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l Paper IF Citations

175 wlinicalNcharacteristicsNofNfhNasymptomaticNinfectionsNwithNwOVIxaemNscreenedNamongNcloseN
contactsNinNNanjingZNwhinabNSciencehChinahLifehSciencesZN2020ZNjgZNkdjakee 8.5 815

174 uNgenomeawideNassociationNstudyNidentifiesNtwoNnewNlungNcancerNsusceptibilityNlociNatNegqefbefNandN
ffqefbfNinNHanNwhinesebNNaturehGeneticsZN2011ZNhgZNkmfaj 36.3 288

173 GenomeawideNassociationNstudyNidentifiesNthreeNnewNsusceptibilityNlociNforNesophagealN
squamousacellNcarcinomaNinNwhineseNpopulationsbNNaturehGeneticsZN2011ZNhgZNjkmalh 36.3 233

172 uNgenomeawideNassociationNstudyNidentifiesNnewNsusceptibilityNlociNforNnonacardiaNgastricNcancerNatN
gqegbgeNandNipegbebNNaturehGeneticsZN2011ZNhgZNefeial 36.3 215

171 GenomeawideNassociationNanalysesNofNesophagealNsquamousNcellNcarcinomaNinNwhineseNidentifyN
multipleNsusceptibilityNlociNandNgeneaenvironmentNinteractionsbNNaturehGeneticsZN2012ZNhhZNedmdak 36.3 196

170 PlasmaNmiRNusNasNearlyNbiomarkersNforNdetectingNhepatocellularNcarcinomabNInternationalhJournalhofh
CancerZN2015ZNegkZNejkmamd 7.5 152

169 TheNipeibggNlocusNisNassociatedNwithNriskNofNlungNadenocarcinomaNinNneverasmokingNfemalesNinNusiabN
PLoShGeneticsZN2010ZNjZNeeddedie 6 141

168 uNnovelNplasmaNcircularNRNuNcirczuRSuNisNaNpotentialNbiomarkerNforNnonasmallNcellNlungNcancerbN
CancerhMedicineZN2018ZNkZNfklgafkme 4.8 131

167 JointNanalysisNofNthreeNgenomeawideNassociationNstudiesNofNesophagealNsquamousNcellNcarcinomaNinN
whineseNpopulationsbNNaturehGeneticsZN2014ZNhjZNeddeaeddj 36.3 112

166 NewNlociNassociatedNwithNchronicNhepatitisNvNvirusNinfectionNinNHanNwhinesebNNaturehGeneticsZN2013ZN
hiZNehmmaidg 36.3 108

165 ussociationNanalysesNidentifyNmultipleNnewNlungNcancerNsusceptibilityNlociNandNtheirNinteractionsNwithN
smokingNinNtheNwhineseNpopulationbNNaturehGeneticsZN2012ZNhhZNlmiam 36.3 108

164 unalysisNofNHeritabilityNandNSharedNHeritabilityNvasedNonNGenomeaWideNussociationNStudiesNforN
ThirteenNwancerNTypesbNJournalhofhthehNationalhCancerhInstituteZN2015ZNedkZNdjvfkm 9.7 107

163 TheNassociationNbetweenNtelomereNlengthNandNcancerNriskNinNpopulationNstudiesbNScientifichReportsZN
2016ZNjZNfffhg 4.9 83

162 SystematicNidentificationNofNgenesNwithNaNcanceratestisNexpressionNpatternNinNemNcancerNtypesbN
NaturehCommunicationsZN2016ZNkZNedhmm 17.4 80

161 MetaaanalysisNofNgenomeawideNassociationNstudiesNofNadultNheightNinNyastNusiansNidentifiesNekNnovelN
locibNHumanhMolecularhGeneticsZN2015ZNfhZNekmealdd 5.6 71

160 GeneticNvariantsNatNeqffNandNedqfgNreproduciblyNassociatedNwithNgastricNcancerNsusceptibilityNinNaN
whineseNpopulationbNCarcinogenesisZN2011ZNgfZNlhlaif 4.6 67

159 wommonNgeneticNvariantsNonNipeibggNcontributeNtoNriskNofNlungNadenocarcinomaNinNaNwhineseN
populationbNCarcinogenesisZN2009ZNgdZNmlkamd 4.6 63
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158 GeneticNvariantsNatNjpfebeNandNkpeibgNareNassociatedNwithNriskNofNmultipleNcancersNinNHanNwhinesebN
AmericanhJournalhofhHumanhGeneticsZN2012ZNmeZNmflagh 11 59

