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i Paper IF Citations

325 uourHgroupsHofHtypeHaHdiabetesHcontributeHtoHtheHetiologicalHandHclinicalHheterogeneityHinHnewlyH
diagnosedHindividualsiHpnHxαxHsxRtrTHstudyVVHCellYReportsYMedicineTH2022THbTHYXXcff 18 1

324 SignalPHeVXHpredictsHallHfiveHtypesHofHsignalHpeptidesHusingHproteinHlanguageHmodelsVVHNatureY
BiotechnologyTH2022TH 44.5 56

323 rrossUtissueHtranscriptomeUwideHassociationHstudiesHidentifyHsusceptibilityHgenesHsharedHbetweenH
schizophreniaHandHinflammatoryHbowelHdiseaseVVHCommunicationsYBiologyTH2022THdTHgX 6.7 1

322
RandomizedHphaseHaHstudyHofHnivolumabHwithHorHwithoutHipilimumabHinHcombinationHwithH
stereotacticHbodyHradiotherapyHinHpatientsHwithHrefractoryHmetastaticHpancreaticHcancerH
PrwtrzPprQVVHJournalYofYClinicalYOncologyTH2022THcXTHddcUddc

2.2 1

321 RareHS rYbpYHvariantsHassociateHwithHintervertebralHdiscHdisorderHhighlightingHroleHofHsulfateHinHdiscH
pathologyVVHNatureYCommunicationsTH2022THYbTHebc 17.4 3

320
tstablishedHriskHlociHforHsystemicHlupusHerythematosusHatHβruaTHSTpTcTHTβPObTHxRudHandHxTvpαH
associateHwithHdistinctHclinicalHmanifestationsiHaHsanishHgenomeUwideHassociationHstudyVVHJointYBoneY
SpineTH2022THYXdbdf

2.9

319 UsingHαachineH earningHtoHxdentifyHPatientsHatHwighHRiskHofHxnappropriateHsrugHsosingHinHPeriodsH
withHRenalHsysfunctionVVHClinicalYEpidemiologyTH2022THYcTHaYbUaab 5.9 0

318 αodelingHofHwaningHimmunityHafterHSpRSUroVUaHvaccinationHandHinfluencingHfactorsVVHNatureY
CommunicationsTH2022THYbTHYeYc 17.4 4

317 pHgenomeUwideHmetaUanalysisHidentifiesHdXHgeneticHlociHassociatedHwithHcarpalHtunnelHsyndromeVVH
NatureYCommunicationsTH2022THYbTHYdhg 17.4 1

316
RandomizedHPhaseHxxHStudyHofHβivolumabHWithHorHWithoutHxpilimumabHrombinedHWithHStereotacticH
qodyHRadiotherapyHforHRefractoryHαetastaticHPancreaticHrancerHPrheckPprQVVHJournalYofYClinicalY
OncologyTH2022THyrOaYXadYY

2.2 3

315 sataHResourceHProfileiHTheHropenhagenHwospitalHqiobankHPrwqQVHInternationalYJournalYofY
EpidemiologyTH2021THdXTHfYhUfaXe 7.8 3

314 ProcessesHUnderlyingHvlycemicHseteriorationHinHTypeHaHsiabetesiHpnHxαxHsxRtrTHStudyVHDiabetesY
CareTH2021THccTHdYYUdYg 14.6 6

313 OptimizingHdrugHselectionHfromHaHprescriptionHtrajectoryHofHoneHpatientVHNpjYDigitalYMedicineTH2021TH
cTHYdX 15.7 0

312
PredictiveHutilitiesHofHlipidHtraitsTHlipoproteinHsubfractionsHandHotherHriskHfactorsHforHincidentH
diabetesiHaHmachineHlearningHapproachHinHtheHsiabetesHPreventionHProgramVHBMJYOpenYDiabetesY
ResearchYandYCareTH2021THhTH

4.5 2

311 prtificialHxntelligenceHandHtarlyHsetectionHofHPancreaticHranceriHaXaXHSummativeHReviewVHPancreasTH
2021THdXTHadYUafh 2.6 12

310 TheHburdenHofHdiseaseHofHthreeHfoodUassociatedHheavyHmetalsHinHclustersHinHtheHsanishHpopulationHUH
TowardsHtargetedHpublicHhealthHstrategiesVHFoodYandYChemicalYToxicologyTH2021THYdXTHYYaXfa 4.7 3

309 venomeUwideHanalysisHofHhccHYbbHindividualsHprovidesHinsightsHintoHtheHetiologyHofHhaemorrhoidalH
diseaseVHGutTH2021TH 19.2 2
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308 xmpairedHVitaminHsHSignalingHinHTHrellsHuromHaHuamilyHWithHwereditaryHVitaminHsHResistantHRicketsVH
FrontiersYinYImmunologyTH2021THYaTHegcXYd 8.4 3

307 tndotrophinHisHassociatedHwithHchronicHmultimorbidityHandHallUcauseHmortalityHinHaHcohortHofHelderlyH
womenVHEBioMedicineTH2021THegTHYXbbhY 8.8 3

306 tlevenHgenomicHlociHaffectHplasmaHlevelsHofHchronicHinflammationHmarkerHsolubleHurokinaseUtypeH
plasminogenHactivatorHreceptorVHCommunicationsYBiologyTH2021THcTHedd 6.7 3

305 pcuteHandHpersistentHsymptomsHinHnonUhospitalizedHPrRUconfirmedHrOVxsUYhHpatientsVHScientificY
ReportsTH2021THYYTHYbYdb 4.9 27

304
ProfilesHofHvlucoseHαetabolismHinHsifferentHPrediabetesHPhenotypesTHrlassifiedHbyHuastingH
vlycemiaTHaUwourHOvTTTHvlycatedHwemoglobinTHandHYUwourHOvTTiHpnHxαxHsxRtrTHStudyVHDiabetesTH
2021THfXTHaXhaUaYXe

0.9 4

303 SemenHqualityHandHwaitingHtimeHtoHpregnancyHexploredHusingHassociationHminingVHAndrologyTH2021TH
hTHdffUdgf 4.2 2

302 pHgenomeUwideHmetaUanalysisHyieldsHceHnewHlociHassociatingHwithHbiomarkersHofHironHhomeostasisVH
CommunicationsYBiologyTH2021THcTHYde 6.7 11

301 veneticHinsightHintoHsickHsinusHsyndromeVHEuropeanYHeartYJournalTH2021THcaTHYhdhUYhfY 9.5 7

300 pssociationHofHVariantsHβearHtheHqradykininHReceptorHqHveneHWithHpngioedemaHinHPatientsHTakingH
prt´ xnhibitorsVHJournalYofYtheYAmericanYCollegeYofYCardiologyTH2021THfgTHeheUfXh 15.1 2

299 TheHimpactHofHearlyHpregnancyHcomplicationsHonHcompletedHfamilyHsizeUpHnationwideTHregistryUbasedH
cohortHstudyHwithHcXHyearsHofHdataVHActaYObstetriciaYEtYGynecologicaYScandinavicaTH2021THYXXTHaaaeUaabb 3.8

298 rhanceHofHliveHbirthiHaHnationwideTHregistryUbasedHcohortHstudyVHHumanYReproductionTH2021THbeTHYXedUYXfb5.7 11

297 TimeUorderedHcomorbidityHcorrelationsHidentifyHpatientsHatHriskHofHmisUHandHoverdiagnosisVHNpjY
DigitalYMedicineTH2021THcTHYa 15.7 3

296
rohortHprofileiHropenhagenHwospitalHqiobankHUHrardiovascularHsiseaseHrohortHPrwqUrVsrQiH
ronstructionHofHaHlargeUscaleHgeneticHcohortHtoHfacilitateHaHbetterHunderstandingHofHheartHdiseasesVH
BMJYOpenTH2021THYYTHeXchfXh

3 0

295 siseaseHTrajectoriesHforHwidradenitisHSuppurativaHinHtheHsanishHPopulationVHJAMAYDermatologyTH
2020THYdeTHfgXUfge 5.1 6

294 pssociationHbetweenHantipsychoticHdrugHdoseHandHlengthHofHclinicalHnotesiHaHproxyHofHdiseaseH
severitynVHBMCYMedicalYResearchYMethodologyTH2020THaXTHYXf 4.7 2

293
xmplementationHandHcomparisonHofHtwoHtextHminingHmethodsHwithHaHstandardHpharmacovigilanceH
methodHforHsignalHdetectionHofHmedicationHerrorsVHBMCYMedicalYInformaticsYandYDecisionYMakingTH
2020THaXTHhc

3.6 4

292 PredictingHandHelucidatingHtheHetiologyHofHfattyHliverHdiseaseiHpHmachineHlearningHmodelingHandH
validationHstudyHinHtheHxαxHsxRtrTHcohortsVHPLoSYMedicineTH2020THYfTHeYXXbYch 11.6 18

291 xmmuneHProfilingHofHwumanHvutUpssociatedH ymphoidHTissueHxdentifiesHaHRoleHforHxsolatedH
 ymphoidHuolliclesHinHPrimingHofHRegionUSpecificHxmmunityVHImmunityTH2020THdaTHddfUdfXVee 32.3 40

