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ZmSMR4, a novel cyclin-dependent kinase inhibitor (CKI) gene in maize (Zea mays L.), functions as a key

player in plant growth, development and tolerance to abiotic stress. Plant Science, 2019, 280, 120-131. 3.6 1

Comparative transcriptomics reveals the difference in early endosperm development between maize

with different amylose contents. Peer), 2019, 7, €7528.

Identification of quantitative trait loci for agronomic and physiological traits in maize (Zea mays L.)

under high-nitrogen and low-nitrogen conditions. Euphytica, 2018, 214, 1. 1.2 o



20

22

24

26

28

30

ARTICLE IF CITATIONS

Bivariate flow cytometric analysis and sorting of different types of maize starch grains. Cytometry

Part A: the Journal of the International Society for Analytical Cytology, 2018, 93, 213-221.

Comparison of gelatinization method, starch concentration, and plasticizer on physical properties of

higha€amylose starch films. Journal of Food Process Engineering, 2018, 41, e12645. 2.9 10

QTL mapping and genetic analysis for maize kernel size and weight in multi-environments. Euphytica,
2018, 214, 1.

Effects of Different Thermal Treatment Methods on Preﬁ)aration and Physical Properties of High

Amylose Maize Starch Based Films. International Journal of Food Engineering, 2018, 14, . L5 3

Genetic characterization of inbred lines from Shaan A and B groups for identifying loci associated
with maize grain yield. BMC Genetics, 2018, 19, 63.

Evolutionary, structural and expression analysis of core genes involved in starch synthesis. 3.3 70
Scientific Reports, 2018, 8, 12736. :

Identification of favorable alleles in the non-yellow coloring 1 gene by association mapping in maize.
Euphytica, 2017, 213, 1.

Transcriptome Dynamics during Maize Endosperm Development. PLoS ONE, 2016, 11, e0163814. 2.5 26

Genetic basis of maize kernel starch content revealed by high-density single nucleotide polymorphism
marRers in a recombinant inbred line population. BMC Plant Biology, 2015, 15, 288.

Dark Response of Seedlings Evaluated by Chlorophyll Concentration in Maize Natural Population. 0.8 3
American Journal of Plant Sciences, 2015, 06, 2209-2219. :

Producing more grain with lower environmental costs. Nature, 2014, 514, 486-489.

Trends in grain quality of starch, protein, fat and lysine content for normal maize varieties in China

since the 1960s. Cereal Chemistry, O, , . 22 0