157 IdentificationNofNriskNlociNandNaNpolygenicNriskNscoreNforNlungNcancernNaNlargeascaleNprospectiveNcohortN
studyNinNwhineseNpopulationsbNLancethRespiratoryhMedicinevtheZN2019ZNkZNllealme 35.1 58

156 ussociationsNvetweenNHepatitisNvNVirusNInfectionNandNRiskNofNullNwancerNTypesbNJAMAhNetworkhOpenZN
2019ZNfZNeemikel 10.4 54

155 IdentificationNofNnewNsusceptibilityNlociNforNgastricNnonacardiaNadenocarcinomanNpooledNresultsNfromN
twoNwhineseNgenomeawideNassociationNstudiesbNGutZN2017ZNjjZNileailk 19.2 51

154 ussociationNanalysisNidentifiesNnewNriskNlociNforNnonaobstructiveNazoospermiaNinNwhineseNmenbNNatureh
CommunicationsZN2014ZNiZNglik 17.4 50

153 uNcanceratestisNnonacodingNRNuNLINflvauSeNactivatesNdriverNgeneNLINflvNbyNinteractingNwithN
IGzfvPeNinNlungNadenocarcinomabNOncogeneZN2019ZNglZNejeeaejfh 9.2 45

152 ystimationNofNheritabilityNforNnineNcommonNcancersNusingNdataNfromNgenomeawideNassociationN
studiesNinNwhineseNpopulationbNInternationalhJournalhofhCancerZN2017ZNehdZNgfmaggj 7.5 43

151 WholeagenomeNsequencingNrevealsNgenomicNsignaturesNassociatedNwithNtheNinflammatoryN
microenvironmentsNinNwhineseNNSwLwNpatientsbNNaturehCommunicationsZN2018ZNmZNfdih 17.4 43

150
ussociationNbetweenNGWuSaidentifiedNlungNadenocarcinomaNsusceptibilityNlociNandNyGzRNmutationsN
inNneverasmokingNusianNwomenZNandNcomparisonNwithNfindingsNfromNWesternNpopulationsbNHumanh
MolecularhGeneticsZN2017ZNfjZNhihahji

5.6 40

149 TelomereNlengthZNgeneticNvariantsNandNgastricNcancerNriskNinNaNwhineseNpopulationbNCarcinogenesisZN
2015ZNgjZNmjgakd 4.6 39

148 GeneticNriskZNincidentNgastricNcancerZNandNhealthyNlifestylenNaNmetaaanalysisNofNgenomeawideN
associationNstudiesNandNprospectiveNcohortNstudybNLancethOncologyvhTheZN2020ZNfeZNegklaeglj 21.7 38

147 uNfunctionalNvariantNinNmiRaeiiNregulationNregionNcontributesNtoNlungNcancerNriskNandNsurvivalbN
OncotargetZN2015ZNjZNhfkleamf 3.3 36

146 uNgenomeawideNgeneaenvironmentNinteractionNanalysisNforNtobaccoNsmokeNandNlungNcancerN
susceptibilitybNCarcinogenesisZN2014ZNgiZNeiflagi 4.6 35

145 RoleNofNuTGedNexpressionNquantitativeNtraitNlociNinNnonasmallNcellNlungNcancerNsurvivalbNInternationalh
JournalhofhCancerZN2016ZNegmZNeijhakg 7.5 34

144 yxomeNurrayNunalysisNIdentifiesNVariantsNinNSPOwxeNandNvTNgufNThatNuffectNRiskNforNGastricN
wancerbNGastroenterologyZN2017ZNeifZNfdeeafdfe 13.3 32

143 MetaaanalysisNofNgenomeawideNassociationNstudiesNidentifiesNmultipleNlungNcancerNsusceptibilityNlociN
inNneverasmokingNusianNwomenbNHumanhMolecularhGeneticsZN2016ZNfiZNjfdam 5.6 32

142
IdentificationNofNNovelNTexNRiskNLociNandNTheirNussociationNWithNugeNandNIsletNzunctionNatNxiagnosisN
inNuutoantibodyaPositiveNTexNIndividualsnNvasedNonNaNTwoaStageNGenomeaWideNussociationNStudybN
DiabeteshCareZN2019ZNhfZNehehaehfe

