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i Paper IF Citations

147 weneticJanalysisJofJsixteenJautosomalJST®JlociJinJthreeJTunisianJpopulationsJfromJ“aktharVJ”abeulJ
andJSousseXXJAnnalsgofgHumangBiologyVJ2022VJaWbb 1.7 1

146 TestingJtheJyonJqmpliSeqâ�¢JxytJYWS”™J®esearchJ™anelJvaJforJperformanceJandJresolutionJinJ
admixedJSouthJqmericansJofJhaplogroupJ XXJForensicgSciencegInternational:gGeneticsVJ2022VJeiVJaZbgZh 4.3 0

145 ™redictionJofJuyeJsolourJinJScandinaviansJUsingJtheJuyesolourJaaJRusaaSJS”™JSetXJGenesVJ2021VJabVJ 4.2 4

144 vorensicJapplicationJandJgeneticJdiversityJofJbaJautosomalJST®JlociJinJfiveJmajorJpopulationJgroupsJ
ofJ™akistanXJInternationalgJournalgofgLegalgMedicineVJ2021VJaceVJggeWggg 3.1 2

143
uvaluationJofJaJcustomJwene®eadâ�¢JmassivelyJparallelJsequencingJassayJwithJbaZJancestryJ
informativeJS”™sJusingJtheJyonJSeâ�¢JandJ“iSeqJplatformsXJForensicgSciencegInternational:gGeneticsVJ
2021VJeZVJaZbdaa

4.3 2

142
weneJexpressionsJinJcerebralJpalsyJsubjectsJrevealJstructuralJandJfunctionalJchangesJinJtheJ
gastrocnemiusJmuscleJthatJareJcloselyJassociatedJwithJpassiveJmuscleJstiffnessXJCellgandgTissueg
ResearchVJ2021VJchdVJeacWebf

4.2 2

141 SkinJpigmentationJandJgeneticJvariantsJinJanJadmixedJrrazilianJpopulationJofJprimarilyJuuropeanJ
ancestryXJInternationalgJournalgofgLegalgMedicineVJ2020VJacdVJaefiWaegi 3.1 2

140 tevelopmentJofJanJautomatedJqmpliSeqâ�¢JlibraryJbuildingJworkflowJforJbiologicalJstainJsamplesJonJ
theJriomekJcZZZXJBioTechniquesVJ2020VJfhVJcdbWcdd 2.5 2

139 ST®in”wSJvbXZjJymprovedJtoolJforJanalysisJandJreportingJofJST®JsequencingJdataXJForensicgScienceg
International:gGeneticsVJ2020VJdhVJaZbcca 4.3 3

138
qncestryJpredictionJefficiencyJofJtheJsoftwareJwenoweographerJusingJaJzWscoreJmethodJandJtheJ
ancestryJinformativeJmarkersJinJtheJ™recisionJytJqncestryJ™anelXJForensicgSciencegInternational:g
GeneticsVJ2020VJddVJaZbaed

4.3 10

137 qssociationJbetweenJbrownJeyeJcolourJinJrsabiachcbjwwJindividualsJandJS”™sJinJTY®VJTY®™aVJandJ
SLsbdqdXJPLoSgONEVJ2020VJaeVJeZbciaca 3.7 5

136 SequencingJofJhumanJidentificationJmarkersJinJanJUyghurJpopulationJusingJtheJ“iSeqJvwxT“J
vorensicJwenomicsJSystemXJForensicgSciencesgResearchVJ2020VJaWi 3.6 1

135 uvaluationJofJtheJ™recisionJofJqncestryJynferencesJinJSouthJqmericanJqdmixedJ™opulationsXJ
FrontiersgingGeneticsVJ2020VJaaVJiff 4.5 1

134 qnalysisJofJUyghurJandJKazakhJpopulationsJusingJtheJ™recisionJytJqncestryJ™anelXJForensicgScienceg
International:gGeneticsVJ2019VJdcVJaZbadd 4.3 6

133 qnalysisJofJafJautosomalJST®JlociJinJUyghurJandJKazakhJpopulationsJfromJXinjiangVJshinaXJForensicg
SciencegInternational:gGeneticsVJ2019VJdZVJebfbWebfc 4.3 3

132 TheJtanishJST®JsequenceJdatabasejJduplicateJtypingJofJcfcJtanesJwithJtheJvorenSeqâ�¢Jt”qJ
SignatureJ™repJKitXJInternationalgJournalgofgLegalgMedicineVJ2019VJaccVJcbeWccd 3.1 21

131 tevelopmentJandJvalidationJofJtheJuU®–v–®wu”J”q“uJR”orthJqfricanJandJ“iddleJuasternSJ
ancestryJpanelXJForensicgSciencegInternational:gGeneticsVJ2019VJdbVJbfZWbfg 4.3 20
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130
”onWinvasiveJprenatalJpaternityJtestingJusingJaJstandardJforensicJgeneticJmassivelyJparallelJ
sequencingJassayJforJamplificationJofJhumanJidentificationJS”™sXJInternationalgJournalgofgLegalg
MedicineVJ2019VJaccVJacfaWacfh

