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l Paper IF Citations

104 σinimumJInformationJaboutJaJuiosyntheticJzeneJcluster]JNaturegChemicalgBiologyZJ2015ZJccZJhdg[ec 11.7 498

103 σicroarray[basedJanalysisJofJtheJStaphylococcusJaureusJsigmauJregulon]JJournalgofgBacteriologyZJ
2004ZJckhZJfbkg[ll 3.5 313

102 PushingJtheJenvelopemJextracytoplasmicJstressJresponsesJinJbacterialJpathogens]JNaturegReviewsg
MicrobiologyZJ2006ZJfZJeke[lf 22.2 250

101 NewJmembersJofJtheJxscherichiaJcoliJsigmaxJregulonJidentifiedJbyJaJtwo[plasmidJsystem]JFEMSg
MicrobiologygLettersZJ2003ZJddgZJc[i 2.9 107

100 tJnewJRNtJpolymeraseJsigmaJfactorZJsigmaJyZJisJrequiredJforJtheJlateJstagesJofJmorphologicalJ
differentiationJinJStreptomycesJspp]JMoleculargMicrobiologyZJ1995ZJciZJei[fk 4.1 102

99
TheJpositionsJofJtheJsigma[factorJgenesZJwhizJandJsigyZJinJtheJhierarchyJcontrollingJtheJ
developmentJofJsporeJchainsJinJtheJaerialJhyphaeJofJStreptomycesJcoelicolorJteSdT]JMolecularg
MicrobiologyZJ1996ZJdcZJgle[hbe

4.1 97

98 RoleJofJtheJtwo[componentJregulatorJvpxtRJinJtheJvirulenceJofJSalmonellaJentericaJserotypeJ
Typhimurium]JInfectiongandgImmunityZJ2004ZJidZJfhgf[hc 3.7 96

97 σolecularJanalysisJandJorganizationJofJtheJsigmauJoperonJinJStaphylococcusJaureus]JJournalgofg
BacteriologyZJ2005ZJckiZJkbbh[cl 3.5 88

96 IdentificationJofJtheJsigmaxJregulonJofJSalmonellaJentericaJserovarJTyphimurium]JMicrobiologyg
pUnitedgKingdomqZJ2006ZJcgdZJcefi[cegl 2.9 70

95 saeJisJessentialJforJexpressionJofJtheJstaphylococcalJadhesinsJxapJandJxmp]JMicrobiologygpUnitedg
KingdomqZJ2005ZJcgcZJcikl[ckbb 2.9 63

94 sigmauJandJtheJsigmau[dependentJarlRSJandJyabÏ[spoVzJlociJaffectJcapsuleJformationJinJ
StaphylococcusJaureus]JInfectiongandgImmunityZJ2007ZJigZJfghd[ic 3.7 60

93 TranscriptionalJstudiesJandJregulatoryJinteractionsJbetweenJtheJphoR[phoPJoperonJandJtheJphoUZJ
mtptZJandJppkJgenesJofJStreptomycesJlividansJTâdf]JJournalgofgBacteriologyZJ2006ZJckkZJhii[kh 3.5 59

92 NuclearJmigrationJinJSaccharomycesJcerevisiaeJisJcontrolledJbyJtheJhighlyJrepetitiveJeceJkwaJNUσcJ
protein]JMoleculargGeneticsgandgGenomicsZJ1991ZJdebZJdii[ki 59

91
yunctionalJcharacterizationJofJtheJsigmau[dependentJyabÏ[spoVzJoperonJinJStaphylococcusJ
aureusmJroleJinJmethicillinJandJglycopeptideJresistance]JAntimicrobialgAgentsgandgChemotherapyZJ
2009ZJgeZJcked[l

5.9 58

90
RoleJofJsigmauJinJtheJexpressionJofJStaphylococcusJaureusJcellJwallJadhesinsJvlftJandJynbtJandJ
contributionJtoJinfectivityJinJaJratJmodelJofJexperimentalJendocarditis]JInfectiongandgImmunityZJ2005
ZJieZJllb[k

3.7 56

89 RegulationJofJppkJexpressionJandJinJvivoJfunctionJofJPpkJinJStreptomycesJlividansJTâdf]JJournalgofg
BacteriologyZJ2006ZJckkZJhdhl[ih 3.5 52