14.6 30

141 LowafrequencyNcodingNvariantsNatNjpfebggNandNfdqeebfeNareNassociatedNwithNlungNcancerNriskNinN
whineseNpopulationsbNAmericanhJournalhofhHumanhGeneticsZN2015ZNmjZNlgfahd 11 30

(2015-2012)
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140 GeneticNvariantsNatNhqfeZNhqfgNandNefqfhNareNassociatedNwithNesophagealNsquamousNcellNcarcinomaN
riskNinNaNwhineseNpopulationbNHumanhGeneticsZN2013ZNegfZNjhmaij 6.3 30

139 uNnomogramNtoNpredictNtheNsurvivalNofNstageNIIIuaNfNnonasmallNcellNlungNcancerNafterNsurgerybN
JournalhofhThoracichandhCardiovascularhSurgeryZN2018ZNeiiZNeklhaekmfbeg 1.5 29

138 PersonalNexposureNtoNPMfbiZNgeneticNvariantsNandNxNuNdamagenNaNmultiacenterNpopulationabasedN
studyNinNwhinesebNToxicologyhLettersZN2015ZNfgiZNekfal 4.4 26

137 GeneticNvariantsNinNregulatoryNregionsNofNmicroRNusNareNassociatedNwithNlungNcancerNriskbN
OncotargetZN2016ZNkZNhkmjjahkmkh 3.3 26

136 miRahljaipNexpressionNpatternNinNesophagealNsquamousNcellNcarcinomaZNgastricNcancerNandNitsN
prognosticNvaluebNOncotargetZN2016ZNkZNeilhdaig 3.3 25

135 zineNmappingNtheNMHwNregionNidentifiedNfourNindependentNvariantsNmodifyingNsusceptibilityNtoN
chronicNhepatitisNvNinNHanNwhinesebNHumanhMolecularhGeneticsZN2016ZNfiZNeffiagf 5.6 24

134 IndependentNprognosticNroleNofNhumanNpapillomavirusNgenotypeNinNcervicalNcancerbNBMChInfectioush
DiseasesZN2017ZNekZNgme 4 24

133 PutativeNfunctionalNpolymorphismsNofNMMPmNpredictNsurvivalNofNNSwLwNinNaNwhineseNpopulationbN
InternationalhJournalhofhCancerZN2009ZNefhZNfekfal 7.5 21

132 zamilyNHistoryNandNStrokeNRiskNinNwhinanNyvidenceNfromNaNLargeNwohortNStudybNJournalhofhStrokeZN
2017ZNemZNellaemi 5.6 20

131 ussociationNanalysisNidentifiesNnewNriskNlociNforNcongenitalNheartNdiseaseNinNwhineseNpopulationsbN
NaturehCommunicationsZN2015ZNjZNldlf 17.4 19

130 uNpolymorphismNinNmiRaefjfNregulatoryNregionNconfersNtheNriskNofNlungNcancerNinNwhineseN
populationbNInternationalhJournalhofhCancerZN2017ZNeheZNmilamjj 7.5 18

129 HighNmitochondrialNxNuNcopyNnumberNwasNassociatedNwithNanNincreasedNgastricNcancerNriskNinNaN
whineseNpopulationbNMolecularhCarcinogenesisZN2017ZNijZNfimgafjdd 5 18

128 yvaluationNofNgeneticNvariantsNinNautophagyNpathwayNgenesNasNprognosticNbiomarkersNforNbreastN
cancerbNGeneZN2017ZNjfkZNihmaiii 3.8 18

127 GeneticNvariationsNinNtheNflankingNregionsNofNmiRaedeafNareNassociatedNwithNincreasedNriskNofNbreastN
cancerbNPLoShONEZN2014ZNmZNeljgem 3.7 18

126 MetaaanalysisNofNgenomeawideNassociationNstudiesNandNfunctionalNassaysNdecipherNsusceptibilityN
genesNforNgastricNcancerNinNwhineseNpopulationsbNGutZN2020ZNjmZNjheajie 19.2 18

125 VitaminNxNStatusNandNRiskNofNullawauseNandNwauseaSpecificNMortalityNinNaNLargeNwohortnNResultsNzromN
theNUKNviobankbNJournalhofhClinicalhEndocrinologyhandhMetabolismZN2020ZNediZN 5.6 17

