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93 vMgenomewideMlinkageMscanMforMquantitativebtraitMlociMforMobesityMphenotypescMAmericanlJournallofl
HumanlGeneticsaM2002aMleaMffhmbjf 11 144

92 FatMmassMandMobesitybassociatedMUFTOVMproteinMregulatesMadultMneurogenesiscMHumanlMolecularl
GeneticsaM2017aMgkaMghnmbgiff 5.6 134

91 MultistageMgenomebwideMassociationMmetabanalysesMidentifiedMtwoMnewMlociMforMboneMmineralM
densitycMHumanlMolecularlGeneticsaM2014aMghaMfnghbhh 5.6 113
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88 vMroadMmapMforMunderstandingMmolecularMandMgeneticMdeterminantsMofMosteoporosiscMNaturelReviewsl
EndocrinologyaM2020aMfkaMnfbfeh 15.2 85

87 mvMRegulatesMNeurogenesisMandMNeuronalMyevelopmentMbyMModulatingMHistoneMMethyltransferaseM
zzhgcMGenomicsylProteomicslandlBioinformaticsaM2019aMflaMfjibfkm 6.5 73

86 MetabanalysisMofMgenomebwideMassociationMdataMidentifiesMnovelMsusceptibilityMlociMforMobesitycM
HumanlMolecularlGeneticsaM2014aMghaMmgebhe 5.6 62

85 xircularMRNvMcirczRwwgMpromotesMgallbladderMcancerMprogressionMbyMregulatingMPvgGibdependentM
ryNvMtranscriptioncMMolecularlCanceraM2019aMfmaMfkk 42.1 51

84 xomprehensiveMcharacterizationMofMhumanMgenomeMvariationMbyMhighMcoverageMwholebgenomeM
sequencingMofMfortyMfourMxaucasianscMPLoSlONEaM2013aMmaMejnini 3.7 47

83 ReplicationMofMkMobesityMgenesMinMaMmetabanalysisMofMgenomebwideMassociationMstudiesMfromMdiverseM
ancestriescMPLoSlONEaM2014aMnaMenkfin 3.7 45

82 miRbfijMsensitizesMgallbladderMcancerMtoMcisplatinMbyMregulatingMmultidrugMresistanceMassociatedM
proteinMfcMTumorlBiologyaM2016aMhlaMfejjhbkg 2.9 42

81 GenomebwideMalterationMofMjbhydroxymenthylcytosineMinMaMmouseMmodelMofMvlzheimerTsMdiseasecM
BMClGenomicsaM2016aMflaMhmf 4.5 40

80 GenomebwideMxRISPRMscreenMidentifiesMzLPjMasMaMdeterminantMofMgemcitabineMsensitivityMinM
gallbladderMcancercMNaturelCommunicationsaM2019aMfeaMjing 17.4 33

79 PLzKgMpromotesMgallbladderMcancerMinvasionMandMmetastasisMthroughMzGFRdxxLgMpathwaycMJournall
oflExperimentallandlClinicallCancerlResearchaM2019aMhmaMgil 12.8 30

78 MetabolomicMprofilesMassociatedMwithMboneMmineralMdensityMinMUSMxaucasianMwomencMNutritionlandl
MetabolismaM2018aMfjaMjl 4.6 30

77 NetworkbbasedMproteomicManalysisMforMpostmenopausalMosteoporosisMinMxaucasianMfemalescM
ProteomicsaM2016aMfkaMfgbgm 4.8 28
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76 GenomebwideMassociationMstudyMofMcopyMnumberMvariationMidentifiedMgremlinfMasMaMcandidateMgeneM
forMleanMbodyMmasscMJournalloflHumanlGeneticsaM2012aMjlaMhhbl 4.3 28

75 IdentificationMofMNovelMPotentiallyMPleiotropicMVariantsMvssociatedMWithMOsteoporosisMandMObesityM
UsingMtheMcFyRMMethodcMJournalloflClinicallEndocrinologylandlMetabolismaM2018aMfehaMfgjbfhm 5.6 27

74 IntegratingMzpigenomicMzlementsMandMGWvSsMIdentifiesMwyNFMGeneMvffectingMwoneMMineralMyensityM
andMOsteoporoticMFractureMRiskcMScientificlReportsaM2016aMkaMhejjm 4.9 23

