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116 GenomicLwlassificationLandLPrognosisLinLucuteLMyeloidLLeukemiabLNewiEnglandiJournaliofiMedicineYL
2016YLgkhYLffdmafffe 59.2 1999

115 MutationalLprocessesLmoldingLtheLgenomesLofLfeLbreastLcancersbLCellYL2012YLehmYLmkmamg 56.2 1279

114 TheLlandscapeLofLcancerLgenesLandLmutationalLprocessesLinLbreastLcancerbLNatureYL2012YLhljYLhddah 50.4 1264

113 LandscapeLofLsomaticLmutationsLinLijdLbreastLcancerLwholeagenomeLsequencesbLNatureYL2016YLighYLhkaih50.4 1193

112 wlinicalLandLbiologicalLimplicationsLofLdriverLmutationsLinLmyelodysplasticLsyndromesbLBloodYL2013YL
effYLgjejafkoLquizLgjmm 2.2 1169

111 TrackingLtheLyvolutionLofLNonaSmallawellLLungLwancerbLNewiEnglandiJournaliofiMedicineYL2017YLgkjYLfedmafefe59.2 1156

110 TumorLevolutionbLHighLburdenLandLpervasiveLpositiveLselectionLofLsomaticLmutationsLinLnormalL
humanLskinbLScienceYL2015YLghlYLlldaj 33.3 983

109 TheLlifeLhistoryLofLfeLbreastLcancersbLCellYL2012YLehmYLmmhaeddk 56.2 979

108 TheLevolutionaryLhistoryLofLlethalLmetastaticLprostateLcancerbLNatureYL2015YLifdYLgigagik 50.4 857

107 PhylogeneticLctxNuLanalysisLdepictsLearlyastageLlungLcancerLevolutionbLNatureYL2017YLihiYLhhjahie 50.4 796

106 SpatialLandLtemporalLdiversityLinLgenomicLinstabilityLprocessesLdefinesLlungLcancerLevolutionbL
ScienceYL2014YLghjYLfieaj 33.3 752

105 ulleleaspecificLcopyLnumberLanalysisLofLtumorsbLProceedingsiofitheiNationaliAcademyiofiSciencesiofi
theiUnitediStatesiofiAmericaYL2010YLedkYLejmedai 11.5 699

104 GeneLprioritizationLthroughLgenomicLdataLfusionbLNatureiBiotechnologyYL2006YLfhYLigkahh 44.5 685

103 UniversalLPatternsLofLSelectionLinLwancerLandLSomaticLTissuesbLCellYL2017YLekeYLedfmaedhebefe 56.2 576

102 HeterogeneityLofLgenomicLevolutionLandLmutationalLprofilesLinLmultipleLmyelomabLNaturei
CommunicationsYL2014YLiYLfmmk 17.4 564

101 MutationalLsignaturesLassociatedLwithLtobaccoLsmokingLinLhumanLcancerbLScienceYL2016YLgihYLjelajff 33.3 562

100 ulleleaSpecificLHLuLLossLandLImmuneLyscapeLinLLungLwancerLyvolutionbLCellYL2017YLekeYLefimaefkebeee 56.2 541
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99 SubclonalLdiversificationLofLprimaryLbreastLcancerLrevealedLbyLmultiregionLsequencingbLNaturei
MedicineYL2015YLfeYLkieam 50.5 521

98 xistinctLHgzguLandLHgzgvLdriverLmutationsLdefineLchondroblastomaLandLgiantLcellLtumorLofLbonebL
NatureiGeneticsYL2013YLhiYLehkmalf 36.3 482