124 HumanNgenomeNepidemiologyZNprogressNandNfuturebNJournalhofhBiomedicalhResearchZN2013ZNfkZNejkam 1.5 17

123 wirculatingNTumorNwellsNynrichedNbyNtheNxepletionNofNLeukocytesNwithNviauntibodiesNinNNonaSmallN
wellNLungNwancernNPotentialNwlinicalNupplicationbNPLoShONEZN2015ZNedZNedegkdkj 3.7 16
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122 GeneticallyNpredictedNhighNbodyNmassNindexNisNassociatedNwithNincreasedNgastricNcancerNriskbN
EuropeanhJournalhofhHumanhGeneticsZN2017ZNfiZNedjeaedjj 5.3 15

121 TheNinheritedNvariationsNofNaNpigaresponsiveNenhancerNinNegqefbefNconferNlungNcancerNriskNbyN
attenuatingNTNzRSzemNexpressionbNGenomehBiologyZN2019ZNfdZNedg 18.3 14

120 MetabolomeawideNassociationNstudyNidentifiedNtheNassociationNbetweenNaNcirculatingN
polyunsaturatedNfattyNacidsNvariantNrsekhihlNandNlungNcancerbNCarcinogenesisZN2017ZNglZNeehkaeeih 4.6 14

119 wumulativeNeffectNandNpredictiveNvalueNofNgeneticNvariantsNassociatedNwithNtypeNfNdiabetesNinNHanN
whinesenNaNcaseacontrolNstudybNPLoShONEZN2015ZNedZNedeejigk 3.7 14

118 vloodNgroupsNuNandNuvNareNassociatedNwithNincreasedNgastricNcancerNrisknNevidenceNfromNaNlargeN
geneticNstudyNandNsystematicNreviewbNBMChCancerZN2019ZNemZNejh 4.8 13

117 InfluencingNfactorsNofNpregnancyNlossNandNsurvivalNprobabilityNofNclinicalNpregnanciesNconceivedN
throughNassistedNreproductiveNtechnologybNReproductivehBiologyhandhEndocrinologyZN2018ZNejZNkh 5 13

116 SystematicalNanalysesNofNvariantsNinNwTwzabindingNsitesNidentifiedNaNnovelNlungNcancerNsusceptibilityN
locusNamongNwhineseNpopulationbNScientifichReportsZN2015ZNiZNklgg 4.9 13

115 GeneticNvariantsNinNoneacarbonNmetabolismarelatedNgenesNcontributeNtoNNSwLwNprognosisNinNaN
whineseNpopulationbNCancerZN2010ZNeejZNikddam 6.4 13

114 womprehensiveNcharacterizationNofNcanceratestisNgenesNinNtesticularNgermNcellNtumorbNCancerh
MedicineZN2019ZNlZNgieeagiem 4.8 12

113 TheNsexNratioNofNsingletonNandNtwinNdeliveryNoffspringNinNassistedNreproductiveNtechnologyNinNwhinabN
ScientifichReportsZN2017ZNkZNkkih 4.9 12

112 ussociationNofNMosaicNLossNofNwhromosomeNYNwithNLungNwancerNRiskNandNPrognosisNinNaNwhineseN
PopulationbNJournalhofhThoracichOncologyZN2019ZNehZNgkahh 8.9 12

111 uNgeneticNvariationNinNtheNwpGNislandNofNpseudogeneNGvuPeNpromoterNisNassociatedNwithNgastricN
cancerNsusceptibilitybNCancerZN2019ZNefiZNfhjiafhkg 6.4 11

110 TranscriptomeawideNassociationNstudyNrevealedNtwoNnovelNgenesNassociatedNwithNnonobstructiveN
azoospermiaNinNaNwhineseNpopulationbNFertilityhandhSterilityZN2017ZNedlZNedijaedjfbeh 4.8 11

109 TheNeQTLamissenseNpolymorphismsNofNuPOvywgHNareNassociatedNwithNlungNcancerNriskNinNaNHanN
whineseNpopulationbNScientifichReportsZN2015ZNiZNehmjm 4.9 11

108 ussociationNofNKwTxedZNMVKZNandNMMuvNpolymorphismsNwithNdyslipidemiaNandNcoronaryNheartN
diseaseNinNHanNwhineseNpopulationbNLipidshinhHealthhandhDiseaseZN2016ZNeiZNeke 4.4 11

107 TelomereNlengthZNgeneticNvariantsNandNriskNofNsquamousNcellNcarcinomaNofNtheNheadNandNneckNinN
SoutheastNwhinesebNScientifichReportsZN2016ZNjZNfdjki 4.9 11

