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79 TheMRNvMmethyltransferaseMNSUNkMsuppressesMpancreaticMcancerMdevelopmentMbyMregulatingMcellM
proliferationcMEBioMedicineaM2021aMkhaMfehfnj 8.8 19

78 vMsystematicMdissectionMofMhumanMprimaryMosteoblastsMatMsinglebcellMresolutioncMAgingaM2021aMfhaMgekgnbgekje5.6 2

77
vMgeneralizedMkernelMmachineMapproachMtoMidentifyMhigherborderMcompositeMeffectsMinMmultibviewM
datasetsaMwithMapplicationMtoMadolescentMbrainMdevelopmentMandMosteoporosiscMJournalloflBiomedicall
InformaticsaM2021aMfgeaMfehmji

10.2 0

Hui Shen

2



76
HumanMgutMmicrobiomeMimpactsMskeletalMmuscleMmassMviaMgutMmicrobialMsynthesisMofMtheMshortbchainM
fattyMacidMbutyrateMamongMhealthyMmenopausalMwomencMJournalloflCachexiaylSarcopenialandlMuscleaM
2021aM

10.3 5

75 vMtranscriptomebwideMassociationMstudyMtoMdetectMnovelMgenesMforMvolumetricMboneMmineralMdensitycM
BoneaM2021aMfjhaMffkfek 4.7 1

74 vMReviewMofMIntegrativeMImputationMforMMultibOmicsMyatasetscMFrontierslinlGeneticsaM2020aMffaMjlegjj 4.5 20

73 MediumbcoverageMyNvMsequencingMinMtheMdesignMofMtheMgeneticMassociationMstudycMEuropeanlJournall
oflHumanlGeneticsaM2020aMgmaMfijnbfikk 5.3 0

72 yeoxycholicMacidMmodulatesMtheMprogressionMofMgallbladderMcancerMthroughM
NbmethyladenosinebdependentMmicroRNvMmaturationcMOncogeneaM2020aMhnaMinmhbjeee 9.2 17

71 MendelianMRandomizationMIdentifiesMxpGMMethylationMSitesMWithMMediationMzffectsMforMGeneticM
InfluencesMonMwMyMinMPeripheralMwloodMMonocytescMFrontierslinlGeneticsaM2020aMffaMke 4.5 4

70 vssociationMofMhpglcfMVariantsMwithMWholeMwodyMLeanMMassMIdentifiedMbyMaMGenomebwideM
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58 GeographicalMdifferencesMinMosteoporosisaMobesityaMandMsarcopeniaMrelatedMtraitsMinMwhiteMvmericanM
cohortscMScientificlReportsaM2019aMnaMfghff 4.9 2
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54 IdentificationMofMaMfpgfMindependentMfunctionalMvariantMforMabdominalMobesitycMInternationallJournall
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53 vMStatisticalMTestMforMyifferentialMNetworkMvnalysisMwasedMonMInferenceMofMGaussianMGraphicalMModelcM
ScientificlReportsaM2019aMnaMfemkh 4.9 5

52 VariantsMinMoxidativeMstressbrelatedMgenesMaffectMtheMchemosensitivityMthroughMNrfgbmediatedM
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46 yetectingMepistasisMwithinMchromatinMregulatoryMcircuitryMrevealsMxvNygMasMaMnovelMsusceptibilityM
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45 InferringMcausalMrelationshipsMbetweenMphenotypesMusingMsummaryMstatisticsMfromMgenomebwideM
associationMstudiescMHumanlGeneticsaM2018aMfhlaMgilbgjj 6.3 1

44 JointMstudyMofMtwoMgenomebwideMassociationMmetabanalysesMidentifiedMgepfgcfMandMgeqfhchhMforM
boneMmineralMdensitycMBoneaM2018aMffeaMhlmbhmj 4.7 14

43 GenomebwideMassociationMstudyMofMlncRNvMpolymorphismsMwithMboneMmineralMdensitycMAnnalslofl
HumanlGeneticsaM2018aMmgaMgiibgjh 2.2 9

42 IdentificationMofMNovelMPotentiallyMPleiotropicMVariantsMvssociatedMWithMOsteoporosisMandMObesityM
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40 vssessingMtheMvssociationsMofMwloodMMetabolitesMWithMOsteoporosisoMvMMendelianMRandomizationM
StudycMJournalloflClinicallEndocrinologylandlMetabolismaM2018aMfehaMfmjebfmjj 5.6 11
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andlIntegrativelGenomicsaM2016aMfkaMfhbl 3.8 7
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ProteomicsaM2016aMfkaMfgbgm 4.8 28

(2016-2018)

5



22 PPvRGxfwMgeneMisMassociatedMwithMKashinbweckMdiseaseMinMHanMxhinesecMFunctionallandlIntegrativel
GenomicsaM2016aMfkaMijnbkh 3.8

21 miRbfijMsensitizesMgallbladderMcancerMtoMcisplatinMbyMregulatingMmultidrugMresistanceMassociatedM
proteinMfcMTumorlBiologyaM2016aMhlaMfejjhbkg 2.9 42

20 ImpactMofMdiabetesMmellitusMonMtheMsurvivalMofMpancreaticMcanceroMaMmetabanalysiscMOncoTargetslandl
TherapyaM2016aMnaMfklnbmm 4.4 9

19
IdentificationMofMIyUvMandMWNTfkMPhosphorylationbRelatedMNonbSynonymousMPolymorphismsMforM
woneMMineralMyensityMinMMetabvnalysesMofMGenomebWideMvssociationMStudiescMJournalloflBonelandl
MinerallResearchaM2016aMhfaMhjmbkm

6.3 20

18 vMbivariateMgenomebwideMassociationMstudyMidentifiesMvyvMfgMasMaMnovelMsusceptibilityMgeneMforM
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10 ReplicationMofMkMobesityMgenesMinMaMmetabanalysisMofMgenomebwideMassociationMstudiesMfromMdiverseM
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9 xharacterizationMofMtheMyNvMmethylomeMandMitsMinterindividualMvariationMinMhumanMperipheralMbloodM
monocytescMEpigenomicsaM2013aMjaMgjjbkn 4.4 18
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