSTTKSuSüKbjiidSTTTK
isolatedKfromKaKthironomusKspYKeggKmassYKStandardseineGenomiceSciencesWK2015WKbaWKcb 6

295
yighXQualityKuraftKxenomeKSequenceKofKuesulfovibrioKcarbinoliphilusKwWXbabXcsWKanKOrganicK
rcidXOxidizingKSulfateXReducingKsacteriumKzsolatedKfromKUraniumSVzTXtontaminatedKxroundwaterYK
GenomeeAnnouncementsWK2015WKdWK

1

294 xenomeXwideKüycobacteriumKtuberculosisKvariationKSxüTVTKdatabasekKaKnewKtoolKforKintegratingK
sequenceKvariationsKandKepidemiologyYKBMCeGenomicsWK2014WKbfWKdai 4.5 61

293
tompleteKgenomeKsequenceKofKPlanctomycesKbrasiliensisKtypeKstrainKSuSüKfdafSTTTWKphylogenomicK
analysisKandKreclassificationKofKPlanctomycetesKincludingKtheKdescriptionsKofKximesiaKgenYKnovYWK
PlanctopirusKgenYKnovYKandKRubinisphaeraKgenYKnovYKandKemendedKdescriptionsKofKtheKorderK
PlanctomycetalesKandKtheKfamilyKPlanctomycetaceaeYKStandardseineGenomiceSciencesWK2014WKjWKba

39

292 xenomeKsequenceKandKemendedKdescriptionKofKôeisingeraKnanhaiensisKstrainKuSüKcecfcSTTK
isolatedKfromKmarineKsedimentYKStandardseineGenomiceSciencesWK2014WKjWKgihXhad 5

291 xenomeKsequenceKofKtheKThermotogaKthermarumKtypeKstrainKSôrdSTTTKfromKanKrfricanKsolfataricK
springYKStandardseineGenomiceSciencesWK2014WKjWKbbafXbh 4

290
xenomeKanalysesKofKtheKcarboxydotrophicKsulfateXreducersKuesulfotomaculumKnigrificansKandK
uesulfotomaculumKcarboxydivoransKandKreclassificationKofKuesulfotomaculumKcaboxydivoransKasKaK
laterKsynonymKofKuesulfotomaculumKnigrificansYKStandardseineGenomiceSciencesWK2014WKjWKgffXhf

17

289 yighKqualityKdraftKgenomeKsequenceKofKOlivibacterKsitiensisKtypeKstrainKSrWXgSTTTWKaKdiphenolK
degraderKwithKgenesKinvolvedKinKtheKcatecholKpathwayYKStandardseineGenomiceSciencesWK2014WKjWKhidXjd 8

288
xenomeKsequenceKofKtheKmudXdwellingKarchaeonKüethanoplanusKlimicolaKtypeKstrainKSuSüK
cchjSTTTWKreclassificationKofKüethanoplanusKpetroleariusKasKüethanolaciniaKpetroleariaKandK
emendedKdescriptionsKofKtheKgeneraKüethanoplanusKandKüethanolaciniaYKStandardseineGenomice
SciencesWK2014WKjWKbahgXii

10

287
yighKqualityKdraftKgenomeKsequenceKofKtheKslightlyKhalophilicKbacteriumKyalomonasKzhanjiangensisK
typeKstrainKJSüKahibgjSTTKSuSüKcbahgSTTTKfromKaKseaKurchinKinKsouthernKthinaYKStandardseine
GenomiceSciencesWK2014WKjWKbacaXda

8

286 tharacterizationKofKcyanobacterialKhydrocarbonKcompositionKandKdistributionKofKbiosyntheticK
pathwaysYKPLoSeONEWK2014WKjWKeifbea 3.7 114

285 xenomicKencyclopediaKofKbacteriaKandKarchaeakKsequencingKaKmyriadKofKtypeKstrainsYKPLoSeBiologyWK
2014WKbcWKebaabjca 9.7 146

284 vxSPrnderkKaKuniversalKrepeatKresolverKforKuγrKfragmentKassemblyYKBioinformaticsWK2014WKdaWKicjdXdab 7.2 80

283 rssemblingKxenomesKandKüiniXmetagenomesKfromKyighlyKthimericKReadsYKLectureeNoteseine
ComputereScienceWK2013WKbfiXbha 0.9 288

282 rssemblingKsingleXcellKgenomesKandKminiXmetagenomesKfromKchimericKüurKproductsYKJournaleofe
ComputationaleBiologyWK2013WKcaWKhbeXdh 1.7 815

281 xenomeKSequenceKofKtheKObligateKxammaproteobacterialKüethanotrophKüethylomicrobiumK
albumKStrainKsxiYKGenomeeAnnouncementsWK2013WKbWKeaabhabd 16

280 tompleteKxenomeKSequenceKofKtheKyyperthermophilicKSulfateXReducingKsacteriumK
ThermodesulfobacteriumKgeofontisKOPwbfTYKGenomeeAnnouncementsWK2013WKbWKeaabgcbd 4

279
torrectionKforKüorinKetKalYWKxenomeKsequenceKofKtheKbuttonKmushroomKrgaricusKbisporusKrevealsK
mechanismsKgoverningKadaptationKtoKaKhumicXrichKecologicalKnicheYKProceedingseofetheeNationale
AcademyeofeScienceseofetheeUnitedeStateseofeAmericaWK2013WKbbaWKebegXebeg

11.5 4

(2013-2015)
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278 tompleteKgenomeKsequenceKofKtoriobacteriumKglomeransKtypeKstrainKSPWcSTTTKfromKtheKmidgutKofK
PyrrhocorisKapterusKôYKSredKsoldierKbugTYKStandardseineGenomiceSciencesWK2013WKiWKbfXcf 5

277 tompleteKgenomeKsequenceKofKtheKbileXresistantKpigmentXproducingKanaerobeKrlistipesKfinegoldiiK
typeKstrainKSryγcedhSTTTYKStandardseineGenomiceSciencesWK2013WKiWKcgXdg 6

276 yighXqualityXdraftKgenomeKsequenceKofKtheKyellowXpigmentedKflavobacteriumKJoostellaKmarinaK
typeKstrainKSvnfSTTTYKStandardseineGenomiceSciencesWK2013WKiWKdhXeg 4

275 tompleteKgenomeKsequenceKofKtheKmoderateKthermophileKrnaerobaculumKmobileKtypeKstrainK
SγxrSTTTYKStandardseineGenomiceSciencesWK2013WKiWKehXfh 10

274 xenomeKsequenceKofKtheKfreeXlivingKaerobicKspirocheteKTurneriellaKparvaKtypeKstrainKSySTTTWKandK
emendationKofKtheKspeciesKTurneriellaKparvaYKStandardseineGenomiceSciencesWK2013WKiWKcciXdi 8

273 tompleteKgenomeKsequenceKofKyalorhodospiraKhalophilaKSôbYKStandardseineGenomiceSciencesWK2013WK
iWKcagXbe 13

272 xenomeKsequenceKofKPhaeobacterKcaeruleusKtypeKstrainKSuSüKcefgeTTWKaKsurfaceXassociatedK
memberKofKtheKmarineKRoseobacterKcladeYKStandardseineGenomiceSciencesWK2013WKiWKeadXebj 12

271 xenomeKsequenceKofKtheKchemoheterotrophicKsoilKbacteriumKSaccharomonosporaKcyaneaKtypeK
strainKSγrXbdeSTTTYKStandardseineGenomiceSciencesWK2013WKjWKciXeb 1

270
xenomeKsequenceKofKtheKmoderatelyKthermophilicKsulfurXreducingKbacteriumKThermanaerovibrioK
veloxKtypeKstrainKSZXjhabSTTTKandKemendedKdescriptionKofKtheKgenusKThermanaerovibrioYKStandardse
ineGenomiceSciencesWK2013WKjWKfhXha

4

269 xenomeKsequenceKofKwrateuriaKaurantiaKtypeKstrainKSKondˆ·KghSTTTWKaKxanthomonadeKisolatedKfromK
ôiliumKauratiumKôindlYKStandardseineGenomiceSciencesWK2013WKjWKidXjc 1

268
xenomeKsequenceKofKtheKthermophilicKfreshXwaterKbacteriumKSpirochaetaKcaldariaKtypeKstrainK
SybSTTTWKreclassificationKofKSpirochaetaKcaldariaWKSpirochaetaKstenostreptaWKandKSpirochaetaK
zuelzeraeKinKtheKgenusKTreponemaKasKTreponemaKcaldariaKcombYKnovYWKTreponemaKstenostreptaK
combYKnovYWKandKTreponemaKzuelzeraeKcombYKnovYWKandKemendationKofKtheKgenusKTreponemaYK
StandardseineGenomiceSciencesWK2013WKiWKiiXbaf

