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n Paper IF Citations

81
GeneNsetNenrichmentNanalysispNaNknowledgecbasedNapproachNforNinterpretingNgenomecwideN
expressionNprofilesdNProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericabN
2005bNgfhbNgkkjkckf

11.5 24578

80 ProteogenomicsNconnectsNsomaticNmutationsNtoNsignallingNinNbreastNcancerdNNaturebN2016bNkijbNkkclh 50.4 938

79 MulticsiteNassessmentNofNtheNprecisionNandNreproducibilityNofNmultipleNreactionNmonitoringcbasedN
measurementsNofNproteinsNinNplasmadNNaturenBiotechnologybN2009bNhmbNliicjg 44.5 859

78 IntegratedNProteogenomicNyharacterizationNofNHumanNHighcGradeNSerousNOvarianNyancerdNCellbN
2016bNgllbNmkkcmlk 56.2 544

77 WhenNcheckpointsNfaildNCellbN1997bNnnbNigkchg 56.2 535

76 wNcheckpointNregulatesNtheNrateNofNprogressionNthroughNSNphaseNinNSdNcerevisiaeNinNresponseNtoNzNwN
damagedNCellbN1995bNnhbNnjgcm 56.2 525

75 RepeatabilityNandNreproducibilityNinNproteomicNidentificationsNbyNliquidNchromatographyctandemN
massNspectrometrydNJournalnofnProteomenResearchbN2010bNobNmlgcml 5.6 377

74 wNtargetedNproteomicscbasedNpipelineNforNverificationNofNbiomarkersNinNplasmadNNaturen
BiotechnologybN2011bNhobNlhkcij 44.5 290

73
wnNautomatedNandNmultiplexedNmethodNforNhighNthroughputNpeptideNimmunoaffinityNenrichmentN
andNmultipleNreactionNmonitoringNmassNspectrometrycbasedNquantificationNofNproteinNbiomarkersdN
MolecularnandnCellularnProteomicsbN2010bNobNgnjcol

7.6 276

72 IschemiaNinNtumorsNinducesNearlyNandNsustainedNphosphorylationNchangesNinNstressNkinaseNpathwaysN
butNdoesNnotNaffectNglobalNproteinNlevelsdNMolecularnandnCellularnProteomicsbN2014bNgibNglofcmfj 7.6 239

71 wntibodycbasedNenrichmentNofNpeptidesNonNmagneticNbeadsNforNmasscspectrometrycbasedN
quantificationNofNserumNbiomarkersdNAnalyticalnBiochemistrybN2007bNilhbNjjckj 3.1 234

70 PhosphoproteomicNanalysisNofNchimericNantigenNreceptorNsignalingNrevealsNkineticNandNquantitativeN
differencesNthatNaffectNcellNfunctiondNSciencenSignalingbN2018bNggbN 8.8 192

69
yomputationalNProteomicsNwnalysisNSystemNVyPwSWpNanNextensiblebNopencsourceNanalyticNsystemNforN
evaluatingNandNpublishingNproteomicNdataNandNhighNthroughputNbiologicalNexperimentsdNJournalnofn
ProteomenResearchbN2006bNkbNgghchg

5.6 183

68 βffectNofNcollisionNenergyNoptimizationNonNtheNmeasurementNofNpeptidesNbyNselectedNreactionN
monitoringNVSRMWNmassNspectrometrydNAnalyticalnChemistrybN2010bNnhbNgfgglchj 7.8 176

67 IntegratedNProteogenomicNyharacterizationNofNylearNyellNRenalNyellNyarcinomadNCellbN2019bNgmobNoljconideig56.2 173

66 wNhumanNproteomeNdetectionNandNquantitationNprojectdNMolecularnandnCellularnProteomicsbN2009bNnbNnnicl7.6 167

65 yonnectingNgenomicNalterationsNtoNcancerNbiologyNwithNproteomicspNtheNNyINylinicalNProteomicN
TumorNwnalysisNyonsortiumdNCancernDiscoverybN2013bNibNggfncgh 24.4 162