3.1 4

129 ™erceptionJofJblueJandJbrownJeyeJcoloursJforJforensicJt”qJphenotypingXJForensicgScienceg
International:gGeneticsgSupplementgSeriesVJ2019VJgVJdgfWdgg 0.5 7

128 wu”uTysJ™–®T®qyTJ–vJTxuJ™U”zqryJ™–™ULqTy–”Jv®–“J™qKySTq”JUSy”wJTxuJ™®usySy–”JytJ
q”suST®YJ™q”uLXJForensicgSciencegInternational:gGeneticsgSupplementgSeriesVJ2019VJgVJhgWhi 0.5

127
TheJuU®–v–®wu”J”q“uJqmpliseqâ�¢JcustomJpaneljJqJsecondJtierJpanelJdevelopedJforJ
differentiationJofJindividualsJfromJtheJ“iddleJuastY”orthJqfricaXJForensicgSciencegInternational:g
GeneticsgSupplementgSeriesVJ2019VJgVJhdfWhdh

0.5 3

126 ™resentationJofJtheJxumanJ™igmentationJRxu™iSJqmpliSeqâ�¢JcustomJpanelXJForensicgScienceg
International:gGeneticsgSupplementgSeriesVJ2019VJgVJdghWdgi 0.5 2

125 –ptimizationJofJtheJcollectionJandJanalysisJofJtouchJt”qJtracesXJForensicgSciencegInternational:g
GeneticsgSupplementgSeriesVJ2019VJgVJihWii 0.5 6

124
SequenceJvariantsJinJmuscleJtissueWrelatedJgenesJmayJdetermineJtheJseverityJofJmuscleJ
contracturesJinJcerebralJpalsyXJAmericangJournalgofgMedicalgGeneticsgPartgB:gNeuropsychiatricg
GeneticsVJ2019VJahZVJabWbd

3.5 3

123  uantificationJofJmassivelyJparallelJsequencingJlibrariesJWJaJcomparativeJstudyJofJeightJmethodsXJ
ScientificgReportsVJ2018VJhVJaaaZ 4.9 17

122 qnalysisJofJmainlandJzapaneseJandJ–kinawanJzapaneseJpopulationsJusingJtheJprecisionJytJqncestryJ
™anelXJForensicgSciencegInternational:gGeneticsVJ2018VJccVJaZfWaZi 4.3 11

121 SequencingJofJbcaJforensicJgeneticJmarkersJusingJtheJ“iSeqJvwxâ�¢JforensicJgenomicsJsystem´ W´ anJ
evaluationJofJtheJassayJandJsoftwareXJForensicgSciencesgResearchVJ2018VJcVJaaaWabc 3.6 25

120 SequencingJofJmitochondrialJgenomesJusingJtheJ™recisionJytJmtt”qJWholeJwenomeJ™anelXJ
ElectrophoresisVJ2018VJciVJbgffWbgge 3.6 18

119 “odellingJallelicJdropWoutsJinJST®JsequencingJdataJgeneratedJbyJ“™SXJForensicgScienceg
International:gGeneticsVJ2018VJcgVJfWab 4.3 3

118 uvaluationJofJtheJ™recisionJytJqncestryJ™anelJforJcrimeJcaseJworkjJqJS”™JtypingJassayJdevelopedJ
forJtypingJofJafeJancestralJinformativeJmarkersXJForensicgSciencegInternational:gGeneticsVJ2017VJbhVJachWade4.3 58

117 UseJofJ”extWwenerationJSequencingJinJvorensicJweneticsJ2017VJaWi

116 somparisonJofJmanualJandJautomatedJqmpliSeqâ�¢JworkflowsJinJtheJtypingJofJaJSomaliJpopulationJ
withJtheJ™recisionJytJydentityJ™anelXJForensicgSciencegInternational:gGeneticsVJ2017VJcaVJaahWabe 4.3 17

115 TypingJofJtwoJ“iddleJuasternJpopulationsJwithJtheJ™recisionJytJqncestryJ™anelXJForensicgScienceg
International:gGeneticsgSupplementgSeriesVJ2017VJfVJecZaWecZb 0.5 8

114 qnalysisJofJafJautosomalJST®JlociJinJUyghurJandJKazakhJpopulationsJfromJXinjiangVJshinaXJForensicg
SciencegInternational:gGeneticsgSupplementgSeriesVJ2017VJfVJeecgWeech 0.5

113 tecreaseJt”qJcontaminationJinJtheJlaboratoriesXJForensicgSciencegInternational:gGeneticsg
SupplementgSeriesVJ2017VJfVJeeggWeegh 0.5 13

(2017-2019)
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112 ®eproducibilityJofJmethylatedJspwJtypingJwithJtheJylluminaJ“iSeqXJForensicgSciencegInternational:g
GeneticsgSupplementgSeriesVJ2017VJfVJedcZWedcb 0.5