24

267
tompleteKgenomeKsequenceKofKtheKhalophilicKbacteriumKSpirochaetaKafricanaKtypeKstrainK
SZXhgjcSTTTKfromKtheKalkalineKôakeKüagadiKinKtheKvastKrfricanKRiftYKStandardseineGenomiceSciencesWK
2013WKiWKbgfXhg

2

266 xenomeKsequenceKofKtheKphylogeneticallyKisolatedKspirocheteKôeptonemaKilliniKtypeKstrainK
SdaffSTTTYKStandardseineGenomiceSciencesWK2013WKiWKbhhXih 4

265
xenomeKsequenceKofKPhaeobacterKdaeponensisKtypeKstrainKSuSüKcdfcjSTTTWKaKfacultativelyK
anaerobicKbacteriumKisolatedKfromKmarineKsedimentWKandKemendationKofKPhaeobacterKdaeponensisYK
StandardseineGenomiceSciencesWK2013WKjWKbecXfj

10

264
tompleteKgenomeKsequenceKofKtheKmarineKmethylXhalideKoxidizingKôeisingeraKmethylohalidivoransK
typeKstrainKSuSüKbeddgSTTTWKaKrepresentativeKofKtheKRoseobacterKcladeYKStandardseineGenomice
SciencesWK2013WKjWKbciXeb

13

263 xenomeKsequenceKofKPhaeobacterKcaeruleusKtypeKstrainKSuSüKcefgeSTTTWKaKsurfaceXassociatedK
memberKofKtheKmarineKRoseobacterKcladeYKStandardseineGenomiceSciencesWK2013WKiWKeadXbj 12

262
xenomeKsequenceKofKtheKbuttonKmushroomKrgaricusKbisporusKrevealsKmechanismsKgoverningK
adaptationKtoKaKhumicXrichKecologicalKnicheYKProceedingseofetheeNationaleAcademyeofeScienceseofethee
UnitedeStateseofeAmericaWK2012WKbajWKbhfabXg

11.5 277

261 tuefXdeficientKsevereKcombinedKimmunodeficiencyKcausedKbyKuniparentalKdisomyYKProceedingseofe
theeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaWK2012WKbajWKbaefgXgb 11.5 33
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260 TheKgenomeKofKtheKxerotolerantKmoldKWallemiaKsebiKrevealsKadaptationsKtoKosmoticKstressKandK
suggestsKcrypticKsexualKreproductionYKFungaleGeneticseandeBiologyWK2012WKejWKcbhXcg 3.9 83

259 tomparativeKgenomicsKofKtheKwhiteXrotKfungiWKPhanerochaeteKcarnosaKandKPYKchrysosporiumWKtoK
elucidateKtheKgeneticKbasisKofKtheKdistinctKwoodKtypesKtheyKcolonizeYKBMCeGenomicsWK2012WKbdWKeee 4.5 97

258 tompleteKgenomeKsequenceKofKtheKrapeseedKplantXgrowthKpromotingKSerratiaKplymuthicaKstrainK
rSjYKStandardseineGenomiceSciencesWK2012WKgWKfeXgc 25

257
tomparativeKgenomicsKofKteriporiopsisKsubvermisporaKandKPhanerochaeteKchrysosporiumKprovideK
insightKintoKselectiveKligninolysisYKProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitede
StateseofeAmericaWK2012WKbajWKfefiXgd

11.5 225

256 TheKfastKchangingKlandscapeKofKsequencingKtechnologiesKandKtheirKimpactKonKmicrobialKgenomeK
assembliesKandKannotationYKPLoSeONEWK2012WKhWKeeiidh 3.7 112

255
TheKgenomesKofKtheKfungalKplantKpathogensKtladosporiumKfulvumKandKuothistromaKseptosporumK
revealKadaptationKtoKdifferentKhostsKandKlifestylesKbutKalsoKsignaturesKofKcommonKancestryYKPLoSe
GeneticsWK2012WKiWKebaadaii

6 189

254
tompleteKgenomeKsequencesKofKuesulfosporosinusKorientisKuSühgfTWKuesulfosporosinusKyoungiaeK
uSübhhdeTWKuesulfosporosinusKmeridieiKuSübdcfhTWKandKuesulfosporosinusKacidiphilusK
uSücchaeTYKJournaleofeBacteriologyWK2012WKbjeWKgdaaXb

3.5 46

253 tompleteKgenomeKsequenceKofKtheKthermophilicWKpiezophilicWKheterotrophicKbacteriumKüarinitogaK
piezophilaKKrdYKJournaleofeBacteriologyWK2012WKbjeWKfjheXf 3.5 18

252
tompleteKgenomeKsequenceKofKuesulfurococcusKfermentansWKaKhyperthermophilicKcellulolyticK
crenarchaeonKisolatedKfromKaKfreshwaterKhotKspringKinKKamchatkaWKRussiaYKJournaleofeBacteriologyWK
2012WKbjeWKfhadXe

3.5 11

251 xenomeKsequenceKofKtheKmoderatelyKthermophilicWKaminoXacidXdegradingKandKsulfurXreducingK
bacteriumKThermovirgaKlieniiKtypeKstrainKStasgadbeSTTTYKStandardseineGenomiceSciencesWK2012WKgWKcdaXj 21

250 xenomeKsequenceKofKtheKorangeXpigmentedKseawaterKbacteriumKOwenweeksiaKhongkongensisK
typeKstrainKSUSTcaacaiabSTTTYKStandardseineGenomiceSciencesWK2012WKhWKbcaXda 11

249 tompleteKgenomeKsequenceKofKtheKmoderatelyKthermophilicKmineralXsulfideXoxidizingKfirmicuteK
SulfobacillusKacidophilusKtypeKstrainKSγrôSTTTYKStandardseineGenomiceSciencesWK2012WKgWKbXbd 20

248
tompleteKgenomeKsequenceKofKtheKtermiteKhindgutKbacteriumKSpirochaetaKcoccoidesKtypeKstrainK
SSPγbSTTTWKreclassificationKinKtheKgenusKSphaerochaetaKasKSphaerochaetaKcoccoidesKcombYKnovYKandK
emendationsKofKtheKfamilyKSpirochaetaceaeKandKtheKgenusKSphaerochaetaYKStandardseineGenomice
SciencesWK2012WKgWKbjeXcaj

46

247 PermanentKdraftKgenomeKsequenceKofKtheKglidingKpredatorKSaprospiraKgrandisKstrainKSaKgbKSnKyRbTYK
StandardseineGenomiceSciencesWK2012WKgWKcbaXj 1

246 xenomeKsequenceKofKtheKsoilKbacteriumKSaccharomonosporaKazureaKtypeKstrainKSγrXbciSTTTYK
StandardseineGenomiceSciencesWK2012WKgWKccaXj 10

245 tompleteKgenomeKsequenceKofKtheKfacultativelyKanaerobicWKappendagedKbacteriumKüuricaudaK
ruestringensisKtypeKstrainKSsbSTTTYKStandardseineGenomiceSciencesWK2012WKgWKbifXjd 8

244 tompleteKgenomeKsequenceKofKuehalogenimonasKlykanthroporepellensKtypeKstrainKSsôXutXjSTTTK
andKcomparisonKtoKMuehalococcoidesMKstrainsYKStandardseineGenomiceSciencesWK2012WKgWKcfbXge 45

243 tompleteKgenomeKsequenceKofKPolynucleobacterKnecessariusKsubspYKasymbioticusKtypeKstrainK
SQôWXPbuüWrXbSTTTYKStandardseineGenomiceSciencesWK2012WKgWKheXid 27

(2012-2012)
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242 tompleteKgenomeKsequenceKofKtheKaerobicWKheterotrophKüarinithermusKhydrothermalisKtypeKstrainK
STbSTTTKfromKaKdeepXseaKhydrothermalKventKchimneyYKStandardseineGenomiceSciencesWK2012WKgWKcbXda 6

241 tompleteKgenomeKsequenceKofKtheKaquaticKbacteriumKRunellaKslithyformisKtypeKstrainKSôSUKeSTTTYK
StandardseineGenomiceSciencesWK2012WKgWKbefXfe 16

240
tompleteKxenomeKSequenceKofKPaenibacillusKstrainKYeYbcütbaWKaKγovelKPaenibacillusKlautusKstrainK
zsolatedKfromKObsidianKyotKSpringKinKYellowstoneKγationalKParkYKStandardseineGenomiceSciencesWK
2012WKgWKdibXeaa

27

239 xenomeKsequenceKofKtheKoceanKsedimentKbacteriumKSaccharomonosporaKmarinaKtypeKstrainK
SXüUbfSTTTYKStandardseineGenomiceSciencesWK2012WKgWKcgfXhf 3

238 tompleteKgenomeKsequenceKofKtheKthermophilicKsulfateXreducingKoceanKbacteriumK
ThermodesulfatatorKindicusKtypeKstrainKStzRcjibcSTTTYKStandardseineGenomiceSciencesWK2012WKgWKbffXge 9