73 vMReviewMofMIntegrativeMImputationMforMMultibOmicsMyatasetscMFrontierslinlGeneticsaM2020aMffaMjlegjj 4.5 20
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IdentificationMofMIyUvMandMWNTfkMPhosphorylationbRelatedMNonbSynonymousMPolymorphismsMforM
woneMMineralMyensityMinMMetabvnalysesMofMGenomebWideMvssociationMStudiescMJournalloflBonelandl
MinerallResearchaM2016aMhfaMhjmbkm

6.3 20

71 IncreasedMdetectionMofMgeneticMlociMassociatedMwithMriskMpredictorsMofMosteoporoticMfractureMusingMaM
pleiotropicMcFyRMmethodcMBoneaM2017aMnnaMkgbkm 4.7 19

70 IdentificationMofMaMnovelMFGFRLfMMicroRNvMtargetMsiteMpolymorphismMforMboneMmineralMdensityMinM
metabanalysesMofMgenomebwideMassociationMstudiescMHumanlMolecularlGeneticsaM2015aMgiaMilfebgl 5.6 19

69 TheMRNvMmethyltransferaseMNSUNkMsuppressesMpancreaticMcancerMdevelopmentMbyMregulatingMcellM
proliferationcMEBioMedicineaM2021aMkhaMfehfnj 8.8 19

68 xharacterizationMofMtheMyNvMmethylomeMandMitsMinterindividualMvariationMinMhumanMperipheralMbloodM
monocytescMEpigenomicsaM2013aMjaMgjjbkn 4.4 18

67 TissuebspecificMpathwayMassociationManalysisMusingMgenomebwideMassociationMstudyMsummariescM
BioinformaticsaM2017aMhhaMgihbgil 7.2 18

66 yeoxycholicMacidMmodulatesMtheMprogressionMofMgallbladderMcancerMthroughM
NbmethyladenosinebdependentMmicroRNvMmaturationcMOncogeneaM2020aMhnaMinmhbjeee 9.2 17

65 QuantificationMofMaminobutyricMacidsMandMtheirMclinicalMapplicationsMasMbiomarkersMforMosteoporosiscM
CommunicationslBiologyaM2020aMhaMhn 6.7 17

64 PLZFMinhibitsMproliferationMandMmetastasisMofMgallbladderMcancerMbyMregulatingMIFITgcMCelllDeathlandl
DiseaseaM2018aMnaMlf 9.8 17

63 LowbaMhighbcoverageaMandMtwobstageMyNvMsequencingMinMtheMdesignMofMtheMgeneticMassociationMstudycM
GeneticlEpidemiologyaM2017aMifaMfmlbfnl 2.6 15

62 JointMstudyMofMtwoMgenomebwideMassociationMmetabanalysesMidentifiedMgepfgcfMandMgeqfhchhMforM
boneMmineralMdensitycMBoneaM2018aMffeaMhlmbhmj 4.7 14

61 SystemicManalysisMofMosteoblastbspecificMyNvMmethylationMmarksMrevealsMnovelMepigeneticMbasisMofM
osteoblastMdifferentiationcMBonelReportsaM2017aMkaMfenbffn 2.6 12

60 MultibomicsMyataMIntegrationMforMIdentifyingMOsteoporosisMwiomarkersMandMTheirMwiologicalM
InteractionMandMxausalMMechanismscMIScienceaM2020aMghaMfeemil 6.1 12

59 vssessingMtheMvssociationsMofMwloodMMetabolitesMWithMOsteoporosisoMvMMendelianMRandomizationM
StudycMJournalloflClinicallEndocrinologylandlMetabolismaM2018aMfehaMfmjebfmjj 5.6 11
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58 vMjointManalysisMofMmetabolomicMprofilesMassociatedMwithMmuscleMmassMandMstrengthMinMxaucasianM
womencMAgingaM2018aMfeaMgkgibgkhj 5.6 11

57 vMSystemsMGeneticsMvpproachMIdentifiedMGPyfLMandMitsMMolecularMMechanismMforMObesityMinMHumanM
vdiposeMTissuecMScientificlReportsaM2017aMlaMflnn 4.9 10

56 GenomicMvariantsMatMgepffMassociatedMwithMbodyMfatMmassMinMtheMzuropeanMpopulationcMObesityaM
2017aMgjaMljlblki 8 9

55 GenomebwideMpathwaybbasedMassociationMstudyMimplicatesMcomplementMsystemMinMtheMdevelopmentM
ofMKashinbweckMdiseaseMinMHanMxhinesecMBoneaM2015aMlfaMhkbif 4.7 9