Amanda G Paulovich

2



64 IntegratedNpipelineNforNmassNspectrometrycbasedNdiscoveryNandNconfirmationNofNbiomarkersN
demonstratedNinNaNmouseNmodelNofNbreastNcancerdNJournalnofnProteomenResearchbN2007bNlbNiolhcmk 5.6 156

63
InterlaboratoryNevaluationNofNautomatedbNmultiplexedNpeptideNimmunoaffinityNenrichmentNcoupledN
toNmultipleNreactionNmonitoringNmassNspectrometryNforNquantifyingNproteinsNinNplasmadNMolecularn
andnCellularnProteomicsbN2012bNggbNMgggdfginkj

7.6 153

62 yancerNbiomarkerspNaNsystemsNapproachdNNaturenBiotechnologybN2006bNhjbNofkcn 44.5 153

61 PanoramapNaNtargetedNproteomicsNknowledgeNbasedNJournalnofnProteomenResearchbN2014bNgibNjhfkcgf 5.6 149

60 PerformanceNmetricsNforNliquidNchromatographyctandemNmassNspectrometryNsystemsNinNproteomicsN
analysesdNMolecularnandnCellularnProteomicsbN2010bNobNhhkcjg 7.6 147

59 zemonstratingNtheNfeasibilityNofNlargecscaleNdevelopmentNofNstandardizedNassaysNtoNquantifyNhumanN
proteinsdNNaturenMethodsbN2014bNggbNgjockk 21.6 145

58 HeadctocheadNcomparisonNofNserumNfractionationNtechniquesdNJournalnofnProteomenResearchbN2007bN
lbNnhncil 5.6 144

57 ProteogenomicNyharacterizationNRevealsNTherapeuticNVulnerabilitiesNinNLungNwdenocarcinomadNCellbN
2020bNgnhbNhffchhkdeik 56.2 139

56
LargecScaleNInterlaboratoryNStudyNtoNzevelopbNwnalyticallyNValidateNandNwpplyNHighlyNMultiplexedbN
QuantitativeNPeptideNwssaysNtoNMeasureNyancercRelevantNProteinsNinNPlasmadNMolecularnandnCellularn
ProteomicsbN2015bNgjbNhikmcmj

7.6 135

55 RecommendationsNforNtheNGenerationbNQuantificationbNStoragebNandNHandlingNofNPeptidesNUsedNforN
MassNSpectrometrycxasedNwssaysdNClinicalnChemistrybN2016bNlhbNjnclo 5.5 135

54 InterlaboratoryNstudyNcharacterizingNaNyeastNperformanceNstandardNforNbenchmarkingNLycMSN
platformNperformancedNMolecularnandnCellularnProteomicsbN2010bNobNhjhckj 7.6 130

53 ProteogenomicNyharacterizationNofNβndometrialNyarcinomadNCellbN2020bNgnfbNmhocmjndehl 56.2 122

52 βvaluationNofNlargeNscaleNquantitativeNproteomicNassayNdevelopmentNusingNpeptideNaffinitycbasedN
massNspectrometrydNMolecularnandnCellularnProteomicsbN2011bNgfbNMggfdffkljk 7.6 118

51 yPTwyNwssayNPortalpNaNrepositoryNofNtargetedNproteomicNassaysdNNaturenMethodsbN2014bNggbNmficj 21.6 113

50 SignalNmapsNforNmassNspectrometrycbasedNcomparativeNproteomicsdNMolecularnandnCellularn
ProteomicsbN2006bNkbNjhicih 7.6 96

49 ylinicalNpotentialNofNmassNspectrometrycbasedNproteogenomicsdNNaturenReviewsnClinicalnOncologybN
2019bNglbNhklchln 19.4 89

48
zesignbNimplementationNandNmultisiteNevaluationNofNaNsystemNsuitabilityNprotocolNforNtheN
quantitativeNassessmentNofNinstrumentNperformanceNinNliquidNchromatographycmultipleNreactionN
monitoringcMSNVLycMRMcMSWdNMolecularnandnCellularnProteomicsbN2013bNghbNhlhicio

7.6 87

47 wssessmentNofNaNmethodNtoNcharacterizeNantibodyNselectivityNandNspecificityNforNuseNinN
immunoprecipitationdNNaturenMethodsbN2015bNghbNmhkcig 21.6 86