237 tompleteKgenomeKsequenceKofKThaueraKaminoaromaticaKstrainKüZbTYKStandardseineGenomice
SciencesWK2012WKgWKdcfXdf 47

236 tompleteKgenomeKsequenceKofKSerratiaKplymuthicaKstrainKrSbcYKStandardseineGenomiceSciencesWK
2012WKgWKbgfXhd 15

235 xenomeKsequenceKofKtheKhomoacetogenicKbacteriumKyolophagaKfoetidaKtypeKstrainKSTüsSeSTTTYK
StandardseineGenomiceSciencesWK2012WKgWKbheXie 23

234 tompleteKgenomeKsequenceKofKtheKorangeXredKpigmentedWKradioresistantKueinococcusK
proteolyticusKtypeKstrainKSüRPSTTTYKStandardseineGenomiceSciencesWK2012WKgWKceaXfa 7

233 tompleteKgenomeKsequenceKofKtheKplantXassociatedKSerratiaKplymuthicaKstrainKrSbdYKStandardseine
GenomiceSciencesWK2012WKhWKccXda 16

232 tompleteKgenomeKsequenceKofKSyntrophobacterKfumaroxidansKstrainKSüPOsSTTTYKStandardseine
GenomiceSciencesWK2012WKhWKjbXbag 42

231 xenomeKsequenceKofKtheKflexirubinXpigmentedKsoilKbacteriumKγiabellaKsoliKtypeKstrainKSJSbdXiSTTTYK
StandardseineGenomiceSciencesWK2012WKhWKcbaXca 0

230 xenomeKsequenceKofKtheKrntarcticKrhodopsinsXcontainingKflavobacteriumKxillisiaKlimnaeaKtypeK
strainKSRXicicSTTTYKStandardseineGenomiceSciencesWK2012WKhWKbahXbj 9

229 tompleteKgenomeKsequenceKofKtheKsulfateXreducingKfirmicuteKuesulfotomaculumKruminisKtypeK
strainKSuôSTTTYKStandardseineGenomiceSciencesWK2012WKhWKdaeXbj 18

228 tompleteKgenomeKsequencingKandKanalysisKofKSaprospiraKgrandisKstrYKôewinWKaKpredatoryKmarineK
bacteriumYKStandardseineGenomiceSciencesWK2012WKgWKieXjd 19

227 tompleteKgenomeKsequenceKofKyalopigerKxanaduensisKtypeKstrainKSSyXgSTTTYKStandardseineGenomice
SciencesWK2012WKgWKdbXec 7

226
tompleteKgenomeKsequenceKofKtheKfacultativelyKchemolithoautotrophicKandKmethylotrophicKalphaK
ProteobacteriumKStarkeyaKnovellaKtypeKstrainKSrTttKiajdSTTTYKStandardseineGenomiceSciencesWK2012WK
hWKeeXfi

12

225 tompleteKgenomeKsequenceKofKtheKsulfurKcompoundsKoxidizingKchemolithoautotrophK
SulfuricurvumKkujienseKtypeKstrainKSYKXbSTTTYKStandardseineGenomiceSciencesWK2012WKgWKjeXbad 31
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224 tompleteKgenomeKsequenceKofKtheKfacultativelyKchemolithoautotrophicKandKmethylotrophicKalphaK
ProteobacteriumKStarkeyaKnovellaKtypeKstrainKSrTttKiajdTTYKStandardseineGenomiceSciencesWK2012WKhWKeeXfi 15

223 tompleteKgenomeKsequenceKofKtheKfilamentousKglidingKpredatoryKbacteriumKyerpetosiphonK
aurantiacusKtypeKstrainKSbbeXjfSTTTYKStandardseineGenomiceSciencesWK2011WKfWKdfgXha 35

222 tomparativeKgenomicsKofKxyloseXfermentingKfungiKforKenhancedKbiofuelKproductionYKProceedingseofe
theeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaWK2011WKbaiWKbdcbcXh 11.5 131

221 tompleteKgenomeKsequenceKofKôeadbetterellaKbyssophilaKtypeKstrainKSeübfTYKStandardseineGenomice
SciencesWK2011WKeWKcXbc 15

220 tompleteKgenomeKsequenceKofKyydrogenobacterKthermophilusKtypeKstrainKSTKXgTYKStandardseine
GenomiceSciencesWK2011WKeWKbdbXed 8

219 tompleteKgenomeKsequenceKofKPaludibacterKpropionicigenesKtypeKstrainKSWseTYKStandardseine
GenomiceSciencesWK2011WKeWKdgXee 24

218 tompleteKgenomeKsequenceKofKsacteroidesKhelcogenesKtypeKstrainKSPKdgXbaiTYKStandardseine
GenomiceSciencesWK2011WKeWKefXfd 7

217 tompleteKgenomeKsequenceKofKWeeksellaKvirosaKtypeKstrainKSjhfbTYKStandardseineGenomiceSciencesWK
2011WKeWKibXja 8

216 tompleteKgenomeKsequenceKofKuesulfobulbusKpropionicusKtypeKstrainKSbprdTYKStandardseineGenomice
SciencesWK2011WKeWKbaaXba 39

215 tompleteKgenomeKsequenceKofKüarivirgaKtractuosaKtypeKstrainKSyXedTYKStandardseineGenomice
SciencesWK2011WKeWKbfeXgc 15

214 tompleteKgenomeKsequenceKofKuesulfurococcusKmucosusKtypeKstrainKSOhZbTYKStandardseineGenomice
SciencesWK2011WKeWKbhdXic 9

213 tompleteKgenomeKsequenceKofKtellulophagaKlyticaKtypeKstrainKSôzüXcbTYKStandardseineGenomice
SciencesWK2011WKeWKccbXdc 23

212 γonXcontiguousKfinishedKgenomeKsequenceKofKsacteroidesKcoprosuisKtypeKstrainKSPtbdjTYKStandardse
ineGenomiceSciencesWK2011WKeWKcddXed 4

211 tompleteKgenomeKsequenceKofKRhodospirillumKrubrumKtypeKstrainKSSbTYKStandardseineGenomice
SciencesWK2011WKeWKcjdXdac 31

210 tompleteKgenomeKsequenceKofKtheKextremelyKhalophilicKyalanaerobiumKpraevalensKtypeKstrainK
SxSôTYKStandardseineGenomiceSciencesWK2011WKeWKdbcXcb 24

209 tompleteKgenomeKsequenceKofKγitratifractorKsalsuginisKtypeKstrainKSvjzdhXbTYKStandardseineGenomice
SciencesWK2011WKeWKdccXda 10

208 tompleteKgenomeKsequenceKofKüahellaKaustraliensisKtypeKstrainKSfaXbKsOγTYKStandardseineGenomice
SciencesWK2011WKeWKddbXeb 6

207 tompleteKgenomeKsequenceKofKTreponemaKsuccinifaciensKtypeKstrainKSgajbTYKStandardseineGenomice
SciencesWK2011WKeWKdgbXha 20

(2011-2012)
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206 tompleteKgenomeKsequenceKofKSyntrophobotulusKglycolicusKtypeKstrainKSwlxlyRTTYKStandardseine
GenomiceSciencesWK2011WKeWKdhbXdia 9

205 tompleteKgenomeKsequenceKofKtheKhyperthermophilicKchemolithoautotrophKPyrolobusKfumariiK
typeKstrainKSbrTYKStandardseineGenomiceSciencesWK2011WKeWKdibXjc 10

204 tompleteKgenomeKsequenceKofKStaphylothermusKhellenicusKPiYKStandardseineGenomiceSciencesWK2011
WKfWKbcXca 5

203 tompleteKgenomeKsequenceKofKtheKacetateXdegradingKsulfateKreducerKuesulfobaccaKacetoxidansK
typeKstrainKSrSRscTYKStandardseineGenomiceSciencesWK2011WKeWKdjdXeab 19

202
tompleteKgenomeKsequenceKofKtheKthermophilicWKhydrogenXoxidizingKsacillusKtusciaeKtypeKstrainK
STcTKandKreclassificationKinKtheKnewKgenusWKKyrpidiaKgenYKnovYKasKKyrpidiaKtusciaeKcombYKnovYKandK
emendationKofKtheKfamilyKrlicyclobacillaceaeKdaKtostaKandKRaineyWKcabaYKStandardseineGenomice
SciencesWK2011WKfWKbcbXde

35

201 tompleteKgenomeKsequenceKofKtheKglidingWKheparinolyticKPedobacterKsaltansKtypeKstrainKSbbdTYK
StandardseineGenomiceSciencesWK2011WKfWKdaXea 11

200 γonXcontiguousKfinishedKgenomeKsequenceKofKtheKopportunisticKoralKpathogenKPrevotellaK
multisaccharivoraxKtypeKstrainKSPPPrcaTYKStandardseineGenomiceSciencesWK2011WKfWKebXj 2

