7

papers

7

all docs

1684188

195 5
citations h-index
7 7
docs citations times ranked

1872680

g-index

247

citing authors



ARTICLE IF CITATIONS

The proportions of ectomycorrhizal roots are varied depending on the different host plant
compositions in Scottish arctic/alpine coastal relict vegetation. Mycoscience, 2020, 61, 151-154.

Temporal and spacial dynamics of metabolically active bacteria associated with ectomycorrhizal

roots of Betula pubescens. Biology and Fertility of Soils, 2019, 55, 777-788. 43 8

Suillus mycelia under elevated atmospheric CO2 support increased bacterial communities and scarce
nifH gene activity in contrast to Hebeloma mycelia. Mycorrhiza, 2013, 23, 155-165.

Ectomycorrhizal roots select distinctive bacterial and ascomycete communities in Swedish subarctic 2.8 42
forests. Environmental Microbiology, 2011, 13, 819-830. ’

Bacteria associated with ectomycorrhizas of slash pine (Pinus elliottii) in south-eastern Queensland,
Australia. FEMS Microbiology Letters, 2008, 282, 196-204.

Characterisation of endobacterial communities in ectomycorrhizas by DNA- and RNA-based molecular 8.8 29
methods. Soil Biology and Biochemistry, 2007, 39, 891-899. )

Endobacteria in some ectomycorrhiza of Scots pine (Pinus sylvestris). FEMS Microbiology Ecology,

2006, 56, 34-43.