54 GenomebwideMassociationMstudyMofMlncRNvMpolymorphismsMwithMboneMmineralMdensitycMAnnalslofl
HumanlGeneticsaM2018aMmgaMgiibgjh 2.2 9

53 GenomebwideMassociationMmetabanalysesMidentifiedMfqihMandMgqhgcgMforMhipMWardTsMtriangleMarealM
boneMmineralMdensitycMBoneaM2016aMnfaMfbfe 4.7 9

52 VariantsMinMoxidativeMstressbrelatedMgenesMaffectMtheMchemosensitivityMthroughMNrfgbmediatedM
signalingMpathwayMinMbiliaryMtractMcancercMEBioMedicineaM2019aMimaMfihbfke 8.8 9

51 ImpactMofMdiabetesMmellitusMonMtheMsurvivalMofMpancreaticMcanceroMaMmetabanalysiscMOncoTargetslandl
TherapyaM2016aMnaMfklnbmm 4.4 9

50 zxomeMsequencingMidentifiedMFGFfgMasMaMnovelMcandidateMgeneMforMKashinbweckMdiseasecMFunctionall
andlIntegrativelGenomicsaM2016aMfkaMfhbl 3.8 7

49 wivariateMgenomebwideMassociationMstudyMsuggestsMthatMtheMyvRxMgeneMinfluencesMleanMbodyMmassM
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48 TransbomicsMpathwayManalysisMsuggestsMthatMeQTLsMcontributeMtoMchondrocyteMapoptosisMofM
KashinbweckMdiseaseMthroughMregulatingMapoptosisMpathwayMexpressioncMGeneaM2014aMjjhaMfkkbn 3.8 6

47 TamoxifenMinhibitsMcellMproliferationMbyMimpairedMglucoseMmetabolismMinMgallbladderMcancercMJournall
oflCellularlandlMolecularlMedicineaM2020aMgiaMfjnnbfkfh 5.6 6

46 vMbivariateMgenomebwideMassociationMstudyMidentifiesMvyvMfgMasMaMnovelMsusceptibilityMgeneMforM
KashinbweckMdiseasecMScientificlReportsaM2016aMkaMhflng 4.9 6

45 TwoMfunctionalMvariantsMatMkpgfcfMwereMassociatedMwithMleanMmasscMSkeletallMuscleaM2019aMnaMgm 5.1 6

44
MetabvnalysisMofMGenomebWideMvssociationMStudiesMIdentifiesMNovelMFunctionalMxpGbSNPsM
vssociatedMwithMwoneMMineralMyensityMatMLumbarMSpinecMInternationallJournalloflGenomicsaM2018aM
gefmaMkielgjl

2.5 6

43 vMStatisticalMTestMforMyifferentialMNetworkMvnalysisMwasedMonMInferenceMofMGaussianMGraphicalMModelcM
ScientificlReportsaM2019aMnaMfemkh 4.9 5

42 GeneticManalysisMidentifiesMyyRgMasMaMnovelMgeneMaffectingMboneMmineralMdensityMandMosteoporoticM
fracturesMinMxhineseMpopulationcMPLoSlONEaM2015aMfeaMeefflfeg 3.7 5

41 ThermotoleranceMinducedMbyMheatMshockMinMxhlorellacMJournalloflAppliedlPhycologyaM1997aMnaMilfbilj 3.2 5
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40 GeneMzxpressionMandMRNvMSplicingMImputationMIdentifiesMNovelMxandidateMGenesMvssociatedMwithM
OsteoporosiscMJournalloflClinicallEndocrinologylandlMetabolismaM2020aMfejaM 5.6 5

39 PxvbbasedMGRSManalysisMenhancesMtheMeffectivenessMforMgeneticMcorrelationMdetectioncMBriefingslinl
BioinformaticsaM2019aMgeaMggnfbggnm 13.4 5

38 GWvbbasedMpleiotropicManalysisMidentifiedMpotentialMSNPsMandMgenesMrelatedMtoMtypeMgMdiabetesMandM
obesitycMJournalloflHumanlGeneticsaM2021aMkkaMgnlbhek 4.3 5

37 vssessingMtheMgeneticMcorrelationsMbetweenMearlyMgrowthMparametersMandMboneMmineralMdensityoMvM
polygenicMriskMscoreManalysiscMBoneaM2018aMffkaMhefbhek 4.7 5