199 tompleteKgenomeKsequenceKofKTolumonasKauensisKtypeKstrainKSTrKeTYKStandardseineGenomiceSciences
WK2011WKfWKbbcXca 4

198 tompleteKgenomeKsequenceKofKyirschiaKbalticaKtypeKstrainKSzwrüKbebiSTTTYKStandardseineGenomice
SciencesWK2011WKfWKcihXjh 8

197 tompleteKgenomeKsequenceKofKwerroglobusKplacidusKrvuzzbcuOYKStandardseineGenomiceSciencesWK
2011WKfWKfaXga 27

196 tompleteKgenomeKsequenceKofKtheKhalophilicKandKhighlyKhalotolerantKthromohalobacterKsalexigensK
typeKstrainKSbybbSTTTYKStandardseineGenomiceSciencesWK2011WKfWKdhjXii 28

195 xenomeKsequenceKofKtheKfilamentousWKglidingKThiothrixKniveaKneotypeKstrainKSJPcSTTTYKStandardseine
GenomiceSciencesWK2011WKfWKdjiXeag 9

194
tompleteKgenomeKsequenceKofKtheKthermophilicKsulfurXreducerKuesulfurobacteriumK
thermolithotrophumKtypeKstrainKSsSrSTTTKfromKaKdeepXseaKhydrothermalKventYKStandardseineGenomice
SciencesWK2011WKfWKeahXbf

10

193 tompleteKgenomeKsequenceKofKMThioalkalivibrioKsulfidophilusMKyôXvbxrhYKStandardseineGenomice
SciencesWK2011WKeWKcdXdf 51

192 tompleteKgenomeKsequenceKofKtalditerrivibrioKnitroreducensKtypeKstrainKSYudhXbTYKStandardseine
GenomiceSciencesWK2011WKeWKfeXgc 9

191 tompleteKgenomeKsequenceKofKTrueperaKradiovictrixKtypeKstrainKSRQXceTYKStandardseineGenomice
SciencesWK2011WKeWKjbXj 37

190 tompleteKgenomeKsequenceKofKsacteroidesKsalanitronisKtypeKstrainKSsôhiTYKStandardseineGenomice
SciencesWK2011WKeWKbjbXj 8

189 tompleteKgenomeKsequenceKofKOdoribacterKsplanchnicusKtypeKstrainKSbgfbZgTYKStandardseine
GenomiceSciencesWK2011WKeWKcaaXj 62
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188 tompleteKgenomeKsequenceKofKOceanithermusKprofundusKtypeKstrainKSfagTYKStandardseineGenomice
SciencesWK2011WKeWKcbaXca 3

187 tompleteKgenomeKsequenceKofKTsukamurellaKpaurometabolaKtypeKstrainKSnoYKddTYKStandardseine
GenomiceSciencesWK2011WKeWKdecXfb 8

186 tompleteKgenomeKsequenceKofKüycobacteriumKspYKstrainKSSpyrbTKandKreclassificationKtoK
üycobacteriumKgilvumKSpyrbYKStandardseineGenomiceSciencesWK2011WKfWKbeeXfd 19

185 tompleteKgenomeKsequenceKofKThioalkalivibrioKspYKKjamixYKStandardseineGenomiceSciencesWK2011WKfWKdebXff 34

184 tompleteKgenomeKsequenceKofKrrthrobacterKphenanthrenivoransKtypeKstrainKSSphedTYKStandardseine
GenomiceSciencesWK2011WKeWKbcdXda 23

183 γonXcontiguousKfinishedKgenomeKsequenceKandKcontextualKdataKofKtheKfilamentousKsoilKbacteriumK
KtedonobacterKracemiferKtypeKstrainKSSOSPbXcbTYKStandardseineGenomiceSciencesWK2011WKfWKjhXbbb 72

182 tompleteKgenomeKsequenceKofKzsosphaeraKpallidaKtypeKstrainKSzSbsTYKStandardseineGenomiceSciencesWK
2011WKeWKgdXhb 40

181 tompleteKgenomeKsequenceKofKtellulophagaKalgicolaKtypeKstrainKSztbggTYKStandardseineGenomice
SciencesWK2011WKeWKhcXia 22

180 tompleteKgenomeKsequenceKofKRiemerellaKanatipestiferKtypeKstrainKSrTttKbbiefTTYKStandardseine
GenomiceSciencesWK2011WKeWKbeeXbfd 26

179 tompleteKgenomeKsequenceKofKtheKthermophilicKsulfurXreducerKyippeaKmaritimaKtypeKstrainK
SüyScTTYKStandardseineGenomiceSciencesWK2011WKeWKdadXbb 6

178 tompleteKgenomeKsequenceKofKyaliscomenobacterKhydrossisKtypeKstrainKSOTYKStandardseineGenomice
SciencesWK2011WKeWKdfcXga 17

177 tompleteKgenomeKsequenceKofKtheKglidingKfreshwaterKbacteriumKwluviicolaKtaffensisKtypeKstrainK
SRWcgcTYKStandardseineGenomiceSciencesWK2011WKfWKcbXj 19

176 xenomeKsequenceKofKtheKmoderatelyKthermophilicKhalophileKwlexistipesKsinusarabiciKstrainKSürSbaTYK
StandardseineGenomiceSciencesWK2011WKfWKigXjg 8

175 tompleteKgenomeKsequenceKofKueinococcusKmaricopensisKtypeKstrainKSôsXdeTYKStandardseineGenomice
SciencesWK2011WKeWKbgdXhc 11

174 vxploringKtheKsymbioticKpangenomeKofKtheKnitrogenXfixingKbacteriumKSinorhizobiumKmelilotiYKBMCe
GenomicsWK2011WKbcWKcdf 4.5 83

173 tompleteKgenomeKsequenceKofKtheKfilamentousKanoxygenicKphototrophicKbacteriumKthloroflexusK
aurantiacusYKBMCeGenomicsWK2011WKbcWKdde 4.5 77

172 tompleteKgenomeKofKtheKcellulolyticKruminalKbacteriumKRuminococcusKalbusKhYKJournaleofe
BacteriologyWK2011WKbjdWKffheXf 3.5 61

171 xenomeKsequenceKofKtheKverrucomicrobiumKOpitutusKterraeKPsjaXbWKanKabundantKinhabitantKofKriceK
paddyKsoilKecosystemsYKJournaleofeBacteriologyWK2011WKbjdWKcdghXi 3.5 34

(2011-2011)
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170 xenomeKsequenceKofKVictivallisKvadensisKrTttKsrrXfeiWKanKanaerobicKbacteriumKfromKtheKphylumK
ôentisphaeraeWKisolatedKfromKtheKhumanKgastrointestinalKtractYKJournaleofeBacteriologyWK2011WKbjdWKcdhdXe3.5 9

169 xenomesKofKthreeKmethylotrophsKfromKaKsingleKnicheKrevealKtheKgeneticKandKmetabolicKdivergenceK
ofKtheKmethylophilaceaeYKJournaleofeBacteriologyWK2011WKbjdWKdhfhXge 3.5 42

168 tompleteKgenomeKsequenceKofKtheKcelluloseXdegradingKbacteriumKtellulosilyticumKlentocellumYK
JournaleofeBacteriologyWK2011WKbjdWKcdfhXi 3.5 23

167 xenomeKsequenceKofKtheKrrcticKmethanotrophKüethylobacterKtundripaludumKSVjgYKJournaleofe
BacteriologyWK2011WKbjdWKgebiXj 3.5 50

166 TheKevolutionKofKhostKspecializationKinKtheKvertebrateKgutKsymbiontKôactobacillusKreuteriYKPLoSe
GeneticsWK2011WKhWKebaabdbe 6 203

165 xenomeKsequenceKofKtheKbWeXdioxaneXdegradingKPseudonocardiaKdioxanivoransKstrainKtsbbjaYK
JournaleofeBacteriologyWK2011WKbjdWKefejXfa 3.5 51

164 xenomeKSequenceKofKtheKetheneXKandKvinylKchlorideXoxidizingKactinomyceteKγocardioidesKspYKstrainK
JSgbeYKJournaleofeBacteriologyWK2011WKbjdWKddjjXeaa 3.5 15

163 tompleteKgenomeKsequenceKofKtheKThermophilicKsacteriumKvxiguobacteriumKspYKrTbbYKJournaleofe
BacteriologyWK2011WKbjdWKciiaXb 3.5 33

162 xenomeKsequenceKofKththoniobacterKflavusKvllineciWKanKaerobicKheterotrophicKsoilKbacteriumYK
JournaleofeBacteriologyWK2011WKbjdWKcjacXd 3.5 40

161 xenomeKsequenceKofKMPedosphaeraKparvulaMKvllinfbeWKanKaerobicKVerrucomicrobialKisolateKfromK
pastureKsoilYKJournaleofeBacteriologyWK2011WKbjdWKcjaaXb 3.5 23