111 qnalysisJofJancestryJinformativeJmarkersJinJthreeJmainJethnicJgroupsJfromJucuadorJsupportsJaJ
trihybridJoriginJofJucuadoriansXJForensicgSciencegInternational:gGeneticsVJ2017VJcaVJbiWcc 4.3 30

110 qJcollaborativeJut”q™JexerciseJonJS”a™shotâ�¢WbasedJmtt”qJcontrolJregionJtypingXJForensicg
SciencegInternational:gGeneticsVJ2017VJbfVJggWhd 4.3 3

109 uvaluationJofJtheJi™LuX´fiJqt“uJ™wxJ™roJ™anelJandJalleleJfrequenciesJofJpharmacogeneticJmarkersJ
inJtanesXJClinicalgBiochemistryVJ2016VJdiVJabiiWacZa 3.5 8

108 qJstudyJofJtheJpeoplingJofJwreenlandJusingJnextJgenerationJsequencingJofJcompleteJmitochondrialJ
genomesXJAmericangJournalgofgPhysicalgAnthropologyVJ2016VJafaVJfihWgZd 2.5 10

107 yS–JagZbeJvalidationJofJaJnextWgenerationJsequencingJassayJforJrelationshipJtestingXJElectrophoresis
VJ2016VJcgVJbhbbWbhca 3.6 35

106
ynterWlaboratoryJevaluationJofJtheJuU®–v–®wu”JwlobalJancestryWinformativeJS”™JpanelJbyJ
massivelyJparallelJsequencingJusingJtheJyonJ™w“â�¢XJForensicgSciencegInternational:gGeneticsVJ2016VJ
bcVJaghWahi

4.3 38

105
yntroductionJofJtheJ™ythonJscriptJST®in”wSJforJanalysisJofJST®JregionsJinJvqST JorJrq“JfilesJandJ
expansionJofJtheJtanishJST®JsequenceJdatabaseJtoJaaJST®sXJForensicgSciencegInternational:gGeneticsVJ
2016VJbaVJfhWge

4.3 29

104 ™igmentaryJ“arkersJinJtanesWWqssociationsJwithJ uantitativeJSkinJsolourVJ”eviJsountVJvamilialJ
qtypicalJ“ultipleW“oleVJandJ“elanomaJSyndromeXJPLoSgONEVJ2016VJaaVJeZaeZcha 3.7 5

103 xighWthroughputJsequencingJofJforensicJgeneticJsamplesJusingJpunchesJofJvTqJcardsJwithJbuccalJ
swabsXJBioTechniquesVJ2016VJfaVJadiWea 2.5 19

102
ThirtyJautosomalJinsertionWdeletionJpolymorphismsJanalyzedJusingJtheJynvestigatorJty™plexJKitJinJ
populationsJfromJyraqVJLithuaniaVJSloveniaVJandJTurkeyXJForensicgSciencegInternational:gGeneticsVJ2016
VJbeVJadbWadd

4.3 10

101 vrequenciesJofJxytWionJampliseqJancestryJpanelJmarkersJamongJgreenlandersXJForensicgScienceg
International:gGeneticsVJ2016VJbdVJfZWfd 4.3 22

100 ymportanceJofJnonsynonymousJ–sqbJvariantsJinJhumanJeyeJcolorJpredictionXJMoleculargGeneticsg
oamp;gGenomicgMedicineVJ2016VJdVJdbZWcZ 2.3 21

99 vorensicJancestryJanalysisJwithJtwoJcapillaryJelectrophoresisJancestryJinformativeJmarkerJRqy“SJ
panelsjJ®esultsJofJaJcollaborativeJut”q™JexerciseXJForensicgSciencegInternational:gGeneticsVJ2015VJaiVJefWfg4.3 18

98 ™opulationJandJforensicJdataJforJthreeJsetsJofJforensicJgeneticJmarkersJinJfourJethnicJgroupsJfromJ
yranjJ™ersiansVJLursVJKurdsJandJqzerisXJForensicgSciencegInternational:gGeneticsVJ2015VJagVJdcWdf 4.3 15

97 uvaluationJofJtheJpredictiveJcapacityJofJt”qJvariantsJassociatedJwithJstraightJhairJinJuuropeansXJ
ForensicgSciencegInternational:gGeneticsVJ2015VJaiVJbhZWbhh 4.3 26

96 TemplateJpreparationJofJqmpliSeqâ�¢JlibrariesJusingJtheJyonJshefâ�¢XJForensicgSciencegInternational:g
GeneticsgSupplementgSeriesVJ2015VJeVJecfhWecfi 0.5 2

95 somparisonJofJtechniquesJforJquantificationJofJnextWgenerationJsequencingJlibrariesXJForensicg
SciencegInternational:gGeneticsgSupplementgSeriesVJ2015VJeVJebgfWebgh 0.5 6
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94 SecondWgenerationJsequencingJofJforensicJST®sJusingJtheJyonJTorrentâ�¢JxytJST®JaZWplexJandJtheJyonJ
™w“â�¢XJForensicgSciencegInternational:gGeneticsVJ2015VJadVJacbWdZ 4.3 88