(2020-2021)
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290
synamicHandHexplainableHmachineHlearningHpredictionHofHmortalityHinHpatientsHinHtheHintensiveHcareH
unitiHaHretrospectiveHstudyHofHhighUfrequencyHdataHinHelectronicHpatientHrecordsVHTheYLancetYDigitalY
HealthTH2020THaTHeYfhUeYhY

14.4 70

289
SecretedHbreastHtumorHinterstitialHfluidHmicroRβpsHandHtheirHtargetHgenesHareHassociatedHwithH
tripleUnegativeHbreastHcancerTHtumorHgradeTHandHimmuneHinfiltrationVHBreastYCancerYResearchTH2020TH
aaTHfb

8.3 8

288 SexHdifferencesHinHtextUminedHpossibleHadverseHdrugHeventsHassociatedHwithHdrugsHforHpsychosisVH
JournalYofYPsychopharmacologyTH2020THbcTHdbaUdbh 4.6 3

287 TheHroleHofHphysicalHactivityHinHmetabolicHhomeostasisHbeforeHandHafterHtheHonsetHofHtypeHaHdiabetesiH
anHxαxHsxRtrTHstudyVHDiabetologiaTH2020THebTHfccUfde 10.3 4

286 pgeUstratifiedHlongitudinalHstudyHofHplzheimerOsHandHvascularHdementiaHpatientsVHAlzheimergsYandY
DementiaTH2020THYeTHhXgUhYf 1.2 12

285 pRssHaXaXiHfromHagingHmechanismsHtoHinterventionsVHAgingTH2020THYaTHaccgcUacdXb 5.6 11

284 PostUloadHglucoseHsubgroupsHandHassociatedHmetabolicHtraitsHinHindividualsHwithHtypeHaHdiabetesiHpnH
xαxUsxRtrTHstudyVHPLoSYONETH2020THYdTHeXacabeX 3.7 2

283  ipidomicHprofilesTHlipidHtrajectoriesHandHclinicalHbiomarkersHinHfemaleHeliteHenduranceHathletesVH
ScientificYReportsTH2020THYXTHabch 4.9 2

282 WholeHbloodHcoUexpressionHmodulesHassociateHwithHmetabolicHtraitsHandHtypeHaHdiabetesiHanH
xαxUsxRtrTHstudyVHGenomeYMedicineTH2020THYaTHYXh 14.4 3

281 pHreferenceHmapHofHpotentialHdeterminantsHforHtheHhumanHserumHmetabolomeVHNatureTH2020THdggTHYbdUYcX50.4 75

280 sietaryHmetaboliteHprofilingHbringsHnewHinsightHintoHtheHrelationshipHbetweenHnutritionHandH
metabolicHriskiHpnHxαxHsxRtrTHstudyVHEBioMedicineTH2020THdgTHYXahba 8.8 2

279 rompleteHTopologicalHαappingHofHaHrellularHProteinHxnteractomeHRevealsHqowUTieHαotifsHasH
UbiquitousHronnectorsHofHProteinHromplexesVHCellYReportsTH2020THbYTHYXffeb 10.6 3

278 tffectsHofHactiveHfarnesoidHXHreceptorHonHv UTagHenteroendocrineH HcellsVHMolecularYandYCellularY
EndocrinologyTH2020THdYfTHYYXhab 4.4 3

277 veneticHvariabilityHinHtheHabsorptionHofHdietaryHsterolsHaffectsHtheHriskHofHcoronaryHarteryHdiseaseVH
EuropeanYHeartYJournalTH2020THcYTHaeYgUaeag 9.5 26

276 siseaseHtrajectoryHbrowserHforHexploringHtemporalTHpopulationUwideHdiseaseHprogressionHpatternsH
inHfVaHmillionHsanishHpatientsVHNatureYCommunicationsTH2020THYYTHchda 17.4 14

275 SystemsHgeneticsHanalysisHidentifiesHcalciumUsignalingHdefectsHasHnovelHcauseHofHcongenitalHheartH
diseaseVHGenomeYMedicineTH2020THYaTHfe 14.4 5

274 plcoholicHliverHdiseaseiHpHregistryHviewHonHcomorbiditiesHandHdiseaseHpredictionVHPLoSYComputationalY
BiologyTH2020THYeTHeYXXgacc 5 7

273 ronflictingHassociationsHbetweenHdietaryHpatternsHandHchangesHofHanthropometricHtraitsHacrossH
subgroupsHofHmiddleUagedHwomenHandHmenVHClinicalYNutritionTH2020THbhTHaedUafd 5.9 6
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272 PhenomeUWideHpnalysisHofHShortUHandH ongURunHsiseaseHxncidenceHuollowingHRecurrentHPregnancyH
 ossHUsingHsataHuromHaHbhUYearHPeriodVHJournalYofYtheYAmericanYHeartYAssociationTH2020THhTHeXYdXeh 6 10

271 PredictingHandHelucidatingHtheHetiologyHofHfattyHliverHdiseaseiHpHmachineHlearningHmodelingHandH
validationHstudyHinHtheHxαxHsxRtrTHcohortsH2020THYfTHeYXXbYch

270 PredictingHandHelucidatingHtheHetiologyHofHfattyHliverHdiseaseiHpHmachineHlearningHmodelingHandH
validationHstudyHinHtheHxαxHsxRtrTHcohortsH2020THYfTHeYXXbYch

269 PredictingHandHelucidatingHtheHetiologyHofHfattyHliverHdiseaseiHpHmachineHlearningHmodelingHandH
validationHstudyHinHtheHxαxHsxRtrTHcohortsH2020THYfTHeYXXbYch

268 PredictingHandHelucidatingHtheHetiologyHofHfattyHliverHdiseaseiHpHmachineHlearningHmodelingHandH
validationHstudyHinHtheHxαxHsxRtrTHcohortsH2020THYfTHeYXXbYch

267 PredictingHandHelucidatingHtheHetiologyHofHfattyHliverHdiseaseiHpHmachineHlearningHmodelingHandH
validationHstudyHinHtheHxαxHsxRtrTHcohortsH2020THYfTHeYXXbYch

266  everagingHturopeanHinfrastructuresHtoHaccessHYHmillionHhumanHgenomesHbyHaXaaVHNatureYReviewsY
GeneticsTH2019THaXTHehbUfXY 30.1 36

265 pHqriefHwistoryHofHProteinHSortingHPredictionVHProteinYJournalTH2019THbgTHaXXUaYe 3.9 55

264
SurvivalHpredictionHinHintensiveUcareHunitsHbasedHonHaggregationHofHlongUtermHdiseaseHhistoryHandH
acuteHphysiologyiHaHretrospectiveHstudyHofHtheHsanishHβationalHPatientHRegistryHandHelectronicH
patientHrecordsVHTheYLancetYDigitalYHealthTH2019THYTHefgUegh

14.4 46

263
siscoveryHofHbiomarkersHforHglycaemicHdeteriorationHbeforeHandHafterHtheHonsetHofHtypeHaHdiabetesiH
descriptiveHcharacteristicsHofHtheHepidemiologicalHstudiesHwithinHtheHxαxHsxRtrTHronsortiumVH
DiabetologiaTH2019THeaTHYeXYUYeYd

10.3 14

262
sqsSHvenomicHrohortTHaHprospectiveHandHcomprehensiveHresourceHforHintegrativeHandHtemporalH
analysisHofHgeneticTHenvironmentalHandHlifestyleHfactorsHaffectingHhealthHofHbloodHdonorsVHBMJYOpenTH
2019THhTHeXagcXY

3 22

261 romorbidityHlandscapeHofHtheHsanishHpatientHpopulationHaffectedHbyHchromosomeHabnormalitiesVH
GeneticsYinYMedicineTH2019THaYTHacgdUachd 8.1 7

260 TheHuseHofHsystemsHbiologyHinHchemicalHriskHassessmentVHCurrentYOpinionYinYToxicologyTH2019THYdTHcgUdc 4.4 6

259 rombingHtheHwairballiHxmprovingHVisualizationHofHmiRβpUTargetHxnteractionHβetworksVHMethodsYinY
MolecularYBiologyTH2019THYhfXTHafhUagh 1.4

258 RoadmapHforHaHprecisionUmedicineHinitiativeHinHtheHβordicHregionVHNatureYGeneticsTH2019THdYTHhacUhbX 36.3 12

257 PopulationUwideHanalysisHofHdifferencesHinHdiseaseHprogressionHpatternsHinHmenHandHwomenVHNatureY
CommunicationsTH2019THYXTHeee 17.4 58

256 xdentificationHofHhyperUrewiredHgenomicHstressHnonUoncogeneHaddictionHgenesHacrossHYdHcancerH
typesVHNpjYSystemsYBiologyYandYApplicationsTH2019THdTHaf 5 8

255 TheHbioVtoolsHregistryHofHsoftwareHtoolsHandHdataHresourcesHforHtheHlifeHsciencesVHGenomeYBiologyTH
2019THaXTHYec 18.3 19

(2019-2020)
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254 xncorporatingHsymptomHdataHinHlongitudinalHdiseaseHtrajectoriesHforHmoreHdetailedHpatientH
stratificationVHInternationalYJournalYofYMedicalYInformaticsTH2019THYahTHYXfUYYb 5.3 4