97 NeoantigenadirectedLimmuneLescapeLinLlungLcancerLevolutionbLNatureYL2019YLijkYLhkmahli 50.4 358

96 GenomicLyvolutionLofLvreastLwancerLMetastasisLandLRelapsebLCanceriCellYL2017YLgfYLejmaelhbek 24.3 346

95 TheLevolutionaryLhistoryLofLfYjilLcancersbLNatureYL2020YLiklYLeffaefl 50.4 307

94
unalysisLofLtheLgeneticLphylogenyLofLmultifocalLprostateLcancerLidentifiesLmultipleLindependentL
clonalLexpansionsLinLneoplasticLandLmorphologicallyLnormalLprostateLtissuebLNatureiGeneticsYL2015YL
hkYLgjkagkf

36.3 292

93 xeterministicLyvolutionaryLTrajectoriesLInfluenceLPrimaryLTumorLGrowthnLTRuwyRxLRenalbLCellYL
2018YLekgYLimiajedbeee 56.2 268

92 wombinedLhereditaryLandLsomaticLmutationsLofLreplicationLerrorLrepairLgenesLresultLinLrapidLonsetL
ofLultraahypermutatedLcancersbLNatureiGeneticsYL2015YLhkYLfikajf 36.3 253

91 MobileLxNuLinLcancerbLyxtensiveLtransductionLofLnonrepetitiveLxNuLmediatedLbyLLeL
retrotranspositionLinLcancerLgenomesbLScienceYL2014YLghiYLefieghg 33.3 250

90 TrackingLtheLoriginsLandLdriversLofLsubclonalLmetastaticLexpansionLinLprostateLcancerbLNaturei
CommunicationsYL2015YLjYLjjdi 17.4 245

89 RuGamediatedLrecombinationLisLtheLpredominantLdriverLofLoncogenicLrearrangementLinL
yTVjaRUNXeLacuteLlymphoblasticLleukemiabLNatureiGeneticsYL2014YLhjYLeejafi 36.3 244

88 ORegunnonLanLopenaaccessLcommunityadrivenLresourceLforLregulatoryLannotationbLNucleiciAcidsi
ResearchYL2008YLgjYLxedkaeg 20.1 199

87 RecurrentLPTPRvLandLPLwGeLmutationsLinLangiosarcomabLNatureiGeneticsYL2014YLhjYLgkjagkm 36.3 196

86 wonstitutionalLandLsomaticLrearrangementLofLchromosomeLfeLinLacuteLlymphoblasticLleukaemiabL
NatureYL2014YLidlYLmlaedf 50.4 192

85 WholeLexomeLsequencingLofLadenoidLcysticLcarcinomabLJournaliofiClinicaliInvestigationYL2013YLefgYLfmjial15.9 188

84 yNxyuVOURLupdatenLaLwebLresourceLforLgeneLprioritizationLinLmultipleLspeciesbLNucleiciAcidsi
ResearchYL2008YLgjYLWgkkalh 20.1 182

83 GenomicLwharacterizationLofLPrimaryLInvasiveLLobularLvreastLwancerbLJournaliofiClinicaliOncologyYL
2016YLghYLelkfale 2.2 175

82 wopynumbernLyfficientLalgorithmsLforLsingleaLandLmultiatrackLcopyLnumberLsegmentationbLBMCi
GenomicsYL2012YLegYLime 4.5 175
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81 OptimizedLfilteringLreducesLtheLerrorLrateLinLdetectingLgenomicLvariantsLbyLshortareadLsequencingbL
NatureiBiotechnologyYL2011YLgdYLjeal 44.5 163

80 MutationalLsignaturesLofLionizingLradiationLinLsecondLmalignanciesbLNatureiCommunicationsYL2016YL
kYLefjdi 17.4 152

79 MetaaanalysisLofLtumoraLandLTLcellaintrinsicLmechanismsLofLsensitizationLtoLcheckpointLinhibitionbL
CellYL2021YLelhYLimjajehbeeh 56.2 144

78 zrequentLmutationLofLtheLmajorLcartilageLcollagenLgeneLwOLfueLinLchondrosarcomabLNaturei
GeneticsYL2013YLhiYLmfgaj 36.3 138