106 TheNknownNgeneticNlociNforNtelomereNlengthNmayNbeNinvolvedNinNtheNmodificationNofNtelomeresN
lengthNafterNbirthbNScientifichReportsZN2016ZNjZNglkfm 4.9 11

105 GeneticNvariantsZNPMNexposureNlevelNandNglobalNxNuNmethylationNlevelnNuNmultiacenterN
populationabasedNstudyNinNwhinesebNToxicologyhLettersZN2017ZNfjmZNkkalf 4.4 10

(2017-2017)
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104 RemoteNmodulationNofNlncRNuNbyNriskNvariantNatNejpegNunderlyingNgeneticNsusceptibilityNtoNgastricN
cancerbNSciencehAdvancesZN2020ZNjZNeaayiifi 14.3 10

103 InteractionNanalysisNbetweenNgermlineNsusceptibilityNlociNandNsomaticNalterationsNinNlungNcancerbN
InternationalhJournalhofhCancerZN2018ZNehgZNlklalli 7.5 10

102 uTGefNexpressionNquantitativeNtraitNlociNassociatedNwithNheadNandNneckNsquamousNcellNcarcinomaN
riskNinNaNwhineseNHanNpopulationbNMolecularhCarcinogenesisZN2018ZNikZNedgdaedgk 5 10

101 yvaluationNofNwpGaSNPsNinNmiRNuNpromotersNandNriskNofNbreastNcancerbNGeneZN2018ZNjieZNeal 3.8 10

100 TeaNconsumptionNandNriskNofNstrokeNinNwhineseNadultsnNaNprospectiveNcohortNstudyNofNdbiNmillionNmenN
andNwomenbNAmericanhJournalhofhClinicalhNutritionZN2020ZNeeeZNemkafdj 7 10

99 GeneticNassociationNofNtelomereNlengthNwithNhepatocellularNcarcinomaNrisknNuNMendelianN
randomizationNanalysisbNCancerhEpidemiologyZN2017ZNidZNgmahi 2.8 10

98 ShortNleukocyteNtelomereNlengthZNaloneNandNinNcombinationNwithNsmokingZNcontributesNtoNincreasedN
riskNofNgastricNcancerNorNesophagealNsquamousNcellNcarcinomabNCarcinogenesisZN2017ZNglZNefael 4.6 10

97 wancerNincidenceNinNrelationNtoNbodyNfatnessNamongNdbiNmillionNmenNandNwomennNzindingsNfromNtheN
whinaNKadoorieNviobankbNInternationalhJournalhofhCancerZN2020ZNehjZNmlkamml 7.5 10

96 PreadiagnosticNcirculatingNconcentrationsNofNinsulinalikeNgrowthNfactoraeNandNriskNofNwOVIxaemN
mortalitynNresultsNfromNUKNviobankbNEuropeanhJournalhofhEpidemiologyZN2021ZNgjZNgeeagel 12.1 10

95 GeneticNvariantsNatNmpfebgNareNassociatedNwithNriskNofNesophagealNsquamousNcellNcarcinomaNinNaN
whineseNpopulationbNCancerhScienceZN2017ZNedlZNfidafii 6.9 9

94 zineNmappingNofNchromosomeNipeibggNidentifiesNnovelNlungNcancerNsusceptibilityNlociNinNHanN
whinesebNInternationalhJournalhofhCancerZN2017ZNeheZNhhkahij 7.5 9

93 JointNeffectNofNwyNTxfNandNKwNQeNpolymorphismsNonNtheNriskNofNtypeNfNdiabetesNmellitusNamongN
whineseNHanNpopulationbNMolecularhandhCellularhEndocrinologyZN2015ZNhdkZNhjaie 4.4 9

92 unNesophagealNadenocarcinomaNsusceptibilityNlocusNatNmqffNalsoNconfersNriskNtoNesophagealN
squamousNcellNcarcinomaNbyNregulatingNtheNfunctionNofNvuRXebNCancerhLettersZN2018ZNhfeZNedgaeee 9.9 9

91 LowafrequencyNnonsynonymousNvariantsNinNzKvPLNandNuRPwevNgenesNareNassociatedNwithNbreastN
cancerNriskNinNwhineseNwomenbNMolecularhCarcinogenesisZN2017ZNijZNkkhakld 5 9