253 spOPiHlinkingHchemicalHstressorsHtoHadverseHoutcomesHpathwayHnetworksVHBioinformaticsTH2019THbdTHdbhYUdbha7.2 8

252 rombinedHtnsembleHsockingHandHαachineH earningHinHxdentificationHofHTherapeuticHpgentsHwithH
PotentialHxnhibitoryHtffectHonHwumanHrtSYVHMoleculesTH2019THacTH 4.8 4

251 wighUThroughputHSequencingUqasedHxnvestigationHofHVirusesHinHwumanHrancersHbyHαultienrichmentH
ppproachVHJournalYofYInfectiousYDiseasesTH2019THaaXTHYbYaUYbac 7 7

250  inkingHglycemicHdysregulationHinHdiabetesHtoHsymptomsTHcomorbiditiesTHandHgeneticsHthroughHtwRH
dataHminingVHELifeTH2019THgTH 8.9 5

249 SignalPHdVXHimprovesHsignalHpeptideHpredictionsHusingHdeepHneuralHnetworksVHNatureYBiotechnologyTH
2019THbfTHcaXUcab 44.5 1536

248 tstimatingHheritabilityHandHgeneticHcorrelationsHfromHlargeHhealthHdatasetsHinHtheHabsenceHofH
geneticHdataVHNatureYCommunicationsTH2019THYXTHddXg 17.4 9

247
pHgenericHdeepHconvolutionalHneuralHnetworkHframeworkHforHpredictionHofHreceptorUligandH
interactionsUβetPhosPaniHapplicationHtoHkinaseHphosphorylationHpredictionVHBioinformaticsTH2019TH
bdTHYXhgUYYXf

7.2 11

246 pH argeUrohortTH ongitudinalHStudyHseterminesHPrecancerHsiseaseHRoutesHacrossHsifferentHrancerH
TypesVHCancerYResearchTH2019THfhTHgecUgfa 10.1 8

245 UnexploredHtherapeuticHopportunitiesHinHtheHhumanHgenomeVHNatureYReviewsYDrugYDiscoveryTH2018TH
YfTHbYfUbba 64.1 156

244 uamilialHcoUoccurrenceHofHcongenitalHheartHdefectsHfollowsHdistinctHpatternsVHEuropeanYHeartYJournal
TH2018THbhTHYXYdUYXaa 9.5 15

243 miRandolaHaXYfiHaHcuratedHknowledgeHbaseHofHnonUinvasiveHbiomarkersVHNucleicYAcidsYResearchTH
2018THceTHsbdcUsbdh 20.1 44

242 αetaboliteHratiosHasHpotentialHbiomarkersHforHtypeHaHdiabetesiHaHsxRtrTHstudyVHDiabetologiaTH2018TH
eYTHYYfUYah 10.3 21

241 qenchmarkingHtheHw pHtypingHperformanceHofHPolysolverHandHOptitypeHinHdXHsanishHparentalHtriosVH
BMCYBioinformaticsTH2018THYhTHabh 3.6 15

240 pHcomprehensiveHandHquantitativeHcomparisonHofHtextUminingHinHYdHmillionHfullUtextHarticlesHversusH
theirHcorrespondingHabstractsVHPLoSYComputationalYBiologyTH2018THYcTHeYXXdhea 5 70

239 xntegrativeHnetworkHanalysisHhighlightsHbiologicalHprocessesHunderlyingHv PUYHstimulatedHinsulinH
secretioniHpHsxRtrTHstudyVHPLoSYONETH2018THYbTHeXYghgge 3.7 5

238 TheHproteinHkinaseHSxzHdownregulatesHtheHpolarityHproteinHParbVHOncotargetTH2018THhTHdfYeUdfbd 3.3 9

237 pnalysisHofHaHgeneHpanelHforHtargetedHsequencingHofHcolorectalHcancerHsamplesVHOncotargetTH2018THhTHhXcbUhXeX3.3 6
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236 xdentifyingHtheHdruggableHinteractomeHofHtWSUu xYHrevealsHαr UYHdependentHdifferentialH
sensitivitiesHofHtwingHsarcomaHcellsHtoHapoptosisHinducersVHOncotargetTH2018THhTHbYXYgUbYXbY 3.3 3

235 xncreaseHinHclinicallyHrecordedHtypeHaHdiabetesHafterHcolectomyVHELifeTH2018THfTH 8.9 11

234 pnalysisHofHTimeUSeriesHveneHtxpressionHsataHtoHtxploreHαechanismsHofHrhemicalUxnducedHwepaticH
SteatosisHToxicityVHFrontiersYinYGeneticsTH2018THhTHbhe 4.5 10

233 ProtectiveHroleHofHtheHvultureHfacialHskinHandHgutHmicrobiomesHaidHadaptationHtoHscavengingVHActaY
VeterinariaYScandinavicaTH2018THeXTHeY 2 21

232 pHcomputationalHframeworkHtoHintegrateHhighUthroughputHOUomicsOHdatasetsHforHtheHidentificationHofH
potentialHmechanisticHlinksVHNatureYProtocolsTH2018THYbTHafgYUagXX 18.8 44

231 TheHxnterplayHofHβonUcodingHRβpsHandHXHrhromosomeHxnactivationHinHwumanHsiseaseVHRNAY
TechnologiesTH2018THaahUabg 0.2

230 TranscriptomeHanalysisHofHtheHadultHhumanHzlinefelterHtestisHandHcellularityUmatchedHcontrolsH
revealsHdisturbedHdifferentiationHofHSertoliUHandH eydigHcellsVHCellYDeathYandYDiseaseTH2018THhTHdge 9.8 17

229 RetinoicHpcidHSignalingHinHThymicHtpithelialHrellsHRegulatesHThymopoiesisVHJournalYofYImmunologyTH
2018THaXYTHdacUdba 5.3 10

228 PharosiHrollatingHproteinHinformationHtoHshedHlightHonHtheHdruggableHgenomeVHNucleicYAcidsY
ResearchTH2017THcdTHshhdUsYXXa 20.1 146

227 tarlyHdifferencesHinHisletsHfromHprediabeticHβOsHmiceiHcombinedHmicroarrayHandHproteomicHanalysisVH
DiabetologiaTH2017THeXTHcfdUcgh 10.3 24

226 αicroRβpsTHRegulatoryHβetworksTHandHromorbiditiesiHsecodingHromplexHSystemsVHMethodsYinY
MolecularYBiologyTH2017THYdgXTHagYUahd 1.4 1

225 PrenatalHexposureHtoHparacetamolWacetaminophenHandHprecursorHanilineHimpairsHmasculinisationHofH
maleHbrainHandHbehaviourVHReproductionTH2017THYdcTHYcdUYda 3.8 32

224 zlinefelterHsyndromeHcomorbiditiesHlinkedHtoHincreasedHXHchromosomeHgeneHdosageHandHalteredH
proteinHinteractomeHactivityVHHumanYMolecularYGeneticsTH2017THaeTHYaYhUYaah 5.6 51

223 rhromosomeUwiseHProteinHxnteractionHPatternsHandHTheirHxmpactHonHuunctionalHxmplicationsHofH
 argeUScaleHvenomicHpberrationsVHCellYSystemsTH2017THcTHbdfUbecVeb 10.6 7

222 romparisonHofHglobalHgeneHexpressionHprofilesHofHmicrodissectedHhumanHfoetalH eydigHcellsHwithH
theirHnormalHandHhyperplasticHadultHequivalentsVHMolecularYHumanYReproductionTH2017THabTHbbhUbdc 4.4 9

221 PhosphoproteomicsHofHPrimaryHrellsHRevealsHsruggableHzinaseHSignaturesHinHOvarianHrancerVHCellY
ReportsTH2017THYgTHbacaUbade 10.6 59

220
TtαPORp HORstRHOuHsxStpStHPpxRSHpuutrTSHSUqStQUtβTHsxStpStHTRpytrTORxtSiHTwtHrpStH
OuHsxpqtTtSHpβsHS ttPHpPβtpVHPacificYSymposiumYonYBiocomputingYPacificYSymposiumYonY
BiocomputingTH2017THaaTHbgXUbgh

1.3 8

219 TheHimpactHofHtheHproteinHinteractomeHonHtheHsyntenicHstructureHofHmammalianHgenomesVHPLoSYONE
TH2017THYaTHeXYfhYYa 3.7 6

(2017-2018)
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218 rutavirusHinHrutaneousHαalignantHαelanomaVHEmergingYInfectiousYDiseasesTH2017THabTHbebUbed 10.2 14

217  apatinibHpotentiatesHcytotoxicityHofH´ YαYddHinHneuroblastomaHviaHinhibitionHofHtheHpqrqYHeffluxH
transporterVHScientificYReportsTH2017THfTHbXhY 4.9 19

216 ProteinHfeaturesHasHdeterminantsHofHwildUtypeHglycosideHhydrolaseHthermostabilityVHProteins:Y
StructurelYFunctionYandYBioinformaticsTH2017THgdTHaXbeUaXcc 4.2 4

215 rombinatorialHsrugHScreeningHxdentifiesHtwingHSarcomaUspecificHSensitivitiesVHMolecularYCancerY
TherapeuticsTH2017THYeTHggUYXY 6.1 13