77 RecurrentLmutationLofLIGzLsignallingLgenesLandLdistinctLpatternsLofLgenomicLrearrangementLinL
osteosarcomabLNatureiCommunicationsYL2017YLlYLeimgj 17.4 125

76 SingleacellLpairedaendLgenomeLsequencingLrevealsLstructuralLvariationLperLcellLcyclebLNucleiciAcidsi
ResearchYL2013YLheYLjeemagl 20.1 125

75
IntegratedLmolecularLprofilesLofLinvasiveLbreastLtumorsLandLductalLcarcinomaLinLsituLUxwISVLrevealL
differentialLvascularLandLinterleukinLsignalingbLProceedingsiofitheiNationaliAcademyiofiSciencesiofi
theiUnitediStatesiofiAmericaYL2012YLedmYLfldfak

11.5 125

74 PolysomyLekLinLbreastLcancernLclinicopathologicLsignificanceLandLimpactLonLHyRafLtestingbLJournaliofi
ClinicaliOncologyYL2008YLfjYLhljmakh 2.2 124

73 PanacancerLanalysisLofLwholeLgenomesLidentifiesLdriverLrearrangementsLpromotedLbyLLINyaeL
retrotranspositionbLNatureiGeneticsYL2020YLifYLgdjagem 36.3 122

72 wleavageLofLNIKLbyLtheLuPIfaMuLTeLfusionLoncoproteinLleadsLtoLnoncanonicalLNzakappavL
activationbLScienceYL2011YLggeYLhjlakf 33.3 122

71 TOUwuNLfnLtheLallainclusiveLopenLsourceLworkbenchLforLregulatoryLsequenceLanalysisbLNucleiciAcidsi
ResearchYL2005YLggYLWgmgaj 20.1 122

70 SequencingLofLprostateLcancersLidentifiesLnewLcancerLgenesYLroutesLofLprogressionLandLdrugL
targetsbLNatureiGeneticsYL2018YLidYLjlfajmf 36.3 112

69 SingleLcellLanalysisLofLcancerLgenomesbLCurrentiOpinioniiniGeneticsiandiDevelopmentYL2014YLfhYLlfame 4.9 99

68 xiagnosticLvalueLofLHgzguLmutationsLinLgiantLcellLtumourLofLboneLcomparedLtoLosteoclastarichL
mimicsbLJournaliofiPathology:iClinicaliResearchYL2015YLeYLeegafg 5.3 98

67 IntegratedLstudyLofLcopyLnumberLstatesLandLgenotypeLcallsLusingLhighadensityLSNPLarraysbLNucleici
AcidsiResearchYL2009YLgkYLigjiakk 20.1 93

66 womputationalLdetectionLofLcisLaregulatoryLmodulesbLBioinformaticsYL2003YLemLSupplLfYLiiiaeh 7.2 83

65 yvidenceLforLcoaevolutionLbetweenLhumanLmicroRNusLandLuluarepeatsbLPLoSiONEYL2009YLhYLehhij 3.7 77

64 HaploinsufficiencyLofLTuvfLcausesLcongenitalLheartLdefectsLinLhumansbLAmericaniJournaliofiHumani
GeneticsYL2010YLljYLlgmahm 11 75
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63 LRPevLdeletionLinLhighagradeLserousLovarianLcancersLisLassociatedLwithLacquiredLchemotherapyL
resistanceLtoLliposomalLdoxorubicinbLCanceriResearchYL2012YLkfYLhdjdakg 10.1 73

62 RecurrentLrearrangementsLofLzOSLandLzOSvLdefineLosteoblastomabLNatureiCommunicationsYL2018YL
mYLfeid 17.4 69

61 PervasiveLchromosomalLinstabilityLandLkaryotypeLorderLinLtumourLevolutionbLNatureYL2020YLilkYLefjaegf 50.4 67

60 InterplayLbetweenLwholeagenomeLdoublingLandLtheLaccumulationLofLdeleteriousLalterationsLinL
cancerLevolutionbLNatureiGeneticsYL2020YLifYLflgafmg 36.3 63