160 tompleteKgenomeKsequenceKofKtheKaerobicKmarineKmethanotrophKüethylomonasKmethanicaKütajYK
JournaleofeBacteriologyWK2011WKbjdWKhaabXc 3.5 57

159 tompleteKgenomeKsequenceKandKupdatedKannotationKofKuesulfovibrioKalaskensisKxcaYKJournaleofe
BacteriologyWK2011WKbjdWKecgiXj 3.5 46

158 üassiveKchangesKinKgenomeKarchitectureKaccompanyKtheKtransitionKtoKselfXfertilityKinKtheK
filamentousKfungusKγeurosporaKtetraspermaYKGeneticsWK2011WKbijWKffXgj 4 61

157
tompleteKgenomeKsequencesKforKtheKanaerobicWKextremelyKthermophilicKplantKbiomassXdegradingK
bacteriaKtaldicellulosiruptorKhydrothermalisWKtaldicellulosiruptorKkristjanssoniiWKtaldicellulosiruptorK
kronotskyensisWKtaldicellulosiruptorKowensensisWKandKtaldicellulosiruptorKlactoaceticusYKJournaleofe
BacteriologyWK2011WKbjdWKbeidXe

3.5 49

156 tompleteKgenomeKsequenceKofKtheKcellulolyticKthermophileKtlostridiumKthermocellumKuSübdbdYK
JournaleofeBacteriologyWK2011WKbjdWKcjagXh 3.5 63

155 xenomeKsequenceKofKtheKmethanotrophicKalphaproteobacteriumKüethylocystisKspYKstrainKRockwellK
SrTttKejcecTYKJournaleofeBacteriologyWK2011WKbjdWKcggiXj 3.5 45

154 TheKplantKcellKwallXdecomposingKmachineryKunderliesKtheKfunctionalKdiversityKofKforestKfungiYK
ScienceWK2011WKdddWKhgcXf 33.3 417

153 xenomeKsequenceKofKtheKmercuryXmethylatingKstrainKuesulfovibrioKdesulfuricansKγubdcYKJournaleofe
BacteriologyWK2011WKbjdWKcahiXj 3.5 33
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152 tompleteKgenomeKsequenceKofKThermomonosporaKcurvataKtypeKstrainKSsjTYKStandardseineGenomice
SciencesWK2011WKeWKbdXcc 24

151 tompleteKgenomeKsequenceKofKSyntrophobotulusKglycolicusKtypeKstrainKSwlxlyRTYKStandardseine
GenomiceSciencesWK2011WKeWKdhbXia 3

150 tompleteKgenomeKsequenceKofKRiemerellaKanatipestiferKtypeKstrainKSrTttKbbiefTYKStandardseine
GenomiceSciencesWK2011WKeWKbeeXfd 16

149 TheKgenomeKofKSyntrophomonasKwolfeikKnewKinsightsKintoKsyntrophicKmetabolismKandKbiohydrogenK
productionYKEnvironmentaleMicrobiologyWK2010WKbcWKccijXdab 5.2 120

148
TheKgenomeKsequenceKofKüethanohalophilusKmahiiKSôPSTTKrevealsKdifferencesKinKtheKenergyK
metabolismKamongKmembersKofKtheKüethanosarcinaceaeKinhabitingKfreshwaterKandKsalineK
environmentsYKArchaeaWK2010WKcabaWKgjahdh

2 31

147 xenomeKsequenceKofKtheKwlemingKstrainKofKüicrococcusKluteusWKaKsimpleKfreeXlivingK
actinobacteriumYKJournaleofeBacteriologyWK2010WKbjcWKiebXga 3.5 55

146 tompleteKgenomeKsequenceKofKtellulomonasKflavigenaKtypeKstrainKSbdeTYKStandardseineGenomice
SciencesWK2010WKdWKbfXcf 31

145 tompleteKgenomeKsequenceKofKtheKphotosyntheticKpurpleKnonsulfurKbacteriumKRhodobacterK
capsulatusKSsKbaadYKJournaleofeBacteriologyWK2010WKbjcWKdfefXg 3.5 77

144 SequencingKofKmultipleKclostridialKgenomesKrelatedKtoKbiomassKconversionKandKbiofuelKproductionYK
JournaleofeBacteriologyWK2010WKbjcWKgejeXg 3.5 71

143 tompleteKgenomeKsequenceKofKPlanctomycesKlimnophilusKtypeKstrainKSüˆ…KcjaTYKStandardseine
GenomiceSciencesWK2010WKdWKehXfg 28

142 PermanentKdraftKgenomeKsequenceKofKuethiosulfovibrioKpeptidovoransKtypeKstrainKSSvsRKecahTYK
StandardseineGenomiceSciencesWK2010WKdWKifXjc 8

141 tompleteKgenomeKsequenceKofKwerrimonasKbalearicaKtypeKstrainKSPrTTYKStandardseineGenomice
SciencesWK2010WKdWKbheXic 9

140 γonXcontiguousKfinishedKgenomeKsequenceKofKrminomonasKpaucivoransKtypeKstrainKSxôUXdTYK
StandardseineGenomiceSciencesWK2010WKdWKcifXjd 8

139 tompleteKgenomeKsequenceKofKzlyobacterKpolytropusKtypeKstrainKStuybubTYKStandardseineGenomice
SciencesWK2010WKdWKdaeXbe 7

138 tompleteKgenomeKsequenceKofKγocardiopsisKdassonvilleiKtypeKstrainKSzüRUKfajTYKStandardseine
GenomiceSciencesWK2010WKdWKdcfXdg 27

137 tompleteKgenomeKsequenceKofKVeillonellaKparvulaKtypeKstrainKSTedTYKStandardseineGenomiceSciencesWK
2010WKcWKfhXgf 29

136 tompleteKgenomeKsequenceKofKKribbellaKflavidaKtypeKstrainKSzwOKbedjjTYKStandardseineGenomice
SciencesWK2010WKcWKbigXjd 10

135 tompleteKgenomeKsequenceKofKtonexibacterKwoeseiKtypeKstrainKSzubdbfhhTYKStandardseineGenomice
SciencesWK2010WKcWKcbcXj 15

(2010-2011)
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134 tompleteKgenomeKsequenceKofKThermocrinisKalbusKtypeKstrainKSyzKbbZbcTYKStandardseineGenomice
SciencesWK2010WKcWKbjeXcac 14

133 tompleteKgenomeKsequenceKofKüeiothermusKsilvanusKtypeKstrainKSVzXRcTYKStandardseineGenomice
SciencesWK2010WKdWKdhXeg 16

132 tompleteKgenomeKsequenceKofKOlsenellaKuliKtypeKstrainKSVPzKuhguXchtTYKStandardseineGenomice
SciencesWK2010WKdWKhgXie 27

131 tompleteKgenomeKsequenceKofKrcidaminococcusKfermentansKtypeKstrainKSVReTYKStandardseine
GenomiceSciencesWK2010WKdWKbXbe 19

130 tompleteKgenomeKsequenceKofKüeiothermusKruberKtypeKstrainKScbTYKStandardseineGenomiceSciencesWK
2010WKdWKcgXdg 28

129 tompleteKgenomeKsequenceKofKrcetohalobiumKarabaticumKtypeKstrainKSZXhciiTYKStandardseine
GenomiceSciencesWK2010WKdWKfhXgf 16

128 tompleteKgenomeKsequenceKofKzgnisphaeraKaggregansKtypeKstrainKSrQbYSbTYKStandardseineGenomice
SciencesWK2010WKdWKggXhf 13

127 tompleteKgenomeKsequenceKofKVulcanisaetaKdistributaKtypeKstrainKSztXabhTYKStandardseineGenomice
SciencesWK2010WKdWKbbhXcf 8

126 tompleteKgenomeKsequenceKofKrrcanobacteriumKhaemolyticumKtypeKstrainKSbbabiTYKStandardseine
GenomiceSciencesWK2010WKdWKbcgXdf 7

125 tompleteKgenomeKsequenceKofKThermosediminibacterKoceaniKtypeKstrainKSJWZzWXbcciPTYKStandardse
ineGenomiceSciencesWK2010WKdWKbaiXbg 10

124 tompleteKgenomeKsequenceKofKSpirochaetaKsmaragdinaeKtypeKstrainKSSvsRKecciTYKStandardseine
GenomiceSciencesWK2010WKdWKbdgXee 15

123 tompleteKgenomeKsequenceKofKRThermobaculumKterrenumRKtypeKstrainKSYγPbTYKStandardseine
GenomiceSciencesWK2010WKdWKbfdXgc 9

122 tompleteKgenomeKsequenceKofKSyntrophothermusKlipocalidusKtypeKstrainKSTxsXtbTYKStandardseine
GenomiceSciencesWK2010WKdWKcgiXhf 10