214 pHscoredHhumanHproteinUproteinHinteractionHnetworkHtoHcatalyzeHgenomicHinterpretationVHNatureY
MethodsTH2017THYcTHeYUec 21.6 307

213 PancreaticHxsletHProteinHromplexesHandHTheirHsysregulationHinHTypeHaHsiabetesVHFrontiersYinYGenetics
TH2017THgTHcb 4.5 12

212 αappingHofHfhHlociHforHgbHplasmaHproteinHbiomarkersHinHcardiovascularHdiseaseVHPLoSYGeneticsTH2017TH
YbTHeYXXefXe 6 102

211 SequencingHandHdeHnovoHassemblyHofHYdXHgenomesHfromHsenmarkHasHaHpopulationHreferenceVH
NatureTH2017THdcgTHgfUhY 50.4 87

210 pHgenomicHhistoryHofHpboriginalHpustraliaVHNatureTH2016THdbgTHaXfUaYc 50.4 268

209 wumanHgutHmicrobesHimpactHhostHserumHmetabolomeHandHinsulinHsensitivityVHNatureTH2016THdbdTHbfeUgY 50.4 977

208 RankingHfactorsHinvolvedHinHdiabetesHremissionHafterHbariatricHsurgeryHusingHmachineUlearningH
integratingHclinicalHandHgenomicHbiomarkersVHNpjYGenomicYMedicineTH2016THYTHYeXbd 6.2 14

207 TranscriptionalHinteractionsHsuggestHnicheHsegregationHamongHmicroorganismsHinHtheHhumanHgutVH
NatureYMicrobiologyTH2016THYTHYeYda 26.6 38

206 siagnosisHtrajectoriesHofHpriorHmultiUmorbidityHpredictHsepsisHmortalityVHScientificYReportsTH2016THeTHbeeac4.9 48

205 zinαutRuiHaHrandomHforestHclassifierHofHsequenceHvariantsHinHtheHhumanHproteinHkinaseHsuperfamilyVH
BMCYGenomicsTH2016THYfHSupplHaTHbhe 4.5 7

204 wzinαutUaiHxdentificationHandHxnterpretationHofHPathogenicHVariantsHinHwumanHProteinHzinasesVH
HumanYMutationTH2016THbfTHbeUca 4.7 7

203 ToolsHandHdataHservicesHregistryiHaHcommunityHeffortHtoHdocumentHbioinformaticsHresourcesVHNucleicY
AcidsYResearchTH2016THccTHsbgUcf 20.1 81

202 PropionibacteriumHacnesiHsiseaseUrausingHpgentHorHrommonHrontaminantnHsetectionHinHsiverseH
PatientHSamplesHbyHβextUvenerationHSequencingVHJournalYofYClinicalYMicrobiologyTH2016THdcTHhgXUf 9.7 57

201 pnalysisHofHfiveHchronicHinflammatoryHdiseasesHidentifiesHafHnewHassociationsHandHhighlightsH
diseaseUspecificHpatternsHatHsharedHlociVHNatureYGeneticsTH2016THcgTHdYXUg 36.3 404
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200 xntegrationHofHknownHsβpTHRβpHandHproteinHbiomarkersHprovidesHpredictionHofHantiUTβuHresponseH
inHrheumatoidHarthritisiHresultsHfromHtheHrOαqxβtHstudyVHMolecularYMedicineTH2016THaaTHbaaUbag 6.2 28

199 xdentificationHofHznownHandHβovelHRecurrentHViralHSequencesHinHsataHfromHαultipleHPatientsHandH
αultipleHrancersVHVirusesTH2016THgTH 6.2 9

198 rhemProtUbVXiHaHglobalHchemicalHbiologyHdiseasesHmappingVHDatabase:YtheYJournalYofYBiologicalY
DatabasesYandYCurationTH2016THaXYeTH 5 53

197 xnvestigatingHtheHimpactHofHmissenseHmutationsHinHhrtSYHbyHinHsilicoHstructureUbasedHapproachesVH
DrugYMetabolismYandYPersonalizedYTherapyTH2016TH 2 5

196
wowHSuitableHpreHRegistryHsataHforHRecurrenceHRiskHralculationsnHValidationHofHsiagnosesHonHYTdhbH
uamiliesHWithHrongenitalHweartHsiseaseVHWorldYJournalYforYPediatricYfamp;YCongenitalYHeartYSurgeryTH
2016THfTHYehUff

1.1 4

195 βetworkHbiologyHconceptsHinHcomplexHdiseaseHcomorbiditiesVHNatureYReviewsYGeneticsTH2016THYfTHeYdUah 30.1 183

194 uamilialHptrialHSeptalHsefectHandHSuddenHrardiacHseathiHxdentificationHofHaHβovelHβzXaUdHαutationH
andHaHReviewHofHtheH iteratureVHCongenitalYHeartYDiseaseTH2016THYYTHagbUhX 3.1 58

193 βovelHvariationHandHdeHnovoHmutationHratesHinHpopulationUwideHdeHnovoHassembledHsanishHtriosVH
NatureYCommunicationsTH2015THeTHdheh 17.4 119

192 xndividualizationHofHtreatmentsHwithHdrugsHmetabolizedHbyHrtSYiHcombiningHgeneticsHandH
metabolomicsVHPharmacogenomicsTH2015THYeTHechUed 2.6 18

191 tarlyHdivergentHstrainsHofHYersiniaHpestisHinHturasiaHdTXXXHyearsHagoVHCellTH2015THYebTHdfYUga 56.2 294

190 sisentanglingHtypeHaHdiabetesHandHmetforminHtreatmentHsignaturesHinHtheHhumanHgutHmicrobiotaVH
NatureTH2015THdagTHaeaUaee 50.4 1107

189 xnvestigationHofHwumanHrancersHforHRetrovirusHbyH owUStringencyHTargetHtnrichmentHandH
wighUThroughputHSequencingVHScientificYReportsTH2015THdTHYbaXY 4.9 30

188 PopulationHgenomicsHofHqronzeHpgeHturasiaVHNatureTH2015THdaaTHYefUfa 50.4 827

187
 ongUtermHriskHofHcardiovascularHandHcerebrovascularHdiseaseHafterHremovalHofHtheHcolonicH
microbiotaHbyHcolectomyiHaHcohortHstudyHbasedHonHtheHsanishHβationalHPatientHRegisterHfromHYhheH
toHaXYcVHBMJYOpenTH2015THdTHeXXgfXa

3 8

186 TracesHofHpTrVUYHassociatedHwithHlaboratoryHcomponentHcontaminationVHProceedingsYofYtheYNationalY
AcademyYofYSciencesYofYtheYUnitedYStatesYofYAmericaTH2015THYYaTHthadUe 11.5 20

185 uindingHrervicalHrancerHSymptomsHinHSwedishHrlinicalHTextHusingHaHαachineH earningHppproachHandH
βegtxH2015THaXYdTHYaheUbXd 0.7 4

184 xdentificationHofHpossibleHadverseHdrugHreactionsHinHclinicalHnotesiHTheHcaseHofHglucoseUloweringH
medicinesVHJournalYofYResearchYinYPharmacyYPracticeTH2015THcTHecUfa 1.3 6

183 RtprwHandHtnvironmentalHrhemicalsH2015THabUbe 1

(2015-2016)
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182 TheHgenomeHofHaH ateHPleistoceneHhumanHfromHaHrlovisHburialHsiteHinHwesternHαontanaVHNatureTH
2014THdXeTHaadUh 50.4 357

181 rofactoryiHsequenceUbasedHpredictionHofHcofactorHspecificityHofHRossmannHfoldsVHProteins:YStructurelY
FunctionYandYBioinformaticsTH2014THgaTHYgYhUag 4.2 27

180 WholeUtxomeHSequencingHofHaTXXXHsanishHxndividualsHandHtheHRoleHofHRareHrodingHVariantsHinHTypeH
aHsiabetesVHAmericanYJournalYofYHumanYGeneticsTH2014THhcTHcfh 11 78

179 UpperHPalaeolithicHSiberianHgenomeHrevealsHdualHancestryHofHβativeHpmericansVHNatureTH2014THdXdTHgfUhY50.4 581

178 uacilitatingHtheHuseHofHlargeUscaleHbiologicalHdataHandHtoolsHinHtheHeraHofHtranslationalH
bioinformaticsVHBriefingsYinYBioinformaticsTH2014THYdTHhcaUda 13.4 16

177 TwoHancientHhumanHgenomesHrevealHPolynesianHancestryHamongHtheHindigenousHqotocudosHofH
qrazilVHCurrentYBiologyTH2014THacTHRYXbdUf 6.3 62

176 PolychlorinatedHdibenzoUpUdioxinsTHfuransTHandHbiphenylsHPPrsssWPrsusHandHPrqsQHinHbreastHmilkH
andHearlyHchildhoodHgrowthHandHxvuYVHReproductionTH2014THYcfTHbhYUh 3.8 31

175 pnnotationHofHlociHfromHgenomeUwideHassociationHstudiesHusingHtissueUspecificHquantitativeH
interactionHproteomicsVHNatureYMethodsTH2014THYYTHgegUfc 21.6 50