88 SalmonellaJentericaJSerovarJTyphimuriumJHtrtmJregulationJofJexpressionJandJroleJofJtheJchaperoneJ
andJproteaseJactivitiesJduringJinfection]JMicrobiologygpUnitedgKingdomqZJ2009ZJcggZJkie[kkc 2.9 46

Jan Kormanec

2



87 TranscriptionalJanalysisJofJtheJrpoxJgeneJencodingJextracytoplasmicJstressJresponseJsigmaJfactorJ
sigmaxJinJSalmonellaJentericaJserovarJTyphimurium]JFEMSgMicrobiologygLettersZJ2003ZJddhZJebi[cf 2.9 46

86 Stress[responseJsigmaJfactorJsigmaSHTJisJessentialJforJmorphologicalJdifferentiationJofJ
StreptomycesJcoelicolorJteSdT]JArchivesgofgMicrobiologyZJ2001ZJciiZJlk[cbh 3 44

85 IdentificationJandJtranscriptionalJcharacterizationJofJtheJgeneJencodingJtheJstress[responseJsigmaJ
factorJsigmaSHTJinJstreptomycesJcoelicolorJteSdT]JFEMSgMicrobiologygLettersZJ2000ZJcklZJec[k 2.9 43

84
vloningJandJcharacterizationJofJaJpolyketideJsynthaseJgeneJclusterJinvolvedJinJbiosynthesisJofJaJ
proposedJangucycline[likeJpolyketideJauricinJinJStreptomycesJaureofaciensJvvσJedel]JGeneZJ2002ZJ
dliZJcli[dbk

3.8 41

83 tnalyzingJtheJdevelopmentalJexpressionJofJsigmaJfactorsJwithJSc[nucleaseJmapping]JMethodsging
MoleculargBiologyZJ2001ZJchbZJfkc[lf 1.4 39

82 IncreasedJheterologousJproductionJofJtheJantitumoralJpolyketideJmithramycinJtJbyJengineeredJ
StreptomycesJlividansJTâdfJstrains]JAppliedgMicrobiologygandgBiotechnologyZJ2018ZJcbdZJkgi[khl 5.7 36

81 wifferentialJexpressionJofJprincipalJsigmaJfactorJhomologuesJofJStreptomycesJaureofaciensJ
correlatesJwithJtheJdevelopmentalJstage]JNucleicgAcidsgResearchZJ1993ZJdcZJehfi[gd 20.1 35

80
tJtwo[plasmidJsystemJforJidentificationJofJpromotersJrecognizedJbyJRNtJpolymeraseJcontainingJ
extracytoplasmicJstressJresponseJsigmaSxTJinJxscherichiaJcoli]JJournalgofgMicrobiologicalgMethodsZJ
2001ZJfgZJcbe[cc

2.8 33

79 wifferentialJproductionJofJtwoJantibioticsJofJStreptomycesJcoelicolorJteSdTZJactinorhodinJandJ
undecylprodigiosinZJuponJsaltJstressJconditions]JArchivesgofgMicrobiologyZJ2004ZJckcZJekf[l 3 32

78 yourJgenesJinJStreptomycesJaureofaciensJcontainingJaJdomainJcharacteristicJofJprincipalJsigmaJ
factors]JGeneZJ1992ZJcddZJhe[ib 3.8 31

77 TheJroleJofJtheJTetR[familyJtranscriptionalJregulatorJturcRJinJnegativeJregulationJofJtheJauricinJ
geneJclusterJinJStreptomycesJaureofaciensJvvσJedel]JMicrobiologygpUnitedgKingdomqZJ2010ZJcghZJdeif[deke2.9 30

76 IdentificationJandJcharacterizationJofJanJindigoidine[likeJgeneJforJaJblueJpigmentJbiosynthesisJinJ
StreptomycesJaureofaciensJvvσJedel]JFoliagMicrobiologicaZJ2010ZJggZJccl[dg 2.8 29

75
OptimizationJofJaJtwo[plasmidJsystemJforJtheJidentificationJofJpromotersJrecognizedJbyJRNtJ
polymeraseJcontainingJStaphylococcusJaureusJalternativeJsigmaJfactorJsigmau]JFEMSgMicrobiologyg
LettersZJ2004ZJdedZJcie[l