93 TypingJofJaaaJancestryJinformativeJmarkersJinJanJqlbanianJpopulationXJForensicgScienceg
International:gGeneticsgSupplementgSeriesVJ2015VJeVJeabdWeabe 0.5

92 ™eoplingJofJtheJ”orthJsircumpolarJ®egionWWinsightsJfromJYJchromosomeJST®JandJS”™JtypingJofJ
wreenlandersXJPLoSgONEVJ2015VJaZVJeZaafegc 3.7 13

91 uvaluationJofJt”qJvariantsJassociatedJwithJandrogeneticJalopeciaJandJtheirJpotentialJtoJpredictJ
maleJpatternJbaldnessXJPLoSgONEVJ2015VJaZVJeZabgheb 3.7 34

90 vorensicJandJpopulationJgeneticJanalysesJofJtanesVJwreenlandersJandJSomalisJtypedJwithJtheJ
Yfiler´fiJ™lusJ™s®JamplificationJkitXJForensicgSciencegInternational:gGeneticsVJ2015VJafVJbcbWbcf 4.3 43

89 TestingJofJtheJylluminaJ´fiJvorenSeqâ�¢JkitXJForensicgSciencegInternational:gGeneticsgSupplementgSeriesVJ
2015VJeVJeddiWedeZ 0.5 8

88 ”extJgenerationJsequencingJandJitsJapplicationsJinJforensicJgeneticsXJForensicgSciencegInternational:g
GeneticsVJ2015VJahVJghWhi 4.3 249

87 ®esultsJforJfiveJsetsJofJforensicJgeneticJmarkersJstudiedJinJaJwreekJpopulationJsampleXJForensicg
SciencegInternational:gGeneticsVJ2015VJafVJacbWacg 4.3 18

86 ruildingJaJforensicJancestryJpanelJfromJtheJgroundJupjJTheJuU®–v–®wu”JwlobalJqy“WS”™JsetXJ
ForensicgSciencegInternational:gGeneticsVJ2014VJaaVJacWbe 4.3 82

85 sharacterizationJofJmutationsJandJsequenceJvariantsJinJtheJtbaSaaJlocusJbyJnextJgenerationJ
sequencingXJForensicgSciencegInternational:gGeneticsVJ2014VJhVJfhWgb 4.3 60

84 TheJeffectJofJgenderJonJeyeJcolourJvariationJinJuuropeanJpopulationsJandJanJevaluationJofJtheJ
yris™lexJpredictionJmodelXJForensicgSciencegInternational:gGeneticsVJ2014VJaaVJaWf 4.3 25

83 uvaluationJofJtheJyonJTorrentâ�¢JxytJS”™JafiWplexjJqJS”™JtypingJassayJdevelopedJforJhumanJ
identificationJbyJsecondJgenerationJsequencingXJForensicgSciencegInternational:gGeneticsVJ2014VJabVJaddWed4.3 79

82 SecondJgenerationJsequencingJofJthreeJST®sJtcSacehVJtabSciaJandJtbaSaaJinJtanesJandJaJnewJ
nomenclatureJforJsequencedJST®JallelesXJForensicgSciencegInternational:gGeneticsVJ2014VJabVJchWda 4.3 67

81 SingleJ”ucleotideJ™olymorphismJ2014VJaWah 4

80 ”extWgenerationJsequencingJofJmultipleJindividualsJperJbarcodedJlibraryJbyJdeconvolutionJofJ
sequencedJampliconsJusingJendonucleaseJfragmentJanalysisXJBioTechniquesVJ2014VJegVJiaWd 2.5 5

79 ”onWuniformJphenotypingJofJtabSciaJresolvedJbyJsecondJgenerationJsequencingXJForensicgScienceg
International:gGeneticsVJ2014VJhVJaieWi 4.3 34

78 weneticJanalysesJofJtheJhumanJeyeJcoloursJusingJaJnovelJobjectiveJmethodJforJeyeJcolourJ
classificationXJForensicgSciencegInternational:gGeneticsVJ2013VJgVJeZhWae 4.3 25

77 sharacterizationJofJsequenceJvariationsJinJtheJtbaSaaJlocusJinJtanesVJSomalisJandJwreenlandersJbyJ
secondJgenerationJsequencingXJForensicgSciencegInternational:gGeneticsgSupplementgSeriesVJ2013VJdVJecZbWecZc0.5 5

(2013-2015)
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76 qssessingJtheJpotentialJapplicationJofJXWchromosomalJhaploblocksJinJpopulationJgeneticsJandJ
forensicJstudiesXJForensicgSciencegInternational:gGeneticsgSupplementgSeriesVJ2013VJdVJeiWeaZ 0.5 1

75 tistributionJofJYJchromosomeJhaplogroupJ JinJwreenlandersXJForensicgSciencegInternational:g
GeneticsgSupplementgSeriesVJ2013VJdVJebbZWebba 0.5 2

74 vorensicJgeneticJS”™JtypingJofJlowWtemplateJt”qJandJhighlyJdegradedJt”qJfromJcrimeJcaseJ
samplesXJForensicgSciencegInternational:gGeneticsVJ2013VJgVJcdeWeb 4.3 41

73 qnalysisJofJdiJautosomalJS”™sJinJthreeJethnicJgroupsJfromJyranjJ™ersiansVJLursJandJKurdsXJForensicg
SciencegInternational:gGeneticsVJ2013VJgVJdgaWc 4.3 6

72 TheJgeneticsJofJeyeJcoloursJinJanJytalianJpopulationJmeasuredJwithJanJobjectiveJmethodJforJeyeJ
colourJquantificationXJForensicgSciencegInternational:gGeneticsgSupplementgSeriesVJ2013VJdVJebcWebd 0.5 1

71 qnalysisJofJdiJautosomalJS”™sJinJanJyraqiJpopulationXJForensicgSciencegInternational:gGeneticsVJ2013VJ
gVJaihWi 4.3 6

70
tevelopmentJandJoptimisationJofJfiveJmultiplexJassaysJwithJaaeJofJtheJqy“JS”™sJfromJtheJ
uU®–v–®wu”Jqy“sJsetJonJtheJSequenom´fiJ“assq®®qY´fiJsystemXJForensicgSciencegInternational:g
GeneticsgSupplementgSeriesVJ2013VJdVJeahbWeahc

0.5

69 tropWoutJprobabilitiesJofJyris™lexJS”™JallelesXJForensicgSciencegInternational:gGeneticsgSupplementg
SeriesVJ2013VJdVJebchWebci 0.5

68 sharacterizationJofJmutationsJandJsequenceJvariationsJinJcomplexJST®JlociJbyJsecondJgenerationJ
sequencingXJForensicgSciencegInternational:gGeneticsgSupplementgSeriesVJ2013VJdVJebahWebai 0.5 15

67
uvaluationJofJtheJi™LuX´fiJSampleJytJ™lusJ™anelJdesignedJforJtheJSequenomJ“assq®®qY´fiJsystemXJqJ
S”™JtypingJassayJdevelopedJforJhumanJidentificationJandJsampleJtrackingJbasedJonJtheJS”™forytJ
panelXJForensicgSciencegInternational:gGeneticsVJ2013VJgVJdhbWg

4.3 41

66 UnderstandingJgeographicJoriginsJandJhistoryJofJadmixtureJamongJchimpanzeesJinJuuropeanJzoosVJ
withJimplicationsJforJfutureJbreedingJprogrammesXJHeredityVJ2013VJaaZVJehfWic 3.6 27

65 uvaluationJofJfourJautomatedJprotocolsJforJextractionJofJt”qJfromJvTqJcardsXJJournalgofgtheg
AssociationgforgLaboratorygAutomationVJ2013VJahVJdZdWaZ 19

64 WhatJwenesJTellJaboutJyrisJqppearanceXJLecturegNotesgingComputergScienceVJ2013VJbddWbec 0.9 1

63 TypingJofJdiJautosomalJS”™sJbyJsingleJbaseJextensionJandJcapillaryJelectrophoresisJforJforensicJ
geneticJtestingXJMethodsgingMoleculargBiologyVJ2012VJhcZVJhgWaZg 1.4 5

62 TypingJofJcZJinsertionYdeletionsJinJtanesJusingJtheJfirstJcommercialJindelJkitWW“entype´fiJty™plexXJ
ForensicgSciencegInternational:gGeneticsVJ2012VJfVJegbWd 4.3 58

61 riomekJcZZZjJtheJworkhorseJinJanJautomatedJaccreditedJforensicJgeneticJlaboratoryXJJournalgofgtheg
AssociationgforgLaboratorygAutomationVJ2012VJagVJcghWhf 4

60 ®einvestigationsJofJsixJunusualJpaternityJcasesJbyJtypingJofJautosomalJsingleWnucleotideJ
polymorphismsXJTransfusionVJ2012VJebVJdbeWcZ 2.9 12

59 KinshipJqnalysisJwithJtiallelicJS”™sJWJuxperiencesJwithJtheJS”™forytJ“ultiplexJinJanJyS–agZbeJ
qccreditatedJLaboratoryXJTransfusiongMedicinegandgHemotherapyVJ2012VJciVJaieWbZa 4.2 23
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58 qJdhWplexJautosomalJS”™Jwen™lexâ�¢JassayJforJhumanJindividualizationJandJrelationshipJtestingXJ
MethodsgingMoleculargBiologyVJ2012VJhcZVJgcWhe 1.4

57 weneticJvariantsJandJskinJcolourJinJtanesXJForensicgSciencegInternational:gGeneticsgSupplementgSeriesVJ
2011VJcVJeaecWeaed 0.5 2

56 SequencesJofJmicrovariantYâ��offWladderâ��JST®JallelesXJForensicgSciencegInternational:gGeneticsg
SupplementgSeriesVJ2011VJcVJebZdWebZe 0.5 4

55 “utationsJandYorJcloseJrelativesoJSixJcaseJworkJexamplesJwhereJdiJautosomalJS”™sJwereJusedJasJ
supplementaryJmarkersXJForensicgSciencegInternational:gGeneticsVJ2011VJeVJbcfWda 4.3 44

54 qutosomalJS”™JtypingJofJforensicJsamplesJwithJtheJwen™lexâ�¢JxytJSystemjJresultsJofJaJ
collaborativeJstudyXJForensicgSciencegInternational:gGeneticsVJ2011VJeVJcfiWge 4.3 16

53 S”™JtypingJofJtheJreferenceJmaterialsJS®“JbciabJaWaZVJKefbVJXYaVJXXgdVJandJZZgJwithJtheJ
S”™forytJmultiplexXJForensicgSciencegInternational:gGeneticsVJ2011VJeVJehaWb 4.3 7

52 vrequenciesJofJccJcodingJregionJmitochondrialJS”™sJinJaJtanishJandJaJTurkishJpopulationXJForensicg
SciencegInternational:gGeneticsVJ2011VJeVJeeiWfZ 4.3 3

51 TypingJofJqmerindianJKichwasJandJ“estizosJfromJucuadorJwithJtheJS”™forytJmultiplexXJForensicg
SciencegInternational:gGeneticsVJ2011VJeVJeaZeWg 4.3 11

50 xighWthroughputJsequencingJofJcoreJST®JlociJforJforensicJgeneticJinvestigationsJusingJtheJ®ocheJ
wenomeJSequencerJvLXJplatformXJBioTechniquesVJ2011VJeaVJabgWcc 2.5 85

49
ValidationJofJtheJqmpvlST®´fiJydentifiler´fiJtirectJ™s®JqmplificationJkitJinJaJlaboratoryJaccreditedJ
accordingJtoJtheJyS–agZbeJstandardXJForensicgSciencegInternational:gGeneticsgSupplementgSeriesVJ
2011VJcVJeafeWeaff

0.5 8

48 uyeJcolourJandJS”™sJinJtanesXJForensicgSciencegInternational:gGeneticsgSupplementgSeriesVJ2011VJcVJeaeaWeaeb0.5 1

47 S”™JtypingJofJcrimeJcaseJsamplesJwithJtheJS”™forytJmultiplexJassayXJForensicgSciencegInternational:g
GeneticsgSupplementgSeriesVJ2011VJcVJeiiWeaZZ 0.5

46 ymplementationJofJtheJS”™forytJmultiplexJonJtheJSequenom´fiJ“assq®®qY´fiJanalyzerJdJsystemXJ
ForensicgSciencegInternational:gGeneticsgSupplementgSeriesVJ2011VJcVJedifWedig 0.5

45 ®epeatedJextractionJofJt”qJfromJvTqJcardsXJForensicgSciencegInternational:gGeneticsgSupplementg
SeriesVJ2011VJcVJecdeWecdf 0.5 4

44 xumanJeyeJcolourJandJxu®sbVJ–sqbJandJ“qT™XJForensicgSciencegInternational:gGeneticsVJ2010VJdVJcbcWh 4.3 64

43 TypingJofJdiJautosomalJS”™sJbyJS”a™shotJinJtheJSlovenianJpopulationXJForensicgScienceg
International:gGeneticsVJ2010VJdVJeabeWg 4.3 8

42 vorensicJusefulnessJofJaJbeJXWchromosomeJsingleWnucleotideJpolymorphismJmarkerJsetXJTransfusion
VJ2010VJeZVJbbehWfe 2.9 22

41
ValidationJofJaJsingleJnucleotideJpolymorphismJRS”™SJtypingJassayJwithJdiJS”™sJforJforensicJ
geneticJtestingJinJaJlaboratoryJaccreditedJaccordingJtoJtheJyS–JagZbeJstandardXJForensicgScienceg
International:gGeneticsVJ2009VJdVJcdWdb

4.3 62

(2009-2012)
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40 sustomizingJaJcommercialJlaboratoryJinformationJmanagementJsystemJforJaJforensicJgeneticJ
laboratoryXJForensicgSciencegInternational:gGeneticsgSupplementgSeriesVJ2009VJbVJggWgi 0.5 2

39
SuccessfulJST®JandJS”™JtypingJofJvTqJsardJsamplesJwithJlowJamountsJofJt”qJafterJt”qJextractionJ
usingJaJ iagenJrio®obot´fiJuZaJWorkstationXJForensicgSciencegInternational:gGeneticsgSupplementg
SeriesVJ2009VJbVJhcWhd

0.5 9

38 S”™JtypingJofJforensicJsamplesJwithJtheJwen™lexâ�¢JxytJsystemjJqJcollaborativeJstudyXJForensicg
SciencegInternational:gGeneticsgSupplementgSeriesVJ2009VJbVJeZhWeZi 0.5 1

37 ydentificationJofJWestJuurasianJmitochondrialJhaplogroupsJbyJmtt”qJS”™JscreeningjJresultsJofJtheJ
bZZfWbZZgJut”q™JcollaborativeJexerciseXJForensicgSciencegInternational:gGeneticsVJ2008VJbVJfaWh 4.3 13

36 vorensicJtypingJofJautosomalJS”™sJwithJaJbiJS”™WmultiplexWWresultsJofJaJcollaborativeJut”q™J
exerciseXJForensicgSciencegInternational:gGeneticsVJ2008VJbVJagfWhc 4.3 53

35 ™erformanceJofJtheJS”™forytJebJS”™WplexJassayJinJpaternityJtestingXJForensicgSciencegInternational:g
GeneticsVJ2008VJbVJbibWcZZ 4.3 74

34 TypingJofJdhJautosomalJS”™sJandJamelogeninJwithJwen™lexJS”™JgenotypingJsystemJinJforensicJ
geneticsXJForensicgSciencegInternational:gGeneticsVJ2008VJcVJaWf 4.3 17

33 UtilityJofJXWchromosomeJS”™sJinJrelationshipJtestingXJForensicgSciencegInternational:gGeneticsg
SupplementgSeriesVJ2008VJaVJebhWecZ 0.5 2

32 qJeZJS”™WmultiplexJmassJspectrometryJassayJforJhumanJidentificationXJForensicgScienceg
International:gGeneticsgSupplementgSeriesVJ2008VJaVJdhgWdhi 0.5 2

31 qJmitochondrialJt”qJS”™JmultiplexJassigningJsaucasiansJintoJcfJhaploWJandJsubhaplogroupsXJ
ForensicgSciencegInternational:gGeneticsgSupplementgSeriesVJ2008VJaVJbhgWbhi 0.5 5

30 teterminationJofJcisYtransJphaseJofJvariationsJinJtheJ“sa®JgeneJwithJalleleWspecificJ™s®JandJsingleJ
baseJextensionXJElectrophoresisVJ2008VJbiVJdghZWg 3.6 10

29 “ultiplexJ™s®JwithJminisequencingJasJanJeffectiveJhighWthroughputJS”™JtypingJmethodJforJ
formalinWfixedJtissueXJElectrophoresisVJ2007VJbhVJbcfaWg 3.6 27

28
sarrierJfrequencyJofJaJnonsenseJmutationJinJtheJadenosineJdeaminaseJRqtqSJgeneJimpliesJaJhighJ
incidenceJofJqtqWdeficientJsevereJcombinedJimmunodeficiencyJRSsytSJinJSomaliaJandJaJsingleVJ
commonJhaplotypeJindicatesJcommonJancestryXJAnnalsgofgHumangGeneticsVJ2007VJgaVJccfWdg

2.2 36

27 qssociationsJbetweenJalphaUWthalassemiaJandJ™lasmodiumJfalciparumJmalarialJinfectionJinJ
northeasternJTanzaniaXJJournalgofgInfectiousgDiseasesVJ2007VJaifVJdeaWi 7 39

26 vorensicJvalidationJofJtheJS”™forytJebWplexJassayXJForensicgSciencegInternational:gGeneticsVJ2007VJaVJahfWiZ4.3 66

25 qJmultiplexJassayJwithJebJsingleJnucleotideJpolymorphismsJforJhumanJidentificationXJ
ElectrophoresisVJ2006VJbgVJagacWbd 3.6 395

24 somparisonJofJpaternityJindicesJbasedJonJtypingJofJaeJST®sVJgJV”T®sJandJebJS”™sJinJeZJtanishJ
motherâ��childâ��fatherJtriosXJInternationalgCongressgSeriesVJ2006VJabhhVJdcfWdch 1

23 SemiWautomaticJpreparationJofJbiologicalJdatabaseJsamplesJforJST®JtypingXJInternationalgCongressg
SeriesVJ2006VJabhhVJffcWffe 3
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22 qnalysisJofJbiJYWchromosomeJS”™sJinJaJsingleJmultiplexJusefulJtoJpredictJtheJgeographicJoriginJofJ
maleJlineagesXJInternationalgCongressgSeriesVJ2006VJabhhVJacWae 3

21 tevelopmentJofJaJmultiplexJ™s®JassayJdetectingJebJautosomalJS”™sXJInternationalgCongressgSeriesVJ
2006VJabhhVJfgWfi 4

20 weneticJscreeningJofJaeJS”™sJinJtheJ“sa®JgeneJinJrelationJtoJhairJcolourJinJtanesXJInternationalg
CongressgSeriesVJ2006VJabhhVJeeWeg 2

19 “ultipleJdisplacementJamplificationJofJbloodJandJsalivaJsamplesJplacedJonJvTq´fiJcardsXJ
InternationalgCongressgSeriesVJ2006VJabhhVJgafWgah