90 SystematicNidentificationNofNlongNnonacodingNRNusNwithNcanceratestisNexpressionNpatternsNinNehN
cancerNtypesbNOncotargetZN2017ZNlZNmhkjmamhkkm 3.3 9

89 womprehensiveNcharacterizationNofNfunctionalNeRNusNinNlungNadenocarcinomaNrevealsNnovelN
regulatorsNandNaNprognosisarelatedNmolecularNsubtypebNTheranosticsZN2020ZNedZNeefjhaeefkk 12.1 9

88 uNnomogramNtoNpredictNoverallNsurvivalNofNpatientsNwithNearlyNstageNnonasmallNcellNlungNcancerbN
JournalhofhThoracichDiseaseZN2019ZNeeZNihdkaihej 2.6 9

87 IntegratingNexpressionarelatedNSNPsNintoNgenomeawideNgeneaNandNpathwayabasedNanalysesN
identifiedNnovelNlungNcancerNsusceptibilityNgenesbNInternationalhJournalhofhCancerZN2018ZNehfZNejdfaejed 7.5 9
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86 GeneticNRiskNforNOverallNwancerNandNtheNvenefitNofNudherenceNtoNaNHealthyNLifestylebNCancerh
ResearchZN2021ZNleZNhjelahjfk 10.1 9

85
yxomeaWideNussociationNStudyNIdentifiesNLowazrequencyNwodingNVariantsNinNfpfgbfNandNkpeebfN
ussociatedNwithNSurvivalNofNNonaSmallNwellNLungNwancerNPatientsbNJournalhofhThoracichOncologyZN2017
ZNefZNjhhajij

8.9 8

84 PotentiallyNfunctionalNvariantsNinNlncRNusNareNassociatedNwithNbreastNcancerNriskNinNaNwhineseN
populationbNMolecularhCarcinogenesisZN2017ZNijZNfdhlafdik 5 8

83 PolymorphismsNinNalternativeNsplicingNassociatedNgenesNareNassociatedNwithNlungNcancerNriskNinNaN
whineseNpopulationbNLunghCancerZN2015ZNlmZNfglahf 5.9 8

82 UashapedNassociationNbetweenNtelomereNlengthNandNesophagealNsquamousNcellNcarcinomaNrisknNaN
caseacontrolNstudyNinNwhineseNpopulationbNFrontiershofhMedicineZN2015ZNmZNhklalj 12 8

81 MendelianNrandomizationNstudyNofNtelomereNlengthNandNlungNcancerNriskNinNyastNusianNpopulationbN
CancerhMedicineZN2019ZNlZNkhjmakhkj 4.8 8

80 zineamappingNtheNMHwNregionNinNusianNpopulationsNidentifiedNnovelNvariantsNmodifyingN
susceptibilityNtoNlungNcancerbNLunghCancerZN2017ZNeefZNejmaeki 5.9 8

79 RiskNassessmentNmodelsNforNgeneticNriskNpredictorsNofNlungNcancerNusingNtwoastageNreplicationNforN
usianNandNyuropeanNpopulationsbNOncotargetZN2017ZNlZNigmimaigmjk 3.3 8

78 TuberculosisNinfectionNandNlungNadenocarcinomanNMendelianNrandomizationNandNpathwayNanalysisNofN
genomeawideNassociationNstudyNdataNfromNneverasmokingNusianNwomenbNGenomicsZN2020ZNeefZNeffgaefgf4.3 8

77 yxomeaWideNussociationNStudyNIdentifiedNNewNRiskNLociNforNHirschsprungUsNxiseasebNMolecularh
NeurobiologyZN2017ZNihZNekkkaekli 6.2 7

76 TargetedNsequencingNofNchromosomeNeiqfiNidentifiedNnovelNvariantsNassociatedNwithNriskNofNlungN
cancerNandNsmokingNbehaviorNinNwhinesebNCarcinogenesisZN2017ZNglZNiifaiil 4.6 7

75 PotentiallyNfunctionalNpolymorphismsNinNaminoacylatRNuNsynthetasesNgenesNareNassociatedNwithN
breastNcancerNriskNinNaNwhineseNpopulationbNMolecularhCarcinogenesisZN2015ZNihZNikkalg 5 7

74 PrevalenceNofNHelicobacterNpyloriNinfectionNinNwhinanNuNsystematicNreviewNandNmetaaanalysisbNJournalh
ofhGastroenterologyhandhHepatologyhrAustraliasZN2021ZN 4 7