2.9 29

74 High[levelJexpressionJofJNaVaw[glucoseJcotransporterJSSzγTcTJinJaJstablyJtransfectedJvhineseJ
hamsterJovaryJcellJline]JBiochimicagEtgBiophysicagActagugBiomembranesZJ1998ZJceieZJebl[db 3.8 28

73 vataboliteJcontrolJproteinJxJSvcpxTJisJaJγysR[typeJtranscriptionalJregulatorJofJtricarboxylicJacidJ
cycleJactivityJinJStaphylococcusJaureus]JJournalgofgBiologicalgChemistryZJ2013ZJdkkZJehcch[dk 5.4 27

72 TheJroleJofJtwoJStRPJfamilyJtranscriptionalJregulatorsJinJregulationJofJtheJauricinJgeneJclusterJinJ
StreptomycesJaureofaciensJvvσJedel]JMicrobiologygpUnitedgKingdomqZJ2011ZJcgiZJchdl[chel 2.9 27

71 TheJurevibacteriumJflavumJsigmaJfactorJSiguJhasJaJroleJinJtheJenvironmentalJstressJresponse]JFEMSg
MicrobiologygLettersZJ2002ZJdchZJii[kf 2.9 27

70
vharacterizationJofJaJregulatoryJgeneJessentialJforJtheJproductionJofJtheJangucycline[likeJ
polyketideJantibioticJauricinJinJStreptomycesJaureofaciensJvvσJedel]JMicrobiologygpUnitedg
KingdomqZJ2005ZJcgcZJdhle[dibh

2.9 27
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69
SmallJouter[membraneJlipoproteinZJSmptZJisJregulatedJbyJsigmaxJandJhasJaJroleJinJcellJenvelopeJ
integrityJandJvirulenceJofJSalmonellaJentericaJserovarJTyphimurium]JMicrobiologygpUnitedgKingdomqZJ
2008ZJcgfZJlil[lkk

2.9 26

68
tJmethodJforJtheJidentificationJofJpromotersJrecognizedJbyJRNtJpolymeraseJcontainingJaJ
particularJsigmaJfactormJcloningJofJaJdevelopmentallyJregulatedJpromoterJandJcorrespondingJgeneJ
directedJbyJtheJStreptomycesJaureofaciensJsigmaJfactorJRpoZ]JGeneZJ1998ZJdbkZJfe[gb

3.8 24

67 xffectJofJinactivationJofJdegSJonJSalmonellaJentericaJserovarJtyphimuriumJinJvitroJandJinJvivo]J
InfectiongandgImmunityZJ2005ZJieZJfgl[he 3.7 24

66 vloningJandJtranscriptionalJcharacterizationJofJtwoJsigmaJfactorJgenesZJsigtJandJsiguZJfromJ
urevibacteriumJflavum]JCurrentgMicrobiologyZJ2001ZJfeZJdfl[gf 2.4 24

65 wevelopmentJofJaJuiosensorJvonceptJtoJwetectJtheJProductionJofJvluster[SpecificJSecondaryJ
σetabolites]JACSgSyntheticgBiologyZJ2017ZJhZJcbdh[cbee 5.7 22

64 vloningJandJxxpressionJofJσetagenomicJwNtJinJStreptomycesJlividansJandJSubsequentJ
yermentationJforJOptimizedJProduction]JMethodsgingMoleculargBiologyZJ2017ZJcgelZJll[cff 1.4 22

63 TheJdpstJgeneJofJStreptomycesJcoelicolormJinductionJofJexpressionJfromJaJsingleJpromoterJinJ
responseJtoJenvironmentalJstressJorJduringJdevelopment]JPLoSgONEZJ2011ZJhZJedggle 3.7 21

62 TheJStreptomycesJaureofaciensJhomologueJofJtheJwhizJgeneJencodingJaJputativeJsigmaJfactorJ
essentialJforJsporulation]JGeneZJ1994ZJcfeZJcbc[e 3.8 21

61 tctivityJofJtheJStreptomycesJcoelicolorJstress[responseJsigmaJfactorJsigmaHJisJregulatedJbyJanJ
anti[sigmaJfactor]JFEMSgMicrobiologygLettersZJ2002ZJdblZJddl[eg 2.9 20