174
siscoveryHofHbiomarkersHforHglycaemicHdeteriorationHbeforeHandHafterHtheHonsetHofHtypeHaHdiabetesiH
rationaleHandHdesignHofHtheHepidemiologicalHstudiesHwithinHtheHxαxHsxRtrTHronsortiumVHDiabetologia
TH2014THdfTHYYbaUca

10.3 39

173 qacterialHdiversityHinHsnowHonHβorthHPoleHiceHfloesVHExtremophilesTH2014THYgTHhcdUdY 3 19

172 xdentificationHandHassemblyHofHgenomesHandHgeneticHelementsHinHcomplexHmetagenomicHsamplesH
withoutHusingHreferenceHgenomesVHNatureYBiotechnologyTH2014THbaTHgaaUg 44.5 624

171 pnHintegratedHcatalogHofHreferenceHgenesHinHtheHhumanHgutHmicrobiomeVHNatureYBiotechnologyTH
2014THbaTHgbcUcY 44.5 1088

170 soseUspecificHadverseHdrugHreactionHidentificationHinHelectronicHpatientHrecordsiHtemporalHdataH
miningHinHanHinpatientHpsychiatricHpopulationVHDrugYSafetyTH2014THbfTHabfUcf 5.1 48

169  ineageUspecificHinterfaceHproteinsHmatchHupHtheHcellHcycleHandHdifferentiationHinHembryoHstemHcellsVH
StemYCellYResearchTH2014THYbTHbYeUag 1.6 8

168 TemporalHdiseaseHtrajectoriesHcondensedHfromHpopulationUwideHregistryHdataHcoveringHeVaHmillionH
patientsVHNatureYCommunicationsTH2014THdTHcXaa 17.4 186

167 xdentificationHofHodorantUreceptorHinteractionsHbyHglobalHmappingHofHtheHhumanHodoromeVHPLoSY
ONETH2014THhTHehbXbf 3.7 32

166 PatientHstratificationHandHidentificationHofHadverseHeventHcorrelationsHinHtheHspaceHofHYYhXHdrugH
relatedHadverseHeventsVHFrontiersYinYPhysiologyTH2014THdTHbba 4.6 10

165
siscrepanciesHinHlistedHadverseHdrugHreactionsHinHpharmaceuticalHproductHinformationHsuppliedHbyH
theHregulatoryHauthoritiesHinHsenmarkHandHtheHUSpVHPharmacologyYResearchYandYPerspectivesTH2014TH
aTHeXXXbg

3.1 14
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164 TranscriptomeHprofilingHofHmiceHtestesHfollowingHlowHdoseHirradiationVHReproductiveYBiologyYandY
EndocrinologyTH2013THYYTHdX 5 8

163 ReplyHtoHOαiningHelectronicHhealthHrecordsiHanHadditionalHperspectiveOVHNatureYReviewsYGeneticsTH
2013THYcTHfd 30.1 1

162 RichnessHofHhumanHgutHmicrobiomeHcorrelatesHwithHmetabolicHmarkersVHNatureTH2013THdXXTHdcYUe 50.4 2584

161 pHnondegenerateHcodeHofHdeleteriousHvariantsHinHαendelianHlociHcontributesHtoHcomplexHdiseaseH
riskVHCellTH2013THYddTHfXUgX 56.2 160

160 αetagenomicHspeciesHprofilingHusingHuniversalHphylogeneticHmarkerHgenesVHNatureYMethodsTH2013TH
YXTHYYheUh 21.6 340

159 WholeUexomeHsequencingHofHaTXXXHsanishHindividualsHandHtheHroleHofHrareHcodingHvariantsHinHtypeHaH
diabetesVHAmericanYJournalYofYHumanYGeneticsTH2013THhbTHYXfaUge 11 109

158 PrecisionHmappingHofHtheHhumanHOUvalβpcHglycoproteomeHthroughHSimplerellHtechnologyVHEMBOY
JournalTH2013THbaTHYcfgUgg 13 862

157 qacterialHnaturalHtransformationHbyHhighlyHfragmentedHandHdamagedHsβpVHProceedingsYofYtheY
NationalYAcademyYofYSciencesYofYtheYUnitedYStatesYofYAmericaTH2013THYYXTHYhgeXUd 11.5 111

156 TheHSwaHdomainHinteractionHlandscapeVHCellYReportsTH2013THbTHYahbUbXd 10.6 89

155 RecalibratingHtquusHevolutionHusingHtheHgenomeHsequenceHofHanHearlyHαiddleHPleistoceneHhorseVH
NatureTH2013THchhTHfcUg 50.4 563

154 sictionaryHconstructionHandHidentificationHofHpossibleHadverseHdrugHeventsHinHsanishHclinicalH
narrativeHtextVHJournalYofYtheYAmericanYMedicalYInformaticsYAssociation:YJAMIATH2013THaXTHhcfUdb 8.6 50

153 venomeUwideHassessmentHofHtheHassociationHofHrareHandHcommonHcopyHnumberHvariationsHtoH
testicularHgermHcellHcancerVHFrontiersYinYEndocrinologyTH2013THcTHa 5.7 13

152 roncordanceHofHgeneHexpressionHinHhumanHproteinHcomplexesHrevealsHtissueHspecificityHandH
pathologyVHNucleicYAcidsYResearchTH2013THcYTHeYfY 20.1 19

151 αetaRankerHaVXiHaHwebHserverHforHprioritizationHofHgeneticHvariationHdataVHNucleicYAcidsYResearchTH
2013THcYTHWYXcUg 20.1 24

150 pHcomputationalHapproachHtoHchemicalHetiologiesHofHdiabetesVHScientificYReportsTH2013THbTHafYa 4.9 25

149 PredictionHofHdiseaseHcausingHnonUsynonymousHSβPsHbyHtheHprtificialHβeuralHβetworkHPredictorH
βetsiseaseSβPVHPLoSYONETH2013THgTHeegbfX 3.7 17

148 rhemProtUaVXiHvisualHnavigationHinHaHdiseaseHchemicalHbiologyHdatabaseVHNucleicYAcidsYResearchTH
2013THcYTHscecUh 20.1 46

147 rompleteHgenesHmayHpassHfromHfoodHtoHhumanHbloodVHPLoSYONETH2013THgTHeehgXd 3.7 31

(2013-2013)
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146 pHgenomeUwideHassociationHstudyHofHmenHwithHsymptomsHofHtesticularHdysgenesisHsyndromeHandHitsH
networkHbiologyHinterpretationVHJournalYofYMedicalYGeneticsTH2012THchTHdgUed 5.8 86

145 UncoveringHtheHmolecularHmachineryHofHtheHhumanHspindleUUanHintegrationHofHwetHandHdryHsystemsH
biologyVHPLoSYONETH2012THfTHebYgYb 3.7 11

144 αiningHelectronicHhealthHrecordsiHtowardsHbetterHresearchHapplicationsHandHclinicalHcareVHNatureY
ReviewsYGeneticsTH2012THYbTHbhdUcXd 30.1 911

143 znowledgeHengineeringHforHhealthiHaHnewHdisciplineHrequiredHtoHbridgeHtheHJxrTHgapJHbetweenH
researchHandHhealthcareVHHumanYMutationTH2012THbbTHfhfUgXa 4.7 20

142 rometinHisHaHnovelHneurotrophicHfactorHthatHpromotesHneuriteHoutgrowthHandHneuroblastHmigrationH
inHvitroHandHsupportsHsurvivalHofHspiralHganglionHneuronsHinHvivoVHExperimentalYNeurologyTH2012THabbTHYfaUgY5.7 30

141
veneticHandHenvironmentalHriskHfactorsHinHcongenitalHheartHdiseaseHfunctionallyHconvergeHinHproteinH
networksHdrivingHheartHdevelopmentVHProceedingsYofYtheYNationalYAcademyYofYSciencesYofYtheYUnitedY
StatesYofYAmericaTH2012THYXhTHYcXbdUcX

11.5 90

140 TheHcancerHexomeHgeneratedHbyHalternativeHmRβpHsplicingHdilutesHpredictedHw pHclassHxHepitopeH
densityVHPLoSYONETH2012THfTHebgefX 3.7 13

139 SignalPHcVXiHdiscriminatingHsignalHpeptidesHfromHtransmembraneHregionsVHNatureYMethodsTH2011THgTHfgdUe21.6 6866

138 qioinformaticsUdrivenHidentificationHandHexaminationHofHcandidateHgenesHforHnonUalcoholicHfattyH
liverHdiseaseVHPLoSYONETH2011THeTHeYedca 3.7 19

137 tnterotypesHofHtheHhumanHgutHmicrobiomeVHNatureTH2011THcfbTHYfcUgX 50.4 4240

136 pnHpboriginalHpustralianHgenomeHrevealsHseparateHhumanHdispersalsHintoHpsiaVHScienceTH2011THbbcTHhcUg 33.3 528

135 ronsistentHmetagenesHfromHcancerHexpressionHprofilesHyieldHagentHspecificHpredictorsHofH
chemotherapyHresponseVHBMCYBioinformaticsTH2011THYaTHbYX 3.6 2

134 αetaUanalysisHofHheterogeneousHdataHsourcesHforHgenomeUscaleHidentificationHofHriskHgenesHinH
complexHphenotypesVHGeneticYEpidemiologyTH2011THbdTHbYgUba 2.6 28