121 tompleteKgenomeKsequenceKofKuesulfarculusKbaarsiiKtypeKstrainKScstbeTYKStandardseineGenomice
SciencesWK2010WKdWKchgXie 27

120 tompleteKgenomeKsequenceKofKzntrasporangiumKcalvumKtypeKstrainKShKKzPTYKStandardseineGenomice
SciencesWK2010WKdWKcjeXdad 4

119 tompleteKgenomeKsequenceKofKüethanothermusKfervidusKtypeKstrainKSVceSTYKStandardseineGenomice
SciencesWK2010WKdWKdbfXce 14

118 tompleteKgenomeKsequenceKofKThermaerobacterKmarianensisKtypeKstrainKShphfaTYKStandardseine
GenomiceSciencesWK2010WKdWKddhXef 7

117 tompleteKgenomeKsequenceKofKtheKüedicagoKmicrosymbiontKvnsiferKSSinorhizobiumTKmedicaeK
strainKWSüebjYKStandardseineGenomiceSciencesWK2010WKcWKhhXig 80
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116
tompleteKgenomeKsequenceKofKRhizobiumKleguminosarumKbvKtrifoliiKstrainKWSücdaeWKanKeffectiveK
microsymbiontKofKtheKSouthKrmericanKcloverKTrifoliumKpolymorphumYKStandardseineGenomice
SciencesWK2010WKcWKggXhg

39

115 tompleteKgenomeKsequenceKofKXylanimonasKcellulosilyticaKtypeKstrainKSXzôahTYKStandardseineGenomice
SciencesWK2010WKcWKbXi 8

114 tompleteKgenomeKsequenceKofKrlicyclobacillusKacidocaldariusKtypeKstrainKSbaeXzrTYKStandardseine
GenomiceSciencesWK2010WKcWKjXbi 20

113 tompleteKgenomeKsequenceKofKSphaerobacterKthermophilusKtypeKstrainKSSKgaccTYKStandardseine
GenomiceSciencesWK2010WKcWKejXfg 20

112 tompleteKgenomeKsequenceKofKStreptosporangiumKroseumKtypeKstrainKSγzKjbaaTYKStandardseine
GenomiceSciencesWK2010WKcWKcjXdh 25

111 tompleteKgenomeKsequenceKofKthitinophagaKpinensisKtypeKstrainKSUQüKcadeTYKStandardseine
GenomiceSciencesWK2010WKcWKihXjf 57

110 tompleteKgenomeKsequenceKofKSulfurospirillumKdeleyianumKtypeKstrainKSfbhfTYKStandardseine
GenomiceSciencesWK2010WKcWKbejXfh 24

109 tompleteKgenomeKsequenceKofKyaloterrigenaKturkmenicaKtypeKstrainKSekTYKStandardseineGenomice
SciencesWK2010WKcWKbahXbg 28

108 tompleteKgenomeKsequenceKofKyaliangiumKochraceumKtypeKstrainKSSüPXcTYKStandardseineGenomice
SciencesWK2010WKcWKjgXbag 53

107 tompleteKgenomeKsequenceKofKxeodermatophilusKobscurusKtypeKstrainKSxXcaTYKStandardseine
GenomiceSciencesWK2010WKcWKbfiXgh 49

106 tompleteKgenomeKsequenceKofKγakamurellaKmultipartitaKtypeKstrainKSYXbaeTYKStandardseineGenomice
SciencesWK2010WKcWKbgiXhf 28

105 tompleteKgenomeKsequenceKofKSpirosomaKlingualeKtypeKstrainKSbTYKStandardseineGenomiceSciencesWK
2010WKcWKbhgXif 35

104 tompleteKgenomeKsequenceKofKSegniliparusKrotundusKtypeKstrainKStutKbahgTYKStandardseineGenomice
SciencesWK2010WKcWKcadXbb 9

103 tompleteKgenomeKsequenceKofKSebaldellaKtermitidisKtypeKstrainKSγtTtKbbdaaTYKStandardseine
GenomiceSciencesWK2010WKcWKccaXh 16

102 tompleteKgenomeKsequenceKofKThermosphaeraKaggregansKtypeKstrainKSübbTôTYKStandardseine
GenomiceSciencesWK2010WKcWKcefXfj 12

101 tompleteKgenomeKsequenceKofKsrachyspiraKmurdochiiKtypeKstrainKSfgXbfaTYKStandardseineGenomice
SciencesWK2010WKcWKcgaXj 18

100 tompleteKgenomeKsequenceKofKrminobacteriumKcolombienseKtypeKstrainKSrôrXbTYKStandardseine
GenomiceSciencesWK2010WKcWKciaXj 27

99 tompleteKgenomeKsequenceKofKrrcobacterKnitrofigilisKtypeKstrainKStzTYKStandardseineGenomice
SciencesWK2010WKcWKdaaXi 32
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98 tompleteKgenomeKsequenceKofKtoraliomargaritaKakajimensisKtypeKstrainKSaeOKrabaXceTYKStandardse
ineGenomiceSciencesWK2010WKcWKcjaXj 18

97 tompleteKgenomeKsequenceKofKThermobisporaKbisporaKtypeKstrainKSRfbTYKStandardseineGenomice
SciencesWK2010WKcWKdbiXcg 18

96 tompleteKgenomeKsequenceKofKuesulfohalobiumKretbaenseKtypeKstrainKSyRSbaaTTYKStandardseine
GenomiceSciencesWK2010WKcWKdiXei 17

95 tompleteKgenomeKsequenceKofKrrchaeoglobusKprofundusKtypeKstrainKSrVbiTYKStandardseineGenomice
SciencesWK2010WKcWKdchXeg 20

94 tompleteKgenomeKsequenceKofKuenitrovibrioKacetiphilusKtypeKstrainKSγcegaTYKStandardseineGenomice
SciencesWK2010WKcWKchaXj 11

93 tompleteKgenomeKsequenceKofKxordoniaKbronchialisKtypeKstrainKSdebaTYKStandardseineGenomice
SciencesWK2010WKcWKbjXci 19

92 TheKcompleteKgenomeKsequenceKofKtupriavidusKmetalliduransKstrainKtydeWKaKmasterKsurvivalistKinK
harshKandKanthropogenicKenvironmentsYKPLoSeONEWK2010WKfWKebaedd 3.7 208

91 rKgenomicKperspectiveKonKtheKpotentialKofKrctinobacillusKsuccinogenesKforKindustrialKsuccinateK
productionYKBMCeGenomicsWK2010WKbbWKgia 4.5 85

90 TheKcompleteKmultipartiteKgenomeKsequenceKofKtupriavidusKnecatorKJüPbdeWKaKversatileKpollutantK
degraderYKPLoSeONEWK2010WKfWKejhcj 3.7 84

89 OneKbacterialKcellWKoneKcompleteKgenomeYKPLoSeONEWK2010WKfWKebadbe 3.7 184

88 xenomeKerosionKinKaKnitrogenXfixingKverticallyKtransmittedKendosymbioticKmulticellularK
cyanobacteriumYKPLoSeONEWK2010WKfWKebbeig 3.7 125

87 tompleteKgenomeKsequenceKofKSulfurimonasKautotrophicaKtypeKstrainKSOKbaTYKStandardseineGenomice
SciencesWK2010WKdWKbjeXcac 32

86 tompleteKgenomeKsequenceKofKüethanoplanusKpetroleariusKtypeKstrainKSSvsRKeiehTYKStandardseine
GenomiceSciencesWK2010WKdWKcadXbb 12

85 xenomeKanalysisKofKtheKanaerobicKthermohalophilicKbacteriumKyalothermothrixKoreniiYKPLoSeONEWK
2009WKeWKeebjc 3.7 54

84 TheKgenomicKbasisKofKtrophicKstrategyKinKmarineKbacteriaYKProceedingseofetheeNationaleAcademyeofe
ScienceseofetheeUnitedeStateseofeAmericaWK2009WKbagWKbffchXdd 11.5 472

83 tompleteKgenomeKsequenceKofKtapnocytophagaKochraceaKtypeKstrainKSVPzKciefTYKStandardseine
GenomiceSciencesWK2009WKbWKbabXj 12

82 tompleteKgenomeKofKtheKcellulolyticKthermophileKrcidothermusKcellulolyticusKbbsKprovidesKinsightsK
intoKitsKecophysiologicalKandKevolutionaryKadaptationsYKGenomeeResearchWK2009WKbjWKbaddXed 9.7 98

81 γovelKfeaturesKofKtheKpolysaccharideXdigestingKglidingKbacteriumKwlavobacteriumKjohnsoniaeKasK
revealedKbyKgenomeKsequenceKanalysisYKAppliedeandeEnvironmentaleMicrobiologyWK2009WKhfWKgigeXhf 4.8 177
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80 TheKcompleteKgenomeKsequenceKofKStaphylothermusKmarinusKrevealsKdifferencesKinKsulfurK
metabolismKamongKheterotrophicKtrenarchaeotaYKBMCeGenomicsWK2009WKbaWKbef 4.5 26