(2015-2007)
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46 wNplatformNforNaccurateNmassNandNtimeNanalysesNofNmassNspectrometryNdatadNJournalnofnProteomen
ResearchbN2007bNlbNhlnkcoj 5.6 72

45 ProteogenomicNLandscapeNofNxreastNyancerNTumorigenesisNandNTargetedNTherapydNCellbN2020bNgnibNgjilcgjkldeig56.2 71

44 ProteogenomicNandNmetabolomicNcharacterizationNofNhumanNglioblastomadNCancernCellbN2021bNiobNkfockhndehf24.3 71

43 ProteomeNProfilingNOutperformsNTranscriptomeNProfilingNforNyoexpressionNxasedNGeneNFunctionN
PredictiondNMolecularnandnCellularnProteomicsbN2017bNglbNghgcgij 7.6 67

42 TheNevolvingNroleNofNmassNspectrometryNinNcancerNbiomarkerNdiscoverydNCancernBiologynandnTherapybN
2009bNnbNgfnicoj 4.6 60

41
PeptideNImmunoaffinityNβnrichmentNandNTargetedNMassNSpectrometryNβnablesNMultiplexbN
QuantitativeNPharmacodynamicNStudiesNofNPhosphocSignalingdNMolecularnandnCellularnProteomicsbN
2015bNgjbNhhlgcmi

7.6 49

40 SequentialNmultiplexedNanalyteNquantificationNusingNpeptideNimmunoaffinityNenrichmentNcoupledNtoN
massNspectrometrydNMolecularnandnCellularnProteomicsbN2012bNggbNMgggdfgkijm 7.6 48

39
wutomatedNscreeningNofNmonoclonalNantibodiesNforNSISywPwNassaysNusingNaNmagneticNbeadN
processorNandNliquidNchromatographycselectedNreactionNmonitoringcmassNspectrometrydNJournalnofn
ImmunologicalnMethodsbN2010bNikibNjoclg

2.5 48

38 IntegratedNProteogenomicNyharacterizationNacrossNMajorNHistologicalNTypesNofNPediatricNxrainN
yancerdNCellbN2020bNgnibNgolhcgonkdeig 56.2 45

37 wssessingNbiasNinNexperimentNdesignNforNlargeNscaleNmassNspectrometrycbasedNquantitativeN
proteomicsdNMolecularnandnCellularnProteomicsbN2007bNlbNgmjgcn 7.6 44

36 NormalizationNregardingNnoncrandomNmissingNvaluesNinNhighcthroughputNmassNspectrometryNdatadN
PacificnSymposiumnonnBiocomputingnPacificnSymposiumnonnBiocomputingbN2006bNigkchl 1.3 42

35 MultiplexedNquantificationNofNestrogenNreceptorNandNHβRheNeuNinNtissueNandNcellNlysatesNbyNpeptideN
immunoaffinityNenrichmentNmassNspectrometrydNProteomicsbN2012bNghbNghkiclf 4.8 41

34 ImmobilizedNMetalNwffinityNyhromatographyNyoupledNtoNMultipleNReactionNMonitoringNβnablesN
ReproducibleNQuantificationNofNPhosphocsignalingdNMolecularnandnCellularnProteomicsbN2016bNgkbNmhlcio 7.6 40

33
TheNpreferenceNforNerrorcfreeNorNerrorcproneNpostreplicationNrepairNinNSaccharomycesNcerevisiaeN
exposedNtoNlowcdoseNmethylNmethanesulfonateNisNcellNcycleNdependentdNMolecularnandnCellularn
BiologybN2013bNiibNgkgkchm

4.8 39

32 PeptideNimmunoaffinityNenrichmentNcoupledNwithNmassNspectrometryNforNpeptideNandNproteinN
quantificationdNClinicsninnLaboratorynMedicinebN2011bNigbNinkcol 2.1 38

31 OptimizedNProtocolNforNQuantitativeNMultipleNReactionNMonitoringcxasedNProteomicNwnalysisNofN
FormalincFixedbNParaffincβmbeddedNTissuesdNJournalnofnProteomenResearchbN2016bNgkbNhmgmchn 5.6 35