133 rhemProtiHaHdiseaseHchemicalHbiologyHdatabaseVHNucleicYAcidsYResearchTH2011THbhTHsbefUfa 20.1 58

132
wuntingtinUinteractingHproteinHYcHisHaHtypeHYHdiabetesHcandidateHproteinHregulatingHinsulinHsecretionH
andHbetaUcellHapoptosisVHProceedingsYofYtheYNationalYAcademyYofYSciencesYofYtheYUnitedYStatesYofY
AmericaTH2011THYXgTHtegYUg

11.5 50

131 pHsystematicHstudyHofHsiteUspecificHvalβpcUtypeHOUglycosylationHmodulatingHproproteinHconvertaseH
processingVHJournalYofYBiologicalYChemistryTH2011THageTHcXYaaUba 5.4 80

130 ProteinHinteractionUbasedHgenomeUwideHanalysisHofHincidentHcoronaryHheartHdiseaseVHCirculation:Y
CardiovascularYGeneticsTH2011THcTHdchUde 53

129 xntrauterineHexposureHtoHmildHanalgesicsHisHaHriskHfactorHforHdevelopmentHofHmaleHreproductiveH
disordersHinHhumanHandHratVHHumanYReproductionTH2011THaeTHabdUcc 5.7 194
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128 UsingHelectronicHpatientHrecordsHtoHdiscoverHdiseaseHcorrelationsHandHstratifyHpatientHcohortsVHPLoSY
ComputationalYBiologyTH2011THfTHeYXXaYcY 5 193

127 αanyHputativeHendocrineHdisruptorsHinhibitHprostaglandinHsynthesisVHEnvironmentalYHealthY
PerspectivesTH2011THYYhTHdbcUcY 8.4 73

126 TheHstrengthHofHintronHdonorHspliceHsitesHinHhumanHgenesHdisplaysHaHbellUshapedHpatternVH
BioinformaticsTH2011THafTHbXfhUgc 7.2

125 pHhumanHgutHmicrobialHgeneHcatalogueHestablishedHbyHmetagenomicHsequencingVHNatureTH2010THcecTHdhUed50.4 7044

124 pncientHhumanHgenomeHsequenceHofHanHextinctHPalaeoUtskimoVHNatureTH2010THcebTHfdfUea 50.4 567

123 TheHtypeHYHdiabetesHUHw pHsusceptibilityHinteractomeUUidentificationHofHw pHgenotypeUspecificH
diseaseHgenesHforHtypeHYHdiabetesVHPLoSYONETH2010THdTHehdfe 3.7 20

122 OrTcHandHdownstreamHfactorsHareHexpressedHinHhumanHsomaticHurogenitalHepitheliaHandHinHcultureH
ofHepididymalHspheresVHMolecularYHumanYReproductionTH2010THYeTHgbdUcd 4.4 21

121 ryclebaseVorgiHversionHaVXTHanHupdatedHcomprehensiveTHmultiUspeciesHrepositoryHofHcellHcycleH
experimentsHandHderivedHanalysisHresultsVHNucleicYAcidsYResearchTH2010THbgTHsehhUfXa 20.1 45

120 secipheringHdiseasesHandHbiologicalHtargetsHforHenvironmentalHchemicalsHusingHtoxicogenomicsH
networksVHPLoSYComputationalYBiologyTH2010THeTHeYXXXfgg 5 40

119 QuantitativeHphosphoproteomicsHrevealsHwidespreadHfullHphosphorylationHsiteHoccupancyHduringH
mitosisVHScienceYSignalingTH2010THbTHrab 8.8 1106

118 sissectingHspatioUtemporalHproteinHnetworksHdrivingHhumanHheartHdevelopmentHandHrelatedH
disordersVHMolecularYSystemsYBiologyTH2010THeTHbgY 12.2 72

117 xmmunovridiHtowardsHagentUbasedHsimulationsHofHtheHhumanHimmuneHsystemHatHaHnaturalHscaleVH
PhilosophicalYTransactionsYSeriesYAlYMathematicallYPhysicallYandYEngineeringYSciencesTH2010THbegTHafhhUgYd3 35

116 ProteinHannotationHinHtheHeraHofHpersonalHgenomicsVHCurrentYOpinionYinYStructuralYBiologyTH2010THaXTHbbdUcY8.1 1

115 pnalysisHofHgeneHexpressionHprofilesHofHmicrodissectedHcellHpopulationsHindicatesHthatHtesticularH
carcinomaHinHsituHisHanHarrestedHgonocyteVHCancerYResearchTH2009THehTHdacYUdX 10.1 154

114 pnalysisHandHpredictionHofHgeneHspliceHsitesHinHfourHpspergillusHgenomesVHFungalYGeneticsYandY
BiologyTH2009THceHSupplHYTHSYcUg 3.9 24

113 SequenceUbasedHfeatureHpredictionHandHannotationHofHproteinsVHGenomeYBiologyTH2009THYXTHaXe 18.3 48

112 xmmunovridTHanHintegrativeHenvironmentHforHlargeUscaleHsimulationHofHtheHimmuneHsystemHforH
vaccineHdiscoveryTHdesignHandHoptimizationVHBriefingsYinYBioinformaticsTH2009THYXTHbbXUcX 13.4 29

111 txpressionHprofilingHofHhumanHgeneticHandHproteinHinteractionHnetworksHinHtypeHYHdiabetesVHPLoSY
ONETH2009THcTHeeadX 3.7 14

(2009-2011)
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110 SystematicHcharacterisationHofHcellularHlocalisationHandHexpressionHprofilesHofHproteinsHcontainingH
αwrHligandsVHPLoSYONETH2009THcTHefccg 3.7 25

109 rircularHreasoningHratherHthanHcyclicHexpressionVHGenomeYBiologyTH2008THhTHcXb 18.3 4

108 αotifHdecompositionHofHtheHphosphotyrosineHproteomeHrevealsHaHnewHβUterminalHbindingHmotifHforH
SwxPaVHMolecularYandYCellularYProteomicsTH2008THfTHYgYUha 7.6 13

107
pHlargeUscaleHanalysisHofHtissueUspecificHpathologyHandHgeneHexpressionHofHhumanHdiseaseHgenesHandH
complexesVHProceedingsYofYtheYNationalYAcademyYofYSciencesYofYtheYUnitedYStatesYofYAmericaTH2008TH
YXdTHaXgfXUd

11.5 232

106 xntegrationHofHclinicalHchemistryTHexpressionTHandHmetaboliteHdataHleadsHtoHbetterHtoxicologicalHclassH
separationVHToxicologicalYSciencesTH2008THYXaTHcccUdc 4.4 22

105 plternativeHsplicingHinHcolonTHbladderTHandHprostateHcancerHidentifiedHbyHexonHarrayHanalysisVH
MolecularYandYCellularYProteomicsTH2008THfTHYaYcUac 7.6 174

104 htRvHclassificationHmodelHbasedHonHaHcombinationHofHsupportHvectorHmachineHmethodHandHvRxβsH
descriptorsVHMolecularYPharmaceuticsTH2008THdTHYYfUaf 5.6 80

103  inearHmotifHatlasHforHphosphorylationUdependentHsignalingVHScienceYSignalingTH2008THYTHraa 8.8 342

102 ryclebaseVorgUUaHcomprehensiveHmultiUorganismHonlineHdatabaseHofHcellUcycleHexperimentsVHNucleicY
AcidsYResearchTH2008THbeTHsgdcUh 20.1 55

101 pHhumanHphenomeUinteractomeHnetworkHofHproteinHcomplexesHimplicatedHinHgeneticHdisordersVH
NatureYBiotechnologyTH2007THadTHbXhUYe 44.5 761

100  ocatingHproteinsHinHtheHcellHusingHTargetPTHSignalPHandHrelatedHtoolsVHNatureYProtocolsTH2007THaTHhdbUfY 18.8 2596

99 pnalysisHofHcellHdeathHinducingHcompoundsVHArchivesYofYToxicologyTH2007THgYTHgXbUYY 5.8 6

98 xdentificationHofHaHnewHhTtRTUderivedHw pUpRXaXYHrestrictedTHnaturallyHprocessedHrT HepitopeVH
CancerYImmunologylYImmunotherapyTH2007THdeTHYfddUeb 7.4 19

97 αodelingHtheHadaptiveHimmuneHsystemiHpredictionsHandHsimulationsVHBioinformaticsTH2007THabTHbaedUfd 7.2 101

96 SβPHminingHporcineHtSTsHwithHαpVxpβTTHaHnovelHtoolHforHSβPHevaluationHandHannotationVH
BioinformaticsTH2007THabTHibgfUhY 7.2 26

95 tvolutionHofHcellHcycleHcontroliHsameHmolecularHmachinesTHdifferentHregulationVHCellYCycleTH2007THeTHYgYhUad4.7 26

94 TheHimplicationsHofHalternativeHsplicingHinHtheHtβrOstHproteinHcomplementVHProceedingsYofYtheY
NationalYAcademyYofYSciencesYofYtheYUnitedYStatesYofYAmericaTH2007THYXcTHdchdUdXX 11.5 177