79
üetabolicKanalysisKofKtheKsoilKmicrobeKuechloromonasKaromaticaKstrYKRtskKindicationsKofKaK
surprisinglyKcomplexKlifeXstyleKandKcrypticKanaerobicKpathwaysKforKaromaticKdegradationYKBMCe
GenomicsWK2009WKbaWKdfb

4.5 136

78 TheKgenomeKsequenceKofKxeobacterKmetallireducenskKfeaturesKofKmetabolismWKphysiologyKandK
regulationKcommonKandKdissimilarKtoKxeobacterKsulfurreducensYKBMCeMicrobiologyWK2009WKjWKbaj 4.5 104

77 TheKgenomeKsequenceKofKtheKpsychrophilicKarchaeonWKüethanococcoidesKburtoniikKtheKroleKofK
genomeKevolutionKinKcoldKadaptationYKISMEeJournalWK2009WKdWKbabcXdf 11.9 128

76 xenomicKislandsKlinkKsecondaryKmetabolismKtoKfunctionalKadaptationKinKmarineKrctinobacteriaYKISMEe
JournalWK2009WKdWKbbjdXcad 11.9 153

75 rKphylogenyXdrivenKgenomicKencyclopaediaKofKsacteriaKandKrrchaeaYKNatureWK2009WKegcWKbafgXga 50.4 803

74 tompleteKgenomeKsequenceKofKyalorhabdusKutahensisKtypeKstrainKSrXXcTYKStandardseineGenomice
SciencesWK2009WKbWKcbiXcf 21

73 tompleteKgenomeKsequenceKofKüethanoculleusKmarisnigriKRomesserKetKalYKbjibKtypeKstrainKJRbYK
StandardseineGenomiceSciencesWK2009WKbWKbijXjg 28

72 tompleteKgenomeKsequenceKofKseutenbergiaKcavernaeKtypeKstrainKSyKzKabccTYKStandardseineGenomice
SciencesWK2009WKbWKcbXi 11

71 tompleteKgenomeKsequenceKofKtryptobacteriumKcurtumKtypeKstrainKSbcXdTYKStandardseineGenomice
SciencesWK2009WKbWKjdXbaa 13

70 tompleteKgenomeKsequenceKofKuesulfomicrobiumKbaculatumKtypeKstrainKSXTYKStandardseineGenomice
SciencesWK2009WKbWKcjXdh 30

69 tompleteKgenomeKsequenceKofKrcidimicrobiumKferrooxidansKtypeKstrainKSztPTYKStandardseineGenomice
SciencesWK2009WKbWKdiXef 27

68 tompleteKgenomeKsequenceKofKSanguibacterKkeddieiiKtypeKstrainKSSTXheTYKStandardseineGenomice
SciencesWK2009WKbWKbbaXi 10

67 tompleteKgenomeKsequenceKofKtatenulisporaKacidiphilaKtypeKstrainKSzuKbdjjaiTYKStandardseine
GenomiceSciencesWK2009WKbWKbbjXcf 19

66 tompleteKgenomeKsequenceKofKôeptotrichiaKbuccalisKtypeKstrainKStXbabdXbTYKStandardseineGenomice
SciencesWK2009WKbWKbcgXdc 17

65 tompleteKgenomeKsequenceKofKSaccharomonosporaKviridisKtypeKstrainKSPbabTYKStandardseineGenomice
SciencesWK2009WKbWKbebXj 21

64 tompleteKgenomeKsequenceKofKrctinosynnemaKmirumKtypeKstrainKSbabTYKStandardseineGenomice
SciencesWK2009WKbWKegXfd 32

63 tompleteKgenomeKsequenceKofKPedobacterKheparinusKtypeKstrainKSyzüKhgcXdTYKStandardseineGenomice
SciencesWK2009WKbWKfeXgc 19
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62 tompleteKgenomeKsequenceKofKyalogeometricumKborinquenseKtypeKstrainKSPRdTYKStandardseine
GenomiceSciencesWK2009WKbWKbfaXj 22

61 tompleteKgenomeKsequenceKofKrnaerococcusKprevotiiKtypeKstrainKSPtbTYKStandardseineGenomice
SciencesWK2009WKbWKbfjXgf 18

60 tompleteKgenomeKsequenceKofKrtopobiumKparvulumKtypeKstrainKSzPPKbcegTYKStandardseineGenomice
SciencesWK2009WKbWKbggXhd 21

59 tompleteKgenomeKsequenceKofKStaphylothermusKmarinusKStetterKandKwialaKbjigKtypeKstrainKwbYK
StandardseineGenomiceSciencesWK2009WKbWKbidXi 7

58 tompleteKgenomeKsequenceKofKvggerthellaKlentaKtypeKstrainKSzPPKVPzKacffTYKStandardseineGenomice
SciencesWK2009WKbWKbheXic 31

57 tompleteKgenomeKsequenceKofKüethanocorpusculumKlabreanumKtypeKstrainKZYKStandardseine
GenomiceSciencesWK2009WKbWKbjhXcad 26

56 tompleteKgenomeKsequenceKofKKangiellaKkoreensisKtypeKstrainKSSWXbcfTYKStandardseineGenomice
SciencesWK2009WKbWKccgXdd 10

55 tompleteKgenomeKsequenceKofKJonesiaKdenitrificansKtypeKstrainKSPrevotKffbdeTYKStandardseine
GenomiceSciencesWK2009WKbWKcgcXj 10

54 tompleteKgenomeKsequenceKofKyalomicrobiumKmukohataeiKtypeKstrainKSargXcTYKStandardseine
GenomiceSciencesWK2009WKbWKchaXh 30

53 tompleteKgenomeKsequenceKofKRhodothermusKmarinusKtypeKstrainKSRXbaTYKStandardseineGenomice
SciencesWK2009WKbWKcidXja 20

52 tompleteKgenomeKsequenceKofKStreptobacillusKmoniliformisKtypeKstrainKSjjabTYKStandardseine
GenomiceSciencesWK2009WKbWKdaaXh 16

51 tompleteKgenomeKsequenceKofKsrachybacteriumKfaeciumKtypeKstrainKSSchefferleKgXbaTYKStandardseine
GenomiceSciencesWK2009WKbWKdXbb 19

50 tompleteKgenomeKsequenceKofKPirellulaKstaleyiKtypeKstrainKSrTttKchdhhTYKStandardseineGenomice
SciencesWK2009WKbWKdaiXbg 26

49 tompleteKgenomeKsequenceKofKKytococcusKsedentariusKtypeKstrainKSfebTYKStandardseineGenomice
SciencesWK2009WKbWKbcXca 94

48 tompleteKgenomeKsequenceKofKuyadobacterKfermentansKtypeKstrainKSγSbbeTYKStandardseineGenomice
SciencesWK2009WKbWKbddXea 19

47 tompleteKgenomeKsequenceKofKThermanaerovibrioKacidaminovoransKtypeKstrainKSSuiidTYKStandardse
ineGenomiceSciencesWK2009WKbWKcfeXgb 19

46 tompleteKgenomeKsequenceKofKSlackiaKheliotrinireducensKtypeKstrainKSRySKbTYKStandardseineGenomice
SciencesWK2009WKbWKcdeXeb 16

45 tompleteKgenomeKsequenceKofKuesulfotomaculumKacetoxidansKtypeKstrainKSffhfTYKStandardseine
GenomiceSciencesWK2009WKbWKcecXfd 33
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44 tompleteKgenomeKsequenceKofKStackebrandtiaKnassauensisKtypeKstrainKSôôRXeaKXcbTYKStandardseine
GenomiceSciencesWK2009WKbWKcdeXeb 16

43 ôocalizedKplasticityKinKtheKstreamlinedKgenomesKofKvinylKchlorideKrespiringKuehalococcoidesYKPLoSe
GeneticsWK2009WKfWKebaaahbe 6 135

42 xenomicKcharacterizationKofKmethanomicrobialesKrevealsKthreeKclassesKofKmethanogensYKPLoSeONEWK
2009WKeWKefhjh 3.7 85

41 yighXresolutionKmetagenomicsKtargetsKspecificKfunctionalKtypesKinKcomplexKmicrobialKcommunitiesYK
NatureeBiotechnologyWK2008WKcgWKbacjXde 44.5 226

40 vxtendingKtheKsacillusKcereusKgroupKgenomicsKtoKputativeKfoodXborneKpathogensKofKdifferentK
toxicityYKChemicosBiologicaleInteractionsWK2008WKbhbWKcdgXej 5 128

39 rKgenomicKanalysisKofKtheKarchaealKsystemKzgnicoccusKhospitalisXγanoarchaeumKequitansYKGenomee
BiologyWK2008WKjWKRbfi 18.3 92