59 ascatNgsnLIdentifyingLSomaticallyLucquiredLwopyaNumberLulterationsLfromLWholeaGenomeL
SequencingLxatabLCurrentiProtocolsiiniBioinformaticsYL2016YLijYLeibmbeaeibmbek 24.2 60

58 PrinciplesLofLReconstructingLtheLSubclonalLurchitectureLofLwancersbLColdiSpringiHarboriPerspectivesi
iniMedicineYL2017YLkYL 5.4 58

57 wharacterizingLgeneticLintraatumorLheterogeneityLacrossLfYjilLhumanLcancerLgenomesbLCellYL2021YL
elhYLffgmaffihbegm 56.2 57

56 TacellchistiocytearichLlargeLvacellLlymphomaLshowsLtranscriptionalLfeaturesLsuggestiveLofLaL
tolerogenicLhostLimmuneLresponsebLHaematologicaYL2010YLmiYLhhdal 6.6 48

55 womputationalLmethodsLforLtheLdetectionLofLcisaregulatoryLmodulesbLBriefingsiiniBioinformaticsYL
2009YLedYLidmafh 13.4 48

54 TracingLtheLoriginLofLdisseminatedLtumorLcellsLinLbreastLcancerLusingLsingleacellLsequencingbL
GenomeiBiologyYL2016YLekYLfid 18.3 48

53 OnLtheLidentificationLofLlowLalleleLfrequencyLmosaicLmutationsLinLtheLbrainsLofLulzheimerTsLdiseaseL
patientsbLAlzheimerrsiandiDementiaYL2015YLeeYLefjiakj 1.2 47

52 wharacterizationLofLNigerianLbreastLcancerLrevealsLprevalentLhomologousLrecombinationLdeficiencyL
andLaggressiveLmolecularLfeaturesbLNatureiCommunicationsYL2018YLmYLhele 17.4 45

51 xifferentialLandLlimitedLexpressionLofLmutantLallelesLinLmultipleLmyelomabLBloodYL2014YLefhYLgeedak 2.2 42

50 TimingLsomaticLeventsLinLtheLevolutionLofLcancerbLGenomeiBiologyYL2018YLemYLmi 18.3 41

49 PanacancerLanalysisLofLhomozygousLdeletionsLinLprimaryLtumoursLuncoversLrareLtumourL
suppressorsbLNatureiCommunicationsYL2017YLlYLeffe 17.4 40

48 uLgeneticLalgorithmLforLtheLdetectionLofLnewLcisaregulatoryLmodulesLinLsetsLofLcoregulatedLgenesbL
BioinformaticsYL2004YLfdYLemkhaj 7.2 38

47 NeutralLtumorLevolutionsbLNatureiGeneticsYL2018YLidYLejgdaejgg 36.3 38

46 UndifferentiatedLSarcomasLxevelopLthroughLxistinctLyvolutionaryLPathwaysbLCanceriCellYL2019YLgiYLhheahijbel24.3 35
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45 uLcommunityLeffortLtoLcreateLstandardsLforLevaluatingLtumorLsubclonalLreconstructionbLNaturei
BiotechnologyYL2020YLglYLmkaedk 44.5 35

44 TranslatingLinsightsLintoLtumorLevolutionLtoLclinicalLpracticenLpromisesLandLchallengesbLGenomei
MedicineYL2019YLeeYLfd 14.4 34

43 TheLgeneticLheterogeneityLandLmutationalLburdenLofLengineeredLmelanomasLinLzebrafishLmodelsbL
GenomeiBiologyYL2013YLehYLReeg 18.3 33

42 vreastLtumoursLmaintainLaLreservoirLofLsubclonalLdiversityLduringLexpansionbLNatureYL2021YLimfYLgdfagdl50.4 33