73 yffectNofNendometrialNthicknessNandNembryoNqualityNonNliveabirthNrateNofNfreshNIVzcIwSINcyclesnNaN
retrospectiveNcohortNstudybNReproductivehBiologyhandhEndocrinologyZN2020ZNelZNlm 5 7

72 ussociationNofNassistedNreproductiveNtechnologyZNgermlineNdeNnovoNmutationsNandNcongenitalNheartN
defectsNinNaNprospectiveNbirthNcohortNstudybNCellhResearchZN2021ZNgeZNmemamfl 24.7 7

71 PathwayNanalysisNforNaNgenomeawideNassociationNstudyNofNpneumoconiosisbNToxicologyhLettersZN2015ZN
fgfZNflhamf 4.4 6

70 uNnomogramNforNpredictionNofNstageNIIIcIVNgastricNcancerNoutcomeNafterNsurgerynNuNmulticenterN
populationabasedNstudybNCancerhMedicineZN2020ZNmZNihmdaihmm 4.8 6

69 SystematicNanalysesNofNgeneticNvariantsNinNchromatinNinteractionNregionsNidentifiedNfourNnovelNlungN
cancerNsusceptibilityNlocibNJournalhofhCancerZN2020ZNeeZNedkiaedle 4.5 6

(2020-2021)
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68 MitochondrialNxNuNcopyNnumberNisNassociatedNwithNriskNofNheadNandNneckNsquamousNcellNcarcinomaN
inNwhineseNpopulationbNCancerhMedicineZN2018ZNkZNfkkjafklf 4.8 6

67 GeneticNvariantsNinNchromatinaremodelingNpathwayNassociatedNwithNlungNcancerNriskNinNaNwhineseN
populationbNGeneZN2016ZNilkZNeklalf 3.8 6

66
GeneticNvariantsNinNmultisynthetaseNcomplexNgenesNareNassociatedNwithNxNuNdamageNlevelsNinN
whineseNpopulationsbNMutationhResearchhwhFundamentalhandhMolecularhMechanismshofhMutagenesisZN
2016ZNkljZNlaeg

3.3 6

65 MultiamarkerNanalysisNofNgenomicNannotationNonNgastricNcancerNGWuSNdataNfromNwhineseN
populationsbNGastrichCancerZN2019ZNffZNjdajl 7.6 6

64 GeneticNvariantsNatNedpeeNconferNriskNofNTetralogyNofNzallotNinNwhineseNofNNanjingbNPLoShONEZN2014ZN
mZNelmjgj 3.7 6

63 GeneticNVariationNinNtheNgUaUntranslatedNRegionNofNNvNNGeneNIsNussociatedNwithNGastricNwancerNRiskN
inNaNwhineseNPopulationbNPLoShONEZN2015ZNedZNedegmdim 3.7 6

62 womprehensiveNfunctionalNannotationNofNsusceptibilityNvariantsNidentifiesNgeneticNheterogeneityN
betweenNlungNadenocarcinomaNandNsquamousNcellNcarcinomabNFrontiershofhMedicineZN2021ZNeiZNfkiafme 12 6

61 GeneticNvariantsNinNnuclearNxNuNalongNwithNenvironmentalNfactorsNmodifyNmitochondrialNxNuNcopyN
numbernNaNpopulationabasedNexomeawideNassociationNstudybNBMChGenomicsZN2018ZNemZNkif 4.5 6

60 LeukocyteNtelomereNlengthZNlipidNparametersNandNgestationalNdiabetesNrisknNaNcaseacontrolNstudyNinNaN
whineseNpopulationbNScientifichReportsZN2019ZNmZNlhlg 4.9 5

59 ussociationNofNexpressionNquantitativeNtraitNlociNforNlongNnoncodingNRNusNwithNlungNcancerNriskNinN
usiansbNMolecularhCarcinogenesisZN2019ZNilZNegdgaegeg 5 5

58 GeneticNvariantsNinNSMuRwNgenesNareNassociatedNwithNxNuNdamageNlevelsNinNwhineseNpopulationbN
ToxicologyhLettersZN2014ZNffmZNgfkagf 4.4 5

57 PotentiallyNfunctionalNpolymorphismsNinNPuKeNareNassociatedNwithNriskNofNlungNcancerNinNaNwhineseN
populationbNCancerhMedicineZN2015ZNhZNekleak 4.8 5