36
HumanMgutMmicrobiomeMimpactsMskeletalMmuscleMmassMviaMgutMmicrobialMsynthesisMofMtheMshortbchainM
fattyMacidMbutyrateMamongMhealthyMmenopausalMwomencMJournalloflCachexiaylSarcopenialandlMuscleaM
2021aM

10.3 5

35 MendelianMRandomizationMIdentifiesMxpGMMethylationMSitesMWithMMediationMzffectsMforMGeneticM
InfluencesMonMwMyMinMPeripheralMwloodMMonocytescMFrontierslinlGeneticsaM2020aMffaMke 4.5 4

34 IdentificationMofMnovelMfunctionalMxpGbSNPsMassociatedMwithMtypeMgMdiabetesMandMcoronaryMarteryM
diseasecMMolecularlGeneticslandlGenomicsaM2020aMgnjaMkelbkfn 3.1 4

33 OsteoporosisbMandMobesitybriskMinterrelationshipsoManMepigeneticManalysisMofMGWvSbderivedMSNPsMatM
theMdevelopmentalMgenecMEpigeneticsaM2020aMfjaMlgmblin 5.7 4

32 MultibomicsMresearchMinMsarcopeniaoMxurrentMprogressMandMfutureMprospectsccMAgeinglResearchl
ReviewsaM2022aMlkaMfefjlk 12 4

31 SinglebcellMRNvMsequencingMdeconvolutesMtheMheterogeneityMofMhumanMboneMmarrowbderivedM
mesenchymalMstemMcellscMInternationallJournalloflBiologicallSciencesaM2021aMflaMifngbigek 11.2 4

30 IntegrativeMgenomicManalysisMpredictsMnovelMfunctionalMenhancerbSNPsMforMboneMmineralMdensitycM
HumanlGeneticsaM2019aMfhmaMfklbfmj 6.3 3

29 IdentificationMofMaMfpgfMindependentMfunctionalMvariantMforMabdominalMobesitycMInternationallJournall
oflObesityaM2019aMihaMgimebgine 5.5 3

28 TwoMnovelMpleiotropicMlociMassociatedMwithMosteoporosisMandMabdominalMobesitycMHumanlGeneticsaM
2020aMfhnaMfeghbfehj 6.3 3

27 IdentificationMandMFunctionalMxharacterizationMofMMetabolitesMforMwoneMMassMinMPeribMandM
PostmenopausalMxhineseMWomencMJournalloflClinicallEndocrinologylandlMetabolismaM2021aMfekaMehfjnbehfll5.6 3

26 vssessingMtheMGeneticMxorrelationsMwetweenMwloodMPlasmaMProteinsMandMOsteoporosisoMvMPolygenicM
RiskMScoreMvnalysiscMCalcifiedlTissuelInternationalaM2019aMfeiaMflfbfmf 3.9 3

25 yetectingMepistasisMwithinMchromatinMregulatoryMcircuitryMrevealsMxvNygMasMaMnovelMsusceptibilityM
geneMforMobesitycMInternationallJournalloflObesityaM2019aMihaMijebijk 5.5 3

24 GeographicalMdifferencesMinMosteoporosisaMobesityaMandMsarcopeniaMrelatedMtraitsMinMwhiteMvmericanM
cohortscMScientificlReportsaM2019aMnaMfghff 4.9 2

23 vssociationMofMhpglcfMVariantsMwithMWholeMwodyMLeanMMassMIdentifiedMbyMaMGenomebwideM
vssociationMStudycMScientificlReportsaM2020aMfeaMignh 4.9 2
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22 vMtransbethnicMtwobstageMpolygeneticMscoringManalysisMdetectsMgeneticMcorrelationMbetweenM
osteoporosisMandMschizophreniacMClinicallandlTranslationallMedicineaM2020aMnaMgf 5.7 2

21 MultipleManalysesMindicateMtheMspecificMassociationMofMNRfIhaMxkMandMTNNMwithMlowMhipMwMyMriskcM
JournalloflGeneticslandlGenomicsaM2017aMiiaMhglbhhe 4 2

20
PrioritizationMofMOsteoporosisbvssociatedMGenomebwideMvssociationMStudyMUGWvSVM
SinglebNucleotideMPolymorphismsMUSNPsVMUsingMzpigenomicsMandMTranscriptomicscMJBMRlPlusaM2021aM
jaMefeimf

3.9 2

19 ThreeMpleiotropicMlociMassociatedMwithMboneMmineralMdensityMandMleanMbodyMmasscMMolecularlGeneticsl
andlGenomicsaM2021aMgnkaMjjbkj 3.1 2