93 xntegrativeHanalysisHforHfindingHgenesHandHnetworksHinvolvedHinHdiabetesHandHotherHcomplexH
diseasesVHGenomeYBiologyTH2007THgTHRadb 18.3 45
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92 PorcineHtranscriptomeHanalysisHbasedHonHhfHnonUnormalizedHcsβpHlibrariesHandHassemblyHofH
YTXaYTghYHexpressedHsequenceHtagsVHGenomeYBiologyTH2007THgTHRcd 18.3 63

91 pnalysisHandHpredictionHofHmammalianHproteinHglycationVHGlycobiologyTH2006THYeTHgccUdb 5.8 147

90 vrowthUrateHregulatedHgenesHhaveHprofoundHimpactHonHinterpretationHofHtranscriptomeHprofilingHinH
SaccharomycesHcerevisiaeVHGenomeYBiologyTH2006THfTHRYXf 18.3 177

89 pHwiringHofHtheHhumanHnucleolusVHMolecularYCellTH2006THaaTHagdUhd 17.6 52

88 roUevolutionHofHtranscriptionalHandHpostUtranslationalHcellUcycleHregulationVHNatureTH2006THccbTHdhcUf 50.4 153

87 PredictionHofHpwUdependentHaqueousHsolubilityHofHdruglikeHmoleculesVHJournalYofYChemicalY
InformationYandYModelingTH2006THceTHaeXYUh 6.1 75

86 αodellingHtheHhumanHimmuneHsystemHbyHcombiningHbioinformaticsHandHsystemsHbiologyH
approachesVHJournalYofYBiologicalYPhysicsTH2006THbaTHbbdUdb 1.6 15

85 PredictionTHconservationHanalysisTHandHstructuralHcharacterizationHofHmammalianHmucinUtypeH
OUglycosylationHsitesVHGlycobiologyTH2005THYdTHYdbUec 5.8 758

84 synamicHcomplexHformationHduringHtheHyeastHcellHcycleVHScienceTH2005THbXfTHfacUf 33.3 343

83 sβpHqendabilityHandHβucleosomeHPositioningHinHTranscriptionalHRegulationH2005THYghUaXa 1

82 PredictionHofHtwinUarginineHsignalHpeptidesVHBMCYBioinformaticsTH2005THeTHYef 3.6 408

81 PigsHinHsequenceHspaceiHaHXVeeXHcoverageHpigHgenomeHsurveyHbasedHonHshotgunHsequencingVHBMCY
GenomicsTH2005THeTHfX 4.5 221

80 βonUclassicalHproteinHsecretionHinHbacteriaVHBMCYMicrobiologyTH2005THdTHdg 4.5 473

79
pnHintegrativeHapproachHtoHrT HepitopeHpredictioniHaHcombinedHalgorithmHintegratingHαwrHclassHxH
bindingTHTpPHtransportHefficiencyTHandHproteasomalHcleavageHpredictionsVHEuropeanYJournalYofY
ImmunologyTH2005THbdTHaahdUbXb

6.1 229

78 βewHweaklyHexpressedHcellHcycleUregulatedHgenesHinHyeastVHYeastTH2005THaaTHYYhYUaXY 3.4 45

77 romparisonHofHcomputationalHmethodsHforHtheHidentificationHofHcellHcycleUregulatedHgenesVH
BioinformaticsTH2005THaYTHYYecUfY 7.2 150

76 PredictionHmethodsHandHdatabasesHwithinHchemoinformaticsiHemphasisHonHdrugsHandHdrugH
candidatesVHBioinformaticsTH2005THaYTHaYcdUeX 7.2 78

75 xmmunologicalHqioinformaticsH2005TH 44

(2005-2007)
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74 xmprovedHpredictionHofHαwrHclassHxHandHclassHxxHepitopesHusingHaHnovelHvibbsHsamplingHapproachVH
BioinformaticsTH2004THaXTHYbggUhf 7.2 223

73 PredictionHofHproproteinHconvertaseHcleavageHsitesVHProteinYEngineeringlYDesignYandYSelectionTH2004TH
YfTHYXfUYa 1.9 383

72 pnalysisHandHpredictionHofHleucineUrichHnuclearHexportHsignalsVHProteinYEngineeringlYDesignYandY
SelectionTH2004THYfTHdafUbe 1.9 613

71 roronavirusHbr proHproteinaseHcleavageHsitesiHpossibleHrelevanceHtoHSpRSHvirusHpathologyVHBMCY
BioinformaticsTH2004THdTHfa 3.6 68

70 sefinitionHofHsupertypesHforHw pHmoleculesHusingHclusteringHofHspecificityHmatricesVHImmunogenetics
TH2004THddTHfhfUgYX 3.2 224

69 PredictionHofHpostUtranslationalHglycosylationHandHphosphorylationHofHproteinsHfromHtheHaminoHacidH
sequenceVHProteomicsTH2004THcTHYebbUch 4.8 1442

68 qloodHcellHgeneHexpressionHprofilingHinHrheumatoidHarthritisVHsiscriminativeHgenesHandHeffectHofH
rheumatoidHfactorVHImmunologyYLettersTH2004THhbTHaYfUae 4.1 67

67 ueatureUbasedHpredictionHofHnonUclassicalHandHleaderlessHproteinHsecretionVHProteinYEngineeringlY
DesignYandYSelectionTH2004THYfTHbchUde 1.9 873

66 xdentificationHofHphosphorylationHsitesHinHproteinHkinaseHpHsubstratesHusingHartificialHneuralH
networksHandHmassHspectrometryVHJournalYofYProteomeYResearchTH2004THbTHcaeUbb 5.6 67

65 xmprovedHpredictionHofHsignalHpeptidesiHSignalPHbVXVHJournalYofYMolecularYBiologyTH2004THbcXTHfgbUhd 6.5 5563

64 αwrHrlassHxHtpitopeHqindingHPredictionHTrainedHonHSmallHsataHSetsVHLectureYNotesYinYComputerY
ScienceTH2004THaYfUaad 0.9 2

63 uunctionalityHofHsystemHcomponentsiHconservationHofHproteinHfunctionHinHproteinHfeatureHspaceVH
GenomeYResearchTH2003THYbTHacccUh 9.7 31

62 βtSbaseHversionHYVXiHaHdatabaseHofHnuclearHexportHsignalsVHNucleicYAcidsYResearchTH2003THbYTHbhbUe 20.1 176

61 SelectingHinformativeHdataHforHdevelopingHpeptideUαwrHbindingHpredictorsHusingHaHqueryHbyH
committeeHapproachVHNeuralYComputationTH2003THYdTHahbYUca 2.9 13

60 SensitiveHquantitativeHpredictionsHofHpeptideUαwrHbindingHbyHaHOQueryHbyHrommitteeOHartificialH
neuralHnetworkHapproachVHTissueYAntigensTH2003THeaTHbfgUgc 228

59 ReliableHpredictionHofHTUcellHepitopesHusingHneuralHnetworksHwithHnovelHsequenceHrepresentationsVH
ProteinYScienceTH2003THYaTHYXXfUYf 6.3 783

58 PredictionHofHlipoproteinHsignalHpeptidesHinHvramUnegativeHbacteriaVHProteinYScienceTH2003THYaTHYedaUea 6.3 880

57 ProteinHfeatureHbasedHidentificationHofHcellHcycleHregulatedHproteinsHinHyeastVHJournalYofYMolecularY
BiologyTH2003THbahTHeebUfc 6.5 24
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56 OptimizationHandHimmuneHrecognitionHofHmultipleHnovelHconservedHw pUpaTHhumanH
immunodeficiencyHvirusHtypeHYUspecificHrT HepitopesVHJournalYofYGeneralYVirologyTH2003THgcTHacXhUacaY 4.9 37

55 PredictingHproteasomalHcleavageHsitesiHaHcomparisonHofHavailableHmethodsVHInternationalY
ImmunologyTH2003THYdTHfgYUf 4.9 76

54 PredictionHofHProteinHSecondaryHStructureHatHwighHpccuracyHUsingHaHrombinationHofHαanyHβeuralH
βetworksVHLectureYNotesYinYComputerYScienceTH2003THYYfUYaa 0.9 1

53 PredictionHofHnovelHarchaealHenzymesHfromHsequenceUderivedHfeaturesVHProteinYScienceTH2002THYYTHaghcUg6.3 25

52 rontinuumHsecondaryHstructureHcapturesHproteinHflexibilityVHStructureTH2002THYXTHYfdUgc 5.2 122

51 qiasHofHpurineHstretchesHinHsequencedHchromosomesVHComputersYfYChemistryTH2002THaeTHdbYUcY 31

50 PredictionHofHproteasomeHcleavageHmotifsHbyHneuralHnetworksVHProteinYEngineeringlYDesignYandY
SelectionTH2002THYdTHagfUhe 1.9 202

49 TheHptlasHvisualizationHofHgenomewideHinformationVHMethodsYinYMicrobiologyTH2002THchUeb 2.8 9

48 pHnewHnonUlinearHnormalizationHmethodHforHreducingHvariabilityHinHsβpHmicroarrayHexperimentsVH
GenomeYBiologyTH2002THbTHresearchXXcg 18.3 372

47 RβpHsecondaryHstructureHandHsquenceHconservationHinHrYHregionHofHhumanHimmunodeficiencyHvirusH
typeHYHenvHgeneVHAIDSYResearchYandYHumanYRetrovirusesTH2002THYgTHgefUfg 1.6 13