41 xirectLTranscriptionalLwonsequencesLofLSomaticLMutationLinLvreastLwancerbLCelliReportsYL2016YLejYLfdgfahj10.6 30

40 NextagenerationLsequencingLofLdisseminatedLtumorLcellsbLFrontiersiiniOncologyYL2013YLgYLgfd 5.3 29

39 ModuleMinerLaLimprovedLcomputationalLdetectionLofLcisaregulatoryLmodulesnLareLthereLdifferentL
modesLofLgeneLregulationLinLembryonicLdevelopmentLandLadultLtissuessbLGenomeiBiologyYL2008YLmYLRjj 18.3 29

38 TheLevolutionaryLhistoryLofLfYjilLcancers 28

37 TheLGenomicLLandscapeLofLPancreaticLandLPeriampullaryLudenocarcinomabLCanceriResearchYL2016YL
kjYLidmfaedf 10.1 27

36 HowLSubclonalLModelingLIsLwhangingLtheLMetastaticLParadigmbLClinicaliCanceriResearchYL2017YLfgYLjgdajgi12.9 26

35 wharacterizingLgeneticLintraatumorLheterogeneityLacrossLfYjilLhumanLcancerLgenomes 25

34 uLpracticalLguideLtoLcancerLsubclonalLreconstructionLfromLxNuLsequencingbLNatureiMethodsYL2021YL
elYLehhaeii 21.6 25

33 MitoticLrecombinationLofLchromosomeLarmLekqLasLaLcauseLofLlossLofLheterozygosityLofLNzeLinL
neurofibromatosisLtypeLeaassociatedLglomusLtumorsbLGenesiChromosomesiandiCancerYL2012YLieYLhfmagk 5 23

32 wollaborativelyLchartingLtheLgeneatoaphenotypeLnetworkLofLhumanLcongenitalLheartLdefectsbL
GenomeiMedicineYL2010YLfYLej 14.4 23

31 TheLipefLbreastLcancerLsusceptibilityLlocusLaffectsLMRPSgdLexpressionLinLestrogenareceptorL
positiveLtumorsbLMoleculariOncologyYL2014YLlYLfkgalh 7.9 21

30 uppraisingLtheLrelevanceLofLxNuLcopyLnumberLlossLandLgainLinLprostateLcancerLusingLwholeLgenomeL
xNuLsequenceLdatabLPLoSiGeneticsYL2017YLegYLeeddkdde 6 20

29 RepresentativeLSequencingnLUnbiasedLSamplingLofLSolidLTumorLTissuebLCelliReportsYL2020YLgeYLedkiid 10.6 19

28 PromisesLandLchallengesLofLadoptiveLTacellLtherapiesLforLsolidLtumoursbLBritishiJournaliofiCancerYL
2021YLefhYLekimaekkj 8.7 19
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27 wanineLMammaryLTumoursLureLuffectedLbyLzrequentLwopyLNumberLuberrationsYLincludingL
umplificationLofLMYwLandLLossLofLPTyNbLPLoSiONEYL2015YLedYLedefjgke 3.7 18

26 wopyLnumberLvariationsLalterLmethylationLandLparallelLIGzfLoverexpressionLinLadrenalLtumorsbL
EndocrineyRelatediCancerYL2015YLffYLmigajk 5.7 16

25 yGzRLgeneLvariantsLareLassociatedLwithLspecificLsomaticLaberrationsLinLgliomabLPLoSiONEYL2012YLkYLehkmfm3.7 10

24 ythanolLexposureLincreasesLmutationLrateLthroughLerroraproneLpolymerasesbLNaturei
CommunicationsYL2020YLeeYLgjjh 17.4 9

23 unLintegrativeLanalysisLofLtheLageaassociatedLmultiaomicLlandscapeLacrossLcancersbLNaturei
CommunicationsYL2021YLefYLfghi 17.4 9