18 vMsystematicMdissectionMofMhumanMprimaryMosteoblastsMatMsinglebcellMresolutioncMAgingaM2021aMfhaMgekgnbgekje5.6 2

17 SWGyToMvMslidingMwindowbbasedMgenotypeMdependenceMtestingMtoolMforMgenomebwideMsusceptibilityM
geneMscancMJournalloflBiomedicallInformaticsaM2015aMjlaMhmbif 10.2 1

16 InferringMcausalMrelationshipsMbetweenMphenotypesMusingMsummaryMstatisticsMfromMgenomebwideM
associationMstudiescMHumanlGeneticsaM2018aMfhlaMgilbgjj 6.3 1

15 zvaluationMofMtheMvctivityMandMzfficacyMofMvnidulafunginbLoadedMHumanMSerumMvlbuminM
NanoparticlesMvgainstMccMFrontierslinlMicrobiologyaM2021aMfgaMlmmiig 5.7 1

14 vMnovelMcomputationalMstrategyMforMyNvMmethylationMimputationMusingMmixtureMregressionMmodelM
UMRMVcMBMClBioinformaticsaM2020aMgfaMjjg 3.6 1

13 FourMpleiotropicMlociMassociatedMwithMfatMmassMandMleanMmasscMInternationallJournalloflObesityaM2020aM
iiaMgffhbgfgh 5.5 1

12 STbVbNetoMincorporatingMshapeMpriorMintoMconvolutionalMneuralMnetworksMforMproximalMfemurM
segmentationcMComplexlslIntelligentlSystemsaf 7.1 1

11 SinglebcellMRNvMsequencingMofMhumanMfemoralMheadcMAgingaM2021aMfhaMfjjnjbfjkfn 5.6 1

10 PleiotropicMgenomicMvariantsMatMflqgfchfMassociatedMwithMboneMmineralMdensityMandMbodyMfatMmassoMaM
bivariateMgenomebwideMassociationManalysiscMEuropeanlJournalloflHumanlGeneticsaM2021aMgnaMjjhbjkh 5.3 1

9 vMtranscriptomebwideMassociationMstudyMtoMdetectMnovelMgenesMforMvolumetricMboneMmineralMdensitycM
BoneaM2021aMfjhaMffkfek 4.7 1

8 MediumbcoverageMyNvMsequencingMinMtheMdesignMofMtheMgeneticMassociationMstudycMEuropeanlJournall
oflHumanlGeneticsaM2020aMgmaMfijnbfikk 5.3 0

7 NetworkbwasedMvpproachMtoMRepurposeMvpprovedMyrugsMforMxOVIybfnMbyMIntegratingMGWvSMandM
TextMMiningMyatacMProcessesaM2022aMfeaMhgk 2.9 0

6 IdentificationMofMpleiotropicMlociMunderlyingMhipMboneMmineralMdensityMandMtrunkMleanMmasscMJournall
oflHumanlGeneticsaM2021aMkkaMgjfbgke 4.3 0

5
vMgeneralizedMkernelMmachineMapproachMtoMidentifyMhigherborderMcompositeMeffectsMinMmultibviewM
datasetsaMwithMapplicationMtoMadolescentMbrainMdevelopmentMandMosteoporosiscMJournalloflBiomedicall
InformaticsaM2021aMfgeaMfehmji

10.2 0
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4
IntegrationMofMtheMHumanMGutMMicrobiomeMandMSerumMMetabolomeMRevealsMNovelMwiologicalM
FactorsMInvolvedMinMtheMRegulationMofMwoneMMineralMyensityccMFrontierslinlCellularlandlInfectionl
MicrobiologyaM2022aMfgaMmjhinn

5.9 0

3 vssociationsMofMphysicalMactivityMwithMsarcopeniaMandMsarcopenicMobesityMinMmiddlebagedMandMolderM
adultsoMtheMLouisianaMosteoporosisMstudyccMBMClPubliclHealthaM2022aMggaMmnk 4.1 0

2 IntegrativeManalysisMofMmultibomicsMdataMtoMdetectMtheMunderlyingMmolecularMmechanismsMforMobesityM
inMvivoMinMhumansccMHumanlGenomicsaM2022aMfkaMfj 6.8 0

1 PPvRGxfwMgeneMisMassociatedMwithMKashinbweckMdiseaseMinMHanMxhinesecMFunctionallandlIntegrativel
GenomicsaM2016aMfkaMijnbkh 3.8
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