30 QuantificationNofNwTPmxNProteinNinNzriedNxloodNSpotsNbyNPeptideNImmunocSRMNasNaNPotentialN
ScreenNforNWilsonUsNziseasedNJournalnofnProteomenResearchbN2017bNglbNnlhcnmg 5.6 31

29 HighcaffinityNrecombinantNantibodyNfragmentsNVFabsWNcanNbeNappliedNinNpeptideNenrichmentN
immunocMRMNassaysdNJournalnofnProteomenResearchbN2014bNgibNhgnmcol 5.6 30
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28
wnticpeptideNmonoclonalNantibodiesNgeneratedNforNimmunocmultipleNreactionNmonitoringcmassN
spectrometryNassaysNhaveNaNhighNprobabilityNofNsupportingNWesternNblotNandNβLISwdNMolecularnandn
CellularnProteomicsbN2015bNgjbNinhcon

7.6 29

27 QualityNcontrolNmetricsNforNLycMSNfeatureNdetectionNtoolsNdemonstratedNonNSaccharomycesN
cerevisiaeNproteomicNprofilesdNJournalnofnProteomenResearchbN2006bNkbNgkhmcij 5.6 27

26 UsingNtheNyPTwyNwssayNPortalNtoNIdentifyNandNImplementNHighlyNyharacterizedNTargetedNProteomicsN
wssaysdNMethodsninnMolecularnBiologybN2016bNgjgfbNhhicil 1.4 25

25 LymphaticNendothelialNmurineNchlorideNchannelNcalciumcactivatedNgNisNaNligandNforNleukocyteNLFwcgN
andNMaccgdNJournalnofnImmunologybN2010bNgnkbNkmlocmm 5.3 18

24 TheNSaccharomycesNcerevisiaeNRwzobNRwzgmNandNRwzhjNgenesNareNrequiredNforNsuppressionNofN
mutagenicNpostcreplicativeNrepairNduringNchronicNzNwNdamagedNDNAnRepairbN2010bNobNnhjcij 4.3 17

23 QuantificationNofNproteinsNusingNpeptideNimmunoaffinityNenrichmentNcoupledNwithNmassN
spectrometrydNJournalnofnVisualizednExperimentsbN2011bN 1.6 16

22
pRwzkfpNaNnovelNandNclinicallyNapplicableNpharmacodynamicNbiomarkerNofNbothNwTMNandNwTRN
inhibitionNidentifiedNusingNmassNspectrometryNandNimmunohistochemistrydNBritishnJournalnofnCancerbN
2018bNggobNghiicghji

8.7 16

21 wntibodycyoupledNMagneticNxeadsNyanNxeNReusedNinNImmunocMRMNwssaysNToNReduceNyostNandN
βxtendNwntibodyNSupplydNJournalnofnProteomenResearchbN2015bNgjbNjjhkcig 5.6 15

20 MultiplexedNProteomicNwnalysisNforNziagnosisNandNScreeningNofNFiveNPrimaryNImmunodeficiencyN
zisordersNFromNzriedNxloodNSpotsdNFrontiersninnImmunologybN2020bNggbNjlj 8.4 15

19 wNMultiplexedNMassNSpectrometrycxasedNwssayNforNRobustNQuantificationNofNPhosphosignalingNinN
ResponseNtoNzNwNzamagedNRadiationnResearchbN2018bNgnobNkfkckgn 3.1 15

18 yommerciallyNavailableNantibodiesNcanNbeNappliedNinNquantitativeNmultiplexedNpeptideN
immunoaffinityNenrichmentNtargetedNmassNspectrometryNassaysdNProteomicsbN2016bNglbNhgjgck 4.8 15

17 RapidNMultiplexedNProteomicNScreeningNforNPrimaryNImmunodeficiencyNzisordersNFromNzriedNxloodN
SpotsdNFrontiersninnImmunologybN2018bNobNhmkl 8.4 15

16 yomparativeNanalysisNofNTyRNandNywRNsignalingNinformsNywRNdesignsNwithNsuperiorNantigenN
sensitivityNandNinNvivoNfunctiondNSciencenSignalingbN2021bNgjbN 8.8 11