56 ussistedNreproductiveNtechnologyNandNbirthNdefectsNinNaNwhineseNbirthNcohortNstudybNThehLanceth
RegionalhHealthhwhWesternhPacificZN2021ZNkZNedddmd 5 5

55 GeneticallyNdeterminedNheightNwasNassociatedNwithNlungNcancerNriskNinNyastNusianNpopulationbNCancerh
MedicineZN2018ZNkZNghhi 4.8 5

54 TheNfunctionalNpolymorphismsNofNLISeNareNassociatedNwithNacuteNmyeloidNleukemiaNriskNinNaNHanN
whineseNpopulationbNLeukemiahResearchZN2017ZNihZNkaee 2.7 4

53 TelomereNlengthNinNcervicalNexfoliatedNcellsZNinteractionNwithNHPVNgenotypeZNandNcervicalNcancerN
occurrenceNamongNhighariskNHPVapositiveNwomenbNCancerhMedicineZN2019ZNlZNhlhiahlie 4.8 4

52 zamilyabasedNwholeagenomeNsequencingNidentifiesNcompoundNheterozygousNproteinacodingNandN
noncodingNmutationsNinNtetralogyNofNzallotbNGeneZN2020ZNkheZNehhiii 3.8 4

51 ussociationNofNhlNtypeNfNdiabetesNsusceptibilityNlociNwithNfastingNplasmaNglucoseNandNlipidNlevelsNinN
whineseNHansbNDiabeteshResearchhandhClinicalhPracticeZN2018ZNegmZNeehaefe 7.4 4

Guangfu Jin
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50 TheNfunctionalNpolymorphismsNofNuRIxivNandNIKZzeNareNassociatedNwithNacuteNmyeloidNleukemiaN
riskNinNaNHanNwhineseNpopulationbNGeneZN2018ZNjhkZNeeiaefd 3.8 4

49 uNcisaeQTLNgeneticNvariantNofNtheNcanceratestisNgeneNwwxweejNisNassociatedNwithNriskNofNmultipleN
cancersbNHumanhGeneticsZN2017ZNegjZNmlkammk 6.3 4

48 zunctionalNpolymorphismsNinNareNassociatedNwithNgastricNcancerNriskNinNwhineseNpopulationbN
OncotargetZN2017ZNlZNedigefaedigem 3.3 4

47 RelationshipsNbetweenNsleepNtraitsNandNlungNcancerNrisknNaNprospectiveNcohortNstudyNinNUKNviobankbN
SleepZN2021ZNhhZN 1.1 4

46 SexaspecificNassociationsNofNcirculatingNtestosteroneNlevelsNwithNallacauseNandNcauseaspecificN
mortalitybNEuropeanhJournalhofhEndocrinologyZN2021ZNelhZNkfgakgf 6.5 4

45 zineNmappingNtheNMHwNregionNidentifiedNrshmmkdifNasNaNnewNvariantNassociatedNwithN
nonobstructiveNazoospermiaNinNHanNwhineseNmalesbNFertilityhandhSterilityZN2019ZNeeeZNjeajl 4.8 4

44 GenomeawideNanalysisNofNexpressionNquantitativeNtraitNlociNidentifiedNpotentialNlungNcancerN
susceptibilityNvariantsNamongNusianNpopulationsbNCarcinogenesisZN2019ZNhdZNfjgafjl 4.6 3

43
GeneticNvariantsNofNHfuXNgeneNwereNassociatedNwithNPMfbiamodulatedNxNuNdamageNlevelsNinN
whineseNHanNpopulationsbNMutationhResearchhwhFundamentalhandhMolecularhMechanismshofh
MutagenesisZN2015ZNkklZNheai

3.3 3

42 zunctionalNgeneticNvariantsNinNcentrosomearelatedNgenesNwyPkfNandNYWHuGNconferNsusceptibilityNtoN
gastricNcancerbNArchiveshofhToxicologyZN2020ZNmhZNfljeaflkf 5.8 3

41 wrossawancerNPleiotropicNunalysisNRevealsNNovelNSusceptibilityNLociNforNLungNwancerbNFrontiershinh
OncologyZN2019ZNmZNehmf 5.3 3

40 GenomeawideNassociationNstudiesNidentifiedNlociNcontributeNtoNphenotypicNvarianceNofNgastricN
cancerbNGutZN2018ZNjkZNegjjaegjl 19.2 3

39 GeneticNvariantsNaffectