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Longevity defined as top 10% survivors and beyond is transmitted as a quantitative genetic trait.
Nature Communications, 2019, 10, 35.
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and Meta-Analysis. Clinical Gastroenterology and Hepatology, 2019, 17, 2657-2667.€9. 44 42

Addition of a 161-SNP polygenic risk score to family history-based risk prediction: impact on clinical
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