38 rKbioinformaticianRsKguideKtoKmetagenomicsYKMicrobiologyeandeMoleculareBiologyeReviewsWK2008WKhcWK
ffhXhiWKTableKofKtontents 13.2 292

37 TheKgeneticallyKremoteKpathogenicKstrainKγVydjbXjiKofKtheKsacillusKcereusKgroupKisKrepresentativeK
ofKaKclusterKofKthermophilicKstrainsYKAppliedeandeEnvironmentaleMicrobiologyWK2008WKheWKbchgXia 4.8 38

36 rKkorarchaealKgenomeKrevealsKinsightsKintoKtheKevolutionKofKtheKrrchaeaYKProceedingseofethee
NationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaWK2008WKbafWKibacXh 11.5 214

35 xenomeKofKtheKepsilonproteobacterialKchemolithoautotrophKSulfurimonasKdenitrificansYKAppliede
andeEnvironmentaleMicrobiologyWK2008WKheWKbbefXfg 4.8 191

34 xenomeKsequenceKofKThermofilumKpendensKrevealsKanKexceptionalKlossKofKbiosyntheticKpathwaysK
withoutKgenomeKreductionYKJournaleofeBacteriologyWK2008WKbjaWKcjfhXgf 3.5 49

33 vnvironmentalKgenomicsKrevealsKaKsingleXspeciesKecosystemKdeepKwithinKvarthYKScienceWK2008WKdccWKchfXi33.3 344

32
xenomeKsequencingKrevealsKcomplexKsecondaryKmetabolomeKinKtheKmarineKactinomyceteK
SalinisporaKtropicaYKProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaWK
2007WKbaeWKbadhgXib

11.5 443

31 UseKofKsimulatedKdataKsetsKtoKevaluateKtheKfidelityKofKmetagenomicKprocessingKmethodsYKNaturee
MethodsWK2007WKeWKejfXfaa 21.6 257

30 xenomeKcharacteristicsKofKfacultativelyKsymbioticKwrankiaKspYKstrainsKreflectKhostKrangeKandKhostK
plantKbiogeographyYKGenomeeResearchWK2007WKbhWKhXbf 9.7 296

29 xenomeKsequenceKandKanalysisKofKtheKsoilKcellulolyticKactinomyceteKThermobifidaKfuscaKYXYKJournale
ofeBacteriologyWK2007WKbijWKcehhXig 3.5 167

28 PatternsKandKimplicationsKofKgeneKgainKandKlossKinKtheKevolutionKofKProchlorococcusYKPLoSeGeneticsWK
2007WKdWKecdb 6 397

27 xenomeKofKüethylobacillusKflagellatusWKmolecularKbasisKforKobligateKmethylotrophyWKandK
polyphyleticKoriginKofKmethylotrophyYKJournaleofeBacteriologyWK2007WKbijWKeacaXh 3.5 83
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26
TheKüethanosarcinaKbarkeriKxenomekKtomparativeKrnalysisKwithKüethanosarcinaKacetivoransKandK
üethanosarcinaKmazeiKRevealsKvxtensiveKRearrangementKwithinKüethanosarcinalKxenomesYKJournale
ofeBacteriologyWK2007WKbijWKbeiiXbeii

3.5 2

25 ueinococcusKgeothermaliskKtheKpoolKofKextremeKradiationKresistanceKgenesKshrinksYKPLoSeONEWK2007WK
cWKejff 3.7 179

24 TheKgenomeKofKdeepXseaKventKchemolithoautotrophKThiomicrospiraKcrunogenaKXtôXcYKPLoSeBiologyWK
2006WKeWKedid 9.7 112

23 ôivingKwithKgenomeKinstabilitykKtheKadaptationKofKphytoplasmasKtoKdiverseKenvironmentsKofKtheirK
insectKandKplantKhostsYKJournaleofeBacteriologyWK2006WKbiiWKdgicXjg 3.5 284

22 wacileKrecoveryKofKindividualKhighXmolecularXweightWKlowXcopyXnumberKnaturalKplasmidsKforKgenomicK
sequencingYKAppliedeandeEnvironmentaleMicrobiologyWK2006WKhcWKeijjXjag 4.8 39

21
TheKüethanosarcinaKbarkeriKgenomekKcomparativeKanalysisKwithKüethanosarcinaKacetivoransKandK
üethanosarcinaKmazeiKrevealsKextensiveKrearrangementKwithinKmethanosarcinalKgenomesYKJournale
ofeBacteriologyWK2006WKbiiWKhjccXdb

3.5 136

20 tomparativeKgenomeKanalysisKofKsacillusKcereusKgroupKgenomesKwithKsacillusKsubtilisYKFEMSe
MicrobiologyeLettersWK2005WKcfaWKbhfXie 2.9 64

19 wishingKforKbiodiversitykKnovelKmethanopterinXlinkedKtKtransferKgenesKdeducedKfromKtheKSargassoK
SeaKmetagenomeYKEnvironmentaleMicrobiologyWK2005WKhWKbjajXbg 5.2 7

18 yowKtoKbeKmoderatelyKhalophilicKwithKbroadKsaltKtolerancekKcluesKfromKtheKgenomeKofK
thromohalobacterKsalexigensYKExtremophilesWK2005WKjWKchfXj 3 60

17 TheKWolbachiaKgenomeKofKsrugiaKmalayikKendosymbiontKevolutionKwithinKaKhumanKpathogenicK
nematodeYKPLoSeBiologyWK2005WKdWKebcb 9.7 452

16 WholeXgenomeKshotgunKopticalKmappingKofKRhodospirillumKrubrumYKAppliedeandeEnvironmentale
MicrobiologyWK2005WKhbWKffbbXcc 4.8 59

15
tomparisonKofKtheKcompleteKgenomeKsequencesKofKPseudomonasKsyringaeKpvYKsyringaeKshciaKandK
pvYKtomatoKutdaaaYKProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaWK
2005WKbacWKbbageXj

11.5 354

14 WhatKWeKtanKueduceKaboutKüetabolismKinKtheKüoderateKyalophileKthromohalobacterKSalexigensK
fromKitsKxenomicKSequenceK2005WKcghXcif 4

13 TheKenigmaticKplanctomycetesKmayKholdKaKkeyKtoKtheKoriginsKofKmethanogenesisKandK
methylotrophyYKMoleculareBiologyeandeEvolutionWK2004WKcbWKbcdeXeb 8.3 106

12 tompleteKsequenceKandKcomparativeKgenomeKanalysisKofKtheKdairyKbacteriumKStreptococcusK
thermophilusYKNatureeBiotechnologyWK2004WKccWKbffeXi 44.5 397

11 tompleteKgenomeKsequenceKofKtheKindustrialKbacteriumKsacillusKlicheniformisKandKcomparisonsK
withKcloselyKrelatedKsacillusKspeciesYKGenomeeBiologyWK2004WKfWKRhh 18.3 261

10 xenomeKsequenceKofKsacillusKcereusKandKcomparativeKanalysisKwithKsacillusKanthracisYKNatureWK2003WK
ecdWKihXjb 50.4 670

9 üethylotrophyKinKüethylobacteriumKextorquensKrübKfromKaKgenomicKpointKofKviewYKJournaleofe
BacteriologyWK2003WKbifWKcjiaXh 3.5 223
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8 xenomeKanalysisKofKwYKnucleatumKsubKsppKvincentiiKandKitsKcomparisonKwithKtheKgenomeKofKwYK
nucleatumKrTttKcffigYKGenomeeResearchWK2003WKbdWKbbiaXj 9.7 67

7 toXlinearKscaffoldKofKtheKsacillusKlicheniformisKandKsacillusKsubtilisKgenomesKandKitsKuseKtoKcompareK
theirKcompetenceKgenesYKFEMSeMicrobiologyeLettersWK2002WKcajWKcdXda 2.9 23

6 TheKRhodobacterKcapsulatusKgenomeYKPhotosynthesiseResearchWK2001WKhaWKedXfc 3.7 32

5 UseKofKaKdualXoriginKtemperatureXcontrolledKamplifiableKrepliconKforKoptimizationKofKhumanK
interleukinXbKbetaKsynthesisKinKvscherichiaKcoliYKGeneWK1991WKjhWKcfjXgg 3.8 8

4 TxrTxKvectorkKaKnewKexpressionKsystemKforKclonedKforeignKgenesKinKvscherichiaKcoliKcellsYKGeneWK
1990WKiiWKbcbXg 3.8 14

3 plasmidSPrdeskKrssemblingKPlasmidsKfromKWholeKxenomeKSequencingKuata 16

2 vxtendingKrnaSPrdesKfunctionalityKforKhybridKtranscriptomeKassembly 1

1 rnaSPrdeskKaKdeKnovoKtranscriptomeKassemblerKandKitsKapplicationKtoKRγrXSeqKdata 13

List of Publications

21