15 PeptideNImmunoaffinityNβnrichmentNwithNTargetedNMassNSpectrometrypNwpplicationNtoN
QuantificationNofNwTMNKinaseNPhosphocSignalingdNMethodsninnMolecularnBiologybN2017bNgkoobNgomchgi 1.4 8

14 TargetedNmassNspectrometryNenablesNrobustNquantificationNofNFwNyzhNmonocubiquitinationNinN
responseNtoNzNwNdamagedNDNAnRepairbN2018bNlkbNjmcki 4.3 8

13
NovelNconnectionsNbetweenNzNwNreplicationbNtelomereNhomeostasisbNandNtheNzNwNdamageN
responseNrevealedNbyNaNgenomecwideNscreenNforNTβLgewTMNinteractionsNinNSaccharomycesN
cerevisiaedNGeneticsbN2013bNgoibNgggmcii

4 8

12 LossNofNTGF˛†NsignalingNincreasesNalternativeNendcjoiningNzNwNrepairNthatNsensitizesNtoNgenotoxicN
therapiesNacrossNcancerNtypesdNSciencenTranslationalnMedicinebN2021bNgibN 17.5 8

11 QuantifyingNtheNhumanNproteomedNNaturenBiotechnologybN2016bNijbNgfiicgfij 44.5 7

(2016-2015)
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10 wNhighlyNannotatedNdatabaseNofNgenesNassociatedNwithNplatinumNresistanceNinNcancerdNOncogenebN
2021bNjfbNliokcljfk 9.2 4

9 TargetedNmassNspectrometrycbasedNassaysNenableNmultiplexNquantificationNofNreceptorNtyrosineN
kinasebNMwPNKinasebNandNwKTNsignalingdNCellnReportsnMethodsbN2021bNgbN 4

8 wNdatasetNdescribingNaNsuiteNofNnovelNantibodyNreagentsNforNtheNRwSNsignalingNnetworkdNScientificn
DatabN2019bNlbNglf 8.2 3

7 TargetedNMassNSpectrometryNβnablesNMultiplexedNQuantificationNofNImmunomodulatoryNProteinsNinN
ylinicalNxiospecimensdNFrontiersninnImmunologybN2021bNghbNmlknon 8.4 3

6
QuantificationNofNHumanNβpidermalNGrowthNFactorNReceptorNhNbyNImmunopeptideNβnrichmentNandN
TargetedNMassNSpectrometryNinNFormalincFixedNParaffincβmbeddedNandNFrozenNxreastNyancerN
TissuesdNClinicalnChemistrybN2021bNlmbNgffncgfgn

5.5 3

5 IntegrativeNProteocgenomicNwnalysisNtoNyonstructNyNwcproteinNRegulatoryNMapNinNxreastNandN
OvarianNTumorsdNMolecularnandnCellularnProteomicsbN2019bNgnbNSllcSng 7.6 2

4
QuantificationNofNβstrogenNReceptorbNProgesteroneNReceptorbNandNHumanNβpidermalNGrowthNFactorN
ReceptorNhNProteinNβxpressionNinNxoneNxiopsiesNbyNTargetedNMassNSpectrometryNwithoutNwcidN
zecalcificationdNClinicalnChemistrybN2020bNllbNgjkocgjlg

5.5 2

3 zNwNReplicationNStressNPhosphoproteomeNProfilesNRevealNNovelNFunctionalNPhosphorylationNSitesN
onNXrshNinNSaccharomycesNcerevisiaedNGeneticsbN2016bNhfibNikicln 4 2

2 MultiomicNanalysisNidentifiesNyPTgwNasNaNpotentialNtherapeuticNtargetNinNplatinumcrefractorybN
highcgradeNserousNovarianNcancerddNCellnReportsnMedicinebN2021bNhbNgffjmg 18 2

1 ProteogenomicNyharacterizationNofNHighlyNβnrichedNViableNLeukemicNxlastsNinNwcuteNMyeloidN
LeukemiapNwNSWOGNReportdNBloodbN2021bNginbNkhhckhh 2.2
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