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POLR3A variants in hereditary spastic paraplegia and ataxia. Brain, 2018, 141, e1

Association study of essential tremor genetic loci in Parkinson’sfHisease. Neurobiology of Aging,
2018, 66, 178.e13-178.e15

Insufficient evidence for pathogenicity of SNCA His50Gln (H50Q) in Parkinson’s disease.
Neurobiology of Aging, 2018, 64, 159.e5-159.e8

66 Genome-wide association analysis identifies new candidate risk loci for familial intracranial

aneurysm in the French-Canadian population. Scientific Reports, 2018, 8, 4356 49 10

LRRK2 protective haplotype and full sequencing study in REM sleep behavior disorder.
Parkinsonism and Related Disorders, 2018, 52, 98-101
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