60 TheJanti[anti[sigmaJfactorJuldzJisJinvolvedJinJactivationJofJtheJstressJresponseJsigmaJfactorJˇ�SHTJinJ
StreptomycesJcoelicolorJteSdT]JJournalgofgBacteriologyZJ2010ZJcldZJghif[kc 3.5 19

59 vascadeJofJextracytoplasmicJfunctionJsigmaJfactorsJinJσycobacteriumJtuberculosismJidentificationJ
ofJaJsigmaÏ[dependentJpromoterJupstreamJofJsigI]JFEMSgMicrobiologygLettersZJ2008ZJdkbZJcdb[h 2.9 18

58
UtilizationJofJaJreporterJsystemJbasedJonJtheJblueJpigmentJindigoidineJbiosyntheticJgeneJbpstJforJ
detectionJofJpromoterJactivityJandJdeletionJofJgenesJinJStreptomyces]JJournalgofgMicrobiologicalg
MethodsZJ2015ZJcceZJc[e

2.8 16

57 IntriguingJpropertiesJofJtheJangucyclineJantibioticJauricinJandJcomplexJregulationJofJitsJ
biosynthesis]JAppliedgMicrobiologygandgBiotechnologyZJ2014ZJlkZJfg[hb 5.7 16

56
Stress[responseJsigmaJfactorJsigmaSHTJdirectsJexpressionJofJtheJgltuJgeneJencodingJglutamateJ
synthaseJinJStreptomycesJcoelicolorJteSdT]JBiochimicagEtgBiophysicagActagGenegRegulatoryg
MechanismsZJ2002ZJcgiiZJcfl[gf

16

55 tJmethodJforJisolationJofJsmallJwNtJfragmentsJfromJagaroseJandJpolyacrylamideJgels]JAnalyticalg
BiochemistryZJ2001ZJdleZJcek[l 3.1 16

54 TheJperiplasmicJchaperoneJSkpJisJrequiredJforJsuccessfulJSalmonellaJTyphimuriumJinfectionJinJaJ
murineJtyphoidJmodel]JMicrobiologygpUnitedgKingdomqZJ2011ZJcgiZJkfk[kgk 2.9 15

53 wifferentialJexpressionJofJtwoJsporulationJspecificJsigmaJfactorsJofJStreptomycesJaureofaciensJ
correlatesJwithJtheJdevelopmentalJstage]JGeneZJ1996ZJckcZJcl[di 3.8 15

52 σultipleJregulatoryJgenesJinJtheJsalinomycinJbiosyntheticJgeneJclusterJofJStreptomycesJalbusJvvσJ
ficl]JFoliagMicrobiologicaZJ2007ZJgdZJegl[hg 2.8 14
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51 vharacterizationJofJtheJpolyketideJsporeJpigmentJclusterJwhixSaJinJStreptomycesJaureofaciensJ
vvσedel]JArchivesgofgMicrobiologyZJ2004ZJckdZJekk[lg 3 14

50 tJ˛‡[butyrolactoneJautoregulator[receptorJsystemJinvolvedJinJtheJregulationJofJauricinJproductionJinJ
StreptomycesJaureofaciensJvvσJedel]JAppliedgMicrobiologygandgBiotechnologyZJ2015ZJllZJebl[dg 5.7 13

49 StrictJcontrolJofJauricinJproductionJinJStreptomycesJaureofaciensJvvσJedelJinvolvesJaJfeedbackJ
mechanism]JAppliedgMicrobiologygandgBiotechnologyZJ2013ZJliZJdfce[dc 5.7 13

48 wisruptionJofJaJsigmaJfactorJgeneZJsigyZJaffectsJanJintermediateJstageJofJsporeJpigmentJproductionJ
inJStreptomycesJaureofaciens]JFEMSgMicrobiologygLettersZJ1997ZJcgeZJeic[i 2.9 13

47
σappingJtheJtranscriptionJstartJpointsJofJtheJStaphylococcusJaureusJeapZJempZJandJvwbJpromotersJ
revealsJaJconservedJoctanucleotideJsequenceJthatJisJessentialJforJexpressionJofJtheseJgenes]J
JournalgofgBacteriologyZJ2008ZJclbZJffi[gc

3.5 12

46 StreptomycesJaureofaciensJwhiuJgeneJencodingJputativeJtranscriptionJfactorJessentialJforJ
differentiation]JNucleicgAcidsgResearchZJ1993ZJdcZJdgcd 20.1 12

45 RegulationJofJanJalternativeJsigmaJfactorJˇ�IJbyJaJpartnerJswitchingJmechanismJwithJanJanti[sigmaJ
factorJPrsIJandJanJanti[anti[sigmaJfactorJtrsIJinJStreptomycesJcoelicolorJteSdT]JGeneZJ2012ZJfldZJic[kb 3.8 11

44
wisruptionJofJaJglycogen[branchingJenzymeJgeneZJglguZJspecificallyJaffectsJtheJ
sporulation[associatedJphaseJofJglycogenJaccumulationJinJStreptomycesJaureofaciens]JMicrobiologyg
pUnitedgKingdomqZJ1996ZJcfdZJcdbc[cdbk

2.9 11

43
SigmaSsT[wependentJcarbon[starvationJinductionJofJpbpzJSPuPJiTJisJrequiredJforJtheJ
starvation[stressJresponseJinJSalmonellaJentericaJserovarJTyphimurium]JMicrobiologygpUnitedg
KingdomqZJ2007ZJcgeZJdcfk[dcgk

2.9 11

42 RecentJachievementsJinJtheJgenerationJofJstableJgenomeJalterationsamutationsJinJspeciesJofJtheJ
genusJStreptomyces]JAppliedgMicrobiologygandgBiotechnologyZJ2019ZJcbeZJgfhe[gfkd 5.7 10

41
tJgeneJdeterminingJaJnewJmemberJofJtheJStRPJfamilyJcontributesJtoJtranscriptionJofJgenesJforJtheJ
synthesisJofJtheJangucyclineJpolyketideJauricinJinJStreptomycesJaureofaciensJvvσJedel]JFEMSg
MicrobiologygLettersZJ2013ZJefhZJfg[gg

2.9 10

40 TheJgeneJclusterJaurcJforJtheJangucyclineJantibioticJauricinJisJlocatedJonJaJlargeJlinearJplasmidJ
pStedelJinJStreptomycesJaureofaciensJvvσJedel]JFEMSgMicrobiologygLettersZJ2013ZJefdZJceb[i 2.9 10

39 IdentificationJofJpromotersJrecognizedJbyJRNtJpolymeraseJcontainingJσycobacteriumJtuberculosisJ
stress[responseJsigmaJfactorJsigmaSyT]JArchivesgofgMicrobiologyZJ2007ZJckiZJckg[li 3 10

38
vascadeJofJsigmaJfactorsJinJstreptomycetesmJidentificationJofJaJnewJextracytoplasmicJfunctionJ
sigmaJfactorJsigmaÏJthatJisJunderJtheJcontrolJofJtheJstress[responseJsigmaJfactorJsigmaHJinJ
StreptomycesJcoelicolorJteSdT]JArchivesgofgMicrobiologyZJ2006ZJckhZJfeg[fh

3 10

37 vloningZJsequencingJandJexpressionJinJxscherichiaJcoliJofJaJStreptomycesJaureofaciensJgeneJ
encodingJglyceraldehyde[e[phosphateJdehydrogenase]JGeneZJ1995ZJchgZJii[kb 3.8 10

36 zeneticJmanipulationJofJpathwayJregulationJforJoverproductionJofJangucycline[likeJantibioticJ
auricinJinJStreptomycesJaureofaciensJvvσJedel]JFoliagMicrobiologicaZJ2011ZJghZJdih[kd 2.8 9

35
TheJssguJgeneZJencodingJaJmemberJofJtheJregulonJofJstress[responseJsigmaJfactorJsigmaHZJisJ
essentialJforJaerialJmyceliumJseptationJinJStreptomycesJcoelicolorJteSdT]JArchivesgofgMicrobiologyZJ
2003ZJckbZJekb[f

3 9

34 TheJStreptomycesJaureofaciensJhomologueJofJtheJsporulationJgeneJwhiHJisJdependentJonJ
rpoZ[encodedJsigmaJfactor]JBiochimicagEtgBiophysicagActagGenegRegulatorygMechanismsZJ1999ZJcfffZJkb[f 9
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33 vloningJofJtheJputativeJglycogenJbranchingJenzymeJgeneZJglguZJfromJStreptomycesJaureofaciens]J
BiochimicagEtgBiophysicagActagugGeneralgSubjectsZJ1994ZJcdbbZJeef[h 4 9

32 vharacterizationJofJtheJsigmax[dependentJrpoxpeJpromoterJofJSalmonellaJentericaJserovarJ
Typhimurium]JFEMSgMicrobiologygLettersZJ2006ZJdhcZJge[l 2.9 8

31
tnJefficientJblue[whiteJscreeningJsystemJforJmarkerlessJdeletionsJandJstableJintegrationsJinJ
StreptomycesJchromosomesJbasedJonJtheJblueJpigmentJindigoidineJbiosyntheticJgeneJbpst]J
AppliedgMicrobiologygandgBiotechnologyZJ2018ZJcbdZJcbdec[cbdff

5.7 8

30 vompleteJzenomeJSequenceJofJsubsp]JvvσJedelJSyormerlyJLJvvσJedelLTZJaJProducerJofJtheJ
tngucycline[TypeJtntibioticJturicin]JGenomegAnnouncementsZJ2018ZJhZJ 7

29 TheJˇ�SyT[specificJanti[sigmaJfactorJRsftJisJoneJofJtheJproteinJkinasesJthatJphosphorylatesJtheJ
pleiotropicJanti[anti[sigmaJfactorJuldzJinJStreptomycesJcoelicolorJteSdT]JGeneZJ2014ZJgekZJdkb[i 3.8 7

28 IdentificationJofJnucleotidesJcriticalJforJactivityJofJtheJˆ�rx[dependentrpoxpepromoterJinSalmonellaJ
entericaserovarJTyphimurium]JFEMSgMicrobiologygLettersZJ2004ZJdekZJddi[dee 2.9 7

27
StreptomycesJaureofaciensJsporulation[specificJsigmaJfactorJsigmaSrpoZTJdirectsJexpressionJofJaJ
geneJencodingJproteinJsimilarJtoJhydrolasesJinvolvedJinJdegradationJofJtheJlignin[relatedJbiphenylJ
compounds]JResearchgingMicrobiologyZJ2001ZJcgdZJkke[k

4 7

26 SequenceJanalysisJandJgeneJamplificationJstudyJofJtheJpenicillinJbiosynthesisJgeneJclusterJfromJ
differentJstrainsJofJPenicilliumJchrysogenum]JBiologiagpPolandqZJ2010ZJhgZJc[h 1.5 6

25
OptimizationJofJaJtwo[plasmidJsystemJforJtheJidentificationJofJpromotersJrecognizedJbyJRNtJ
polymeraseJcontainingJσycobacteriumJtuberculosisJstressJresponseJsigmaJfactorZJsigmay]JFoliag
MicrobiologicaZJ2004ZJflZJhkg[lc

2.8 6

24 IdentificationJofJnucleotidesJcriticalJforJactivityJofJtheJsigmax[dependentJrpoxpeJpromoterJinJ
SalmonellaJentericaJserovarJTyphimurium]JFEMSgMicrobiologygLettersZJ2004ZJdekZJddi[ee 2.9 6

23 vloningJandJsequencingJofJtheJgeneJencodingJaJribonucleaseJfromJStreptomycesJaureofaciensJ
vvσedel]JGeneZJ1992ZJcclZJcfi[k 3.8 6

22 SecretomeJwynamicsJinJaJzram[PositiveJuacterialJσodel]JMoleculargandgCellulargProteomicsZJ2019ZJ
ckZJfde[feh 7.6 6

21 vloningJandJcharacterizationJofJaJnewJpolyketideJsynthaseJgeneJclusterJinJStreptomycesJ
aureofaciensJvvσJedel]JDNAgSequenceZJ2004ZJcgZJckk[lg 5

20
γocalizationJandJcharacterizationJofJaJtemporallyJregulatedJpromoterJfromJtheJStreptomycesJ
aureofaciensJddbcJplasmidJpStJddbc]JBiochimicagEtgBiophysicagActagGenegRegulatorygMechanismsZJ
1991ZJcbkkZJccl[dh

5

19 σonitoringJProteinJSecretionJinJUsingJyluorescentJProteins]JFrontiersgingMicrobiologyZJ2018ZJlZJebcl 5.7 5

18
RapidJidentificationJofJStreptomycesJtetracyclineJproducersJbyJσtγwI[TOyJmassJspectrometry]J
JournalgofgEnvironmentalgSciencegandgHealthgugPartgAgToxicwHazardousgSubstancesgandgEnvironmentalg
EngineeringZJ2018ZJgeZJcbke[cble

2.3 5

17 tJStructuralJtnalysisJofJtheJtngucycline[γikeJtntibioticJturicinJfromJSubsp]JvvσJedelJRevealedJItsJ
HighJSimilarityJtoJzriseusins]JAntibioticsZJ2019ZJkZJ 4.9 4

16 tJgeneJShurTJfromJStreptomycesJaureofaciensZJconferringJresistanceJtoJhydroxyureaZJisJrelatedJtoJ
genesJencodingJstreptomycinJphosphotransferase]JGeneZJ1992ZJccfZJcee[i 3.8 4
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15 UnusualJfeaturesJofJtheJlargeJlinearJplasmidJpStedelJfromJStreptomycesJaureofaciensJvvσJedel]J
GeneZJ2018ZJhfdZJece[ede 3.8 4

14
vharacterisationJofJtheJgenesJinvolvedJinJtheJbiosynthesisJandJattachmentJofJtheJaminodeoxysugarJ
w[forosamineJinJtheJauricinJgeneJclusterJofJStreptomycesJaureofaciensJvvσedel]JAppliedg
MicrobiologygandgBiotechnologyZJ2016ZJcbbZJecii[lg

5.7 3

13
vorrigendumJtoJˆ¢rrOptimizationJofJaJtwo[plasmidJsystemJforJtheJidentificationJofJpromotersJ
recognizedJbyJRNtJpolymeraseJcontainingStaphylococcusJaureusalternativeJsigmaJfactorJˆ�ruˆ¢rrJ
[yxσSJσicrobiol]Jγett]JdedJSdbbfTJcieˆ¢rrcil]]JFEMSgMicrobiologygLettersZJ2004ZJdegZJdcc[dcc

2.9 3

12 TheJantitumorJantibioticJmithramycinmJnewJadvancedJapproachesJinJmodificationJandJproduction]J
AppliedgMicrobiologygandgBiotechnologyZJ2020ZJcbfZJiibc[iidc 5.7 3

11 vharacterizationJofJtheJmictJgeneJencodingJaJsmallJregulatoryJˇ�x[dependentJRNtJinJSalmonellaJ
entericaJserovarJTyphimurium]JFoliagMicrobiologicaZJ2011ZJghZJgl[hg 2.8 2

10 TheJvomplexJRolesJandJRegulationJofJStressJResponseJˇ�JyactorsJinJStreptomycesJvoelicolorJ2016ZJedk[efe 1

9
PhenotypicJanalysisJofJSalmonellaJentericaJserovarJTyphimuriumJrpoxJmutantsJencodingJRNtJ
polymeraseJextracytoplasmicJstressJresponseJsigmaJfactorsJˇ�SxTJwithJalteredJpromoterJspecificity]J
ArchivesgofgMicrobiologyZJ2013ZJclgZJdi[eh

3 1

8
tJmutantJofJSalmonellaJentericaJserovarJTyphimuriumJRNtJpolymeraseJextracytoplasmicJstressJ
responseJsigmaJfactorJsigmaSxTJwithJalteredJpromoterJspecificity]JMoleculargGeneticsgandgGenomicsZJ
2009ZJdkdZJccl[dl

3.1 1

7 TheJexpressionJofJtheJrpoxJoperonJisJfine[tunedJbyJtheJinternalJrsetpJpromoterJinJSalmonellaJ
entericaJserovarJTyphimurium]JBiologiagpPolandqZJ2010ZJhgZJled[lek 1.5 1

6 TheJRoleJofJtlternativeJSigmaJyactorsJinJPathogenJVirulenceJ2017ZJddl[ebe 1

5 PleiotropicJanti[anti[sigmaJfactorJuldzJisJphosphorylatedJbyJseveralJanti[sigmaJfactorJkinasesJinJtheJ
processJofJactivatingJmultipleJsigmaJfactorsJinJStreptomycesJcoelicolorJteSdT]JGeneZJ2020ZJiggZJcffkke 3.8 0

4 tnJefficientJsystemJforJstableJmarkerlessJintegrationJofJlargeJbiosyntheticJgeneJclustersJintoJ
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