18 qpplicationJofJwholeJgenomeJamplificationJforJforensicJanalysisXJInternationalgCongressgSeriesVJ2006VJ
abhhVJgbeWgbg 8

17
TypingJofJmultipleJsingleWnucleotideJpolymorphismsJusingJribonucleaseJcleavageJofJt”qY®”qJ
chimericJsingleWbaseJextensionJprimersJandJdetectionJbyJ“qLtyWT–vJmassJspectrometryXJAnalyticalg
ChemistryVJ2005VJggVJebbiWce

7.8 23

16 S”™JtypingJonJtheJ”anoshipJelectronicJmicroarrayXJMethodsgingMoleculargBiologyVJ2005VJbigVJaeeWfh 1.4 8

15 TypingJofJYJchromosomeJS”™sJwithJmultiplexJ™s®JmethodsXJMethodsgingMoleculargBiologyVJ2005VJ
bigVJbZiWbh 1.4 24

14 xighJfrequenciesJofJYJchromosomeJlineagesJcharacterizedJbyJucbaVJtYSaiWaaVJtYScibWabJinJSomaliJ
malesXJEuropeangJournalgofgHumangGeneticsVJ2005VJacVJhefWff 5.3 39

13 yntroductionJofJanJsingleJnucleoditeJpolymorphismWbasedJL“ajorJYWchromosomeJhaplogroupJtypingJ
kitLJsuitableJforJpredictingJtheJgeographicalJoriginJofJmaleJlineagesXJElectrophoresisVJ2005VJbfVJddaaWbZ 3.6 70

12 “ultiplexJ™s®VJampliconJsizeJandJhybridizationJefficiencyJonJtheJ”anoshipJelectronicJmicroarrayXJ
InternationalgJournalgofgLegalgMedicineVJ2004VJaahVJgeWhb 3.1 12

11 tuplicationsJofJtheJYWchromosomeJspecificJlociJ™beJandJib®gJandJforensicJimplicationsXJForensicg
SciencegInternationalVJ2004VJadZVJbdaWeZ 2.6 22

10 “qLtyWT–vJmassJspectrometricJdetectionJofJmultiplexJsingleJbaseJextendedJprimersXJqJstudyJofJagJ
yWchromosomeJsingleWnucleotideJpolymorphismsXJAnalyticalgChemistryVJ2004VJgfVJfZciWde 7.8 30

9 “ultiplexJYJchromosomeJS”™JgenotypingJusingJ“qLtyWT–vJmassJspectrometryXJInternationalg
CongressgSeriesVJ2004VJabfaVJaeWag 2

8 S”™JandJST®JYJchromosomeJmarkersJinJtheJsanaryJyslandsJpopulationXJInternationalgCongressgSeriesVJ
2004VJabfaVJcbhWccZ

7 YJchromosomeJS”™JhaplogroupsJinJtanesVJwreenlandersJandJSomalisXJInternationalgCongressgSeriesVJ
2004VJabfaVJcdgWcdi 5

6 “ultiplexJ™s®JandJminisequencingJofJS”™sWWaJmodelJwithJceJYJchromosomeJS”™sXJForensicgScienceg
InternationalVJ2003VJacgVJgdWhd 2.6 99

5 VectorialJacylationJinJSaccharomycesJcerevisiaeXJvatapJandJfattyJacylWsoqJsynthetaseJareJ
interactingJcomponentsJofJaJfattyJacidJimportJcomplexXJJournalgofgBiologicalgChemistryVJ2003VJbghVJafdadWbb5.4 92

(2003-2006)
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4
SaccharomycesJcarlsbergensisJcontainsJtwoJfunctionalJgenesJencodingJtheJacylWsoqJbindingJ
proteinVJoneJsimilarJtoJtheJqsraJgeneJfromJSXJcerevisiaeJandJoneJidenticalJtoJtheJqsraJgeneJfromJSXJ
monacensisXJYeastVJ1997VJacVJadZiWba

3.4 43

3
SaccharomycesJcarlsbergensisJcontainsJtwoJfunctionalJgenesJencodingJtheJqcylWsoqJbindingJ
proteinVJoneJsimilarJtoJtheJqsraJgeneJfromJSXJcerevisiaeJandJoneJidenticalJtoJtheJqsraJgeneJfromJSXJ
monacensisJ1997VJacVJadZi

2

2 tisruptionJofJtheJgeneJencodingJtheJacylWsoqWbindingJproteinJRqsraSJperturbsJacylWsoqJ
metabolismJinJSaccharomycesJcerevisiaeXJJournalgofgBiologicalgChemistryVJ1996VJbgaVJbbeadWba 5.4 103

1 qnthropologicalJanalysesJofJcZJinsertionYdeletionJautosomalJmarkersJinJfiveJmajorJethnicJgroupsJofJ
™akistanXJForensicgSciencesgResearchVaWe 3.6
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