46 PredictionHofHhumanHproteinHfunctionHfromHpostUtranslationalHmodificationsHandHlocalizationH
featuresVHJournalYofYMolecularYBiologyTH2002THbYhTHYadfUed 6.5 274

45
rlusteringHpatternsHofHcytotoxicHTUlymphocyteHepitopesHinHhumanHimmunodeficiencyHvirusHtypeHYH
PwxVUYQHproteinsHrevealHimprintsHofHimmuneHevasionHonHwxVUYHglobalHvariationVHJournalYofYVirologyTH
2002THfeTHgfdfUeg

6.6 223

44 RecognitionHofHenvironmentalHandHgeneticHeffectsHonHbarleyHphenolicHfingerprintsHbyHneuralH
networksVHComputersYfYChemistryTH2001THadTHbXYUf 6

43 OnHtheHtotalHnumberHofHgenesHandHtheirHlengthHdistributionHinHcompleteHmicrobialHgenomesVHTrendsY
inYGeneticsTH2001THYfTHcadUg 8.5 170

42 venomeHorganisationHandHchromatinHstructureHinHtscherichiaHcoliVHBiochimieTH2001THgbTHaXYUYa 4.6 71

41 ProteinHsecondaryHstructureiHcategoryHassignmentHandHpredictabilityVHFEBSYLettersTH2001THdXfTHeUYX 3.8 17

40 PredictionHofHglycosylationHacrossHtheHhumanHproteomeHandHtheHcorrelationHtoHproteinHfunctionH
2001TH 33

39 SigmaHpHrecognitionHsitesHinHtheHqacillusHsubtilisHgenomeVHMicrobiologyYhUnitedYKingdomiTH2001THYcfTHacYfUacac2.9 56
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38 PredictionHofHproteinHsecondaryHstructureHatHgXMHaccuracyVHProteins:YStructurelYFunctionYandY
BioinformaticsTH2000THcYTHYfUaX 4.2 96

37 pHsβpHstructuralHatlasHforHtscherichiaHcoliVHJournalYofYMolecularYBiologyTH2000THahhTHhXfUbX 6.5 194

36 PredictingHsubcellularHlocalizationHofHproteinsHbasedHonHtheirHβUterminalHaminoHacidHsequenceVH
JournalYofYMolecularYBiologyTH2000THbXXTHYXXdUYe 6.5 3635

35 xmprovingHtheHoddsHinHdiscriminatingHJdrugUlikeJHfromHJnonHdrugUlikeJHcompoundsVHJournalYofY
ChemicalYInformationYandYComputerYSciencesTH2000THcXTHYbYdUac 110

34 ScanningHtheHavailableHsictyosteliumHdiscoideumHproteomeHforHOUlinkedHvlcβpcHglycosylationHsitesH
usingHneuralHnetworksVHGlycobiologyTH1999THhTHYXXhUaa 5.8 90

33 αachineHlearningHapproachesHforHtheHpredictionHofHsignalHpeptidesHandHotherHproteinHsortingH
signalsVHProteinYEngineeringlYDesignYandYSelectionTH1999THYaTHbUh 1.9 461

32 PhosphoqaseTHaHdatabaseHofHphosphorylationHsitesiHreleaseHaVXVHNucleicYAcidsYResearchTH1999THafTHabfUh 20.1 255

31 OUv YrqpStHversionHcVXiHaHrevisedHdatabaseHofHOUglycosylatedHproteinsVHNucleicYAcidsYResearchTH
1999THafTHbfXUa 20.1 163

30 TheHbiologyHofHeukaryoticHpromoterHpredictionUUaHreviewVHComputersYfYChemistryTH1999THabTHYhYUaXf 146

29 SequenceHandHstructureUbasedHpredictionHofHeukaryoticHproteinHphosphorylationHsitesVHJournalYofY
MolecularYBiologyTH1999THahcTHYbdYUea 6.5 2406

28 βetOglyciHpredictionHofHmucinHtypeHOUglycosylationHsitesHbasedHonHsequenceHcontextHandHsurfaceH
accessibilityVHGlycoconjugateYJournalTH1998THYdTHYYdUbX 3 412

27 StatisticalHanalysisHofHproteinHkinaseHspecificityHdeterminantsVHFEBSYLettersTH1998THcbXTHcdUdX 3.8 108

26 romputationalHanalysesHandHannotationsHofHtheHprabidopsisHperoxidaseHgeneHfamilyVHFEBSYLettersTH
1998THcbbTHhgUYXa 3.8 32

25 sβpHstructureHinHhumanHRβpHpolymeraseHxxHpromotersVHJournalYofYMolecularYBiologyTH1998THagYTHeebUfb 6.5 73

24 pHneuralHnetworkHmethodHforHidentificationHofHprokaryoticHandHeukaryoticHsignalHpeptidesHandH
predictionHofHtheirHcleavageHsitesVHInternationalYJournalYofYNeuralYSystemsTH1997THgTHdgYUhh 6.2 552

23 PredictionHofHβUterminalHproteinHsortingHsignalsVHCurrentYOpinionYinYStructuralYBiologyTH1997THfTHbhcUg 8.1 115

22 widdenHαarkovHαodelsHforHwumanHvenesH1997THYdUba

21 βaturallyHoccurringHnucleosomeHpositioningHsignalsHinHhumanHexonsHandHintronsVHJournalYofY
MolecularYBiologyTH1996THaebTHdXbUYX 6.5 62
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20 sefiningHaHsimilarityHthresholdHforHaHfunctionalHproteinHsequenceHpatterniHtheHsignalHpeptideH
cleavageHsiteVHProteins:YStructurelYFunctionYandYBioinformaticsTH1996THacTHYedUff 4.2 61

19 PredictionHofHtheHsecondaryHstructureHofHwxVUYHgpYaXVHProteins:YStructurelYFunctionYandY
BioinformaticsTH1996THadTHYUYY 4.2 28

18 ProteinHstructureHandHtheHsequentialHstructureHofHmRβpiHalphaUhelixHandHbetaUsheetHsignalsHatHtheH
nucleotideHlevelVHProteins:YStructurelYFunctionYandYBioinformaticsTH1996THadTHabfUda 4.2 24

17 rleavageHsiteHanalysisHinHpicornaviralHpolyproteinsiHdiscoveringHcellularHtargetsHbyHneuralHnetworksVH
ProteinYScienceTH1996THdTHaaXbUYe 6.3 192

16 RelationshipHbetweenHproteinHstructureHandHgeometricalHconstraintsVHProteinYScienceTH1996THdTHaaYfUad 6.3 31

15 ProteinHstructureHandHtheHsequentialHstructureHofHmRβpiH˛–UhelixHandH˛†UsheetHsignalsHatHtheH
nucleotideHlevelVHProteins:YStructurelYFunctionYandYBioinformaticsTH1996THadTHabfUada 4.2 51

14 pnalysisHofHeukaryoticHpromoterHsequencesHrevealsHaHsystematicallyHoccurringHrTUsignalVHNucleicY
AcidsYResearchTH1995THabTHYaabUbX 20.1 27

13 ProteinHstructuresHfromHdistanceHinequalitiesVHJournalYofYMolecularYBiologyTH1993THabYTHgeYUh 6.5 46

12 αultipleHalignmentHusingHsimulatedHannealingiHbranchHpointHdefinitionHinHhumanHmRβpHsplicingVH
NucleicYAcidsYResearchTH1992THaXTHadYYUe 20.1 47

11 vSrUrichHtractHinHdOHendHofHhumanHintronsVHJournalYofYMolecularYBiologyTH1992THaafTHYXgUYb 6.5 37

10 PredictionHofHhumanHmRβpHdonorHandHacceptorHsitesHfromHtheHsβpHsequenceVHJournalYofYMolecularY
BiologyTH1991THaaXTHchUed 6.5 650

9 rleaningHupHgeneHdatabasesVHNatureTH1990THbcbTHYab 50.4 32

8 pHnovelHapproachHtoHpredictionHofHtheHbUdimensionalHstructuresHofHproteinHbackbonesHbyHneuralH
networksVHFEBSYLettersTH1990THaeYTHcbUe 3.8 90

7 ProteinHsecondaryHstructureHandHhomologyHbyHneuralHnetworksVHTheHalphaUhelicesHinHrhodopsinVH
FEBSYLettersTH1988THacYTHaabUg 3.8 135

6 PredictionHofHvlycosylationHSitesHinHProteinsYebUYha 1

5 TextHminingHofHYdHmillionHfullUtextHscientificHarticles 5

4 PathwayHandHnetworkHanalysisHofHmoreHthanHaTdXXHwholeHcancerHgenomes 4

3 veneticHanalysisHofHbloodHmolecularHphenotypesHrevealsHregulatoryHnetworksHaffectingHcomplexH
traitsiHaHsxRtrTHstudy 1

(-1996)
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2 PancreaticHcancerHriskHpredictedHfromHdiseaseHtrajectoriesHusingHdeepHlearning 1

1 srugHinteractionsHinHhospitalHprescriptionsHinHsenmarkiHPrevalenceHandHassociationsHwithHadverseHoutcomes 1
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