22 UniversalLpatternsLofLselectionLinLcancerLandLsomaticLtissues 7

21 uberrantLintegrationLofLHepatitisLvLvirusLxNuLpromotesLmajorLrestructuringLofLhumanL
hepatocellularLcarcinomaLgenomeLarchitecturebLNatureiCommunicationsYL2021YLefYLjmed 17.4 6

20
womparativeLexpressedLsequenceLhybridizationLstudiesLofLtUeeoelVUqfeoqfeVapositiveLandLanegativeL
gastricLMuLTLlymphomasLrevealLbothLuniqueLandLoverlappingLgeneLprogramsbLModerniPathologyYL
2010YLfgYLhilajm

9.8 5

19 xriversLunderpinningLtheLmalignantLtransformationLofLgiantLcellLtumourLofLbonebLJournaliofi
PathologyYL2020YLfifYLhggahhd 9.4 5

18 whemotherapyLinducesLcanalizationLofLcellLstateLinLchildhoodLvacellLprecursorLacuteLlymphoblasticL
leukemiabLNatureiCancerYL2021YLfYLlgialif 15.4 5

17 UsingLxNuLsequencingLdataLtoLquantifyLTLcellLfractionLandLtherapyLresponsebLNatureYL2021YLimkYLiiiaijd50.4 5

16 xNuLcopyLnumberLmotifsLareLstrongLandLindependentLpredictorsLofLsurvivalLinLbreastLcancerbL
CommunicationsiBiologyYL2020YLgYLeig 6.7 4

15 RapidLparallelLacquisitionLofLsomaticLmutationsLafterLNPMeLinLacuteLmyeloidLleukaemiaLevolutionbL
BritishiJournaliofiHaematologyYL2017YLekjYLlfialfm 4.5 3

14 RecurrentLbreakpointsLinLehqgfbegcTwLeuLregionLinLmatureLvacellLneoplasmsLwithLvillousL
lymphocytesbLLeukemiaiandiLymphomaYL2012YLigYLfhhmaii 1.9 3

13 wreatingLStandardsLforLyvaluatingLTumourLSubclonalLReconstruction 3

12 SignaturesLofLcopyLnumberLalterationsLinLhumanLcancer 3

11 SNySLmakesLsensesLSingleacellLexomeLsequencingLevolvesbLGenomeiBiologyYL2015YLejYLlj 18.3 2

10 TumorLcellLtotalLmRNuLexpressionLshapesLtheLmolecularLandLclinicalLphenotypeLofLcancer 2
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9 viallelicLmutationsLinLcancerLgenomesLrevealLlocalLmutationalLdeterminants 2

8 MyxIwwfnLwholeagenomeLdoublingLawareLcopyanumberLphylogeniesLforLcancerLevolution 2

7 viallelicLmutationsLinLcancerLgenomesLrevealLlocalLmutationalLdeterminantsbbLNatureiGeneticsYL2022YL
ihYLeflaegg 36.3 1

6 WholeagenomeLanalysisLofLNigerianLpatientsLwithLbreastLcancerLrevealsLethnicadrivenLsomaticL
evolutionLandLdistinctLgenomicLsubtypesbLNatureiCommunicationsYL2021YLefYLjmhj 17.4 1

5 xriversLunderpinningLtheLmalignantLtransformationLofLgiantLcellLtumourLofLbone 1

4 unLIntegrativeLunalysisLofLtheLugeaussociatedLGenomicYLTranscriptomicLandLypigeneticLLandscapeL
acrossLwancers 1

3 uLpanacancerLlandscapeLofLsomaticLmutationsLinLnonauniqueLregionsLofLtheLhumanLgenomebLNaturei
BiotechnologyYL2021YL 44.5 1

2 ygLubiquitinLligaseLHywTxfLmediatesLmelanomaLprogressionLandLimmuneLevasionbLOncogeneYL2021YL
hdYLiijkaiikl 9.2 0

1 xewizeringLtheLsubclonalLcompositionLofLtumorsbLCelliSystemsYL2021YLefYLmiiamik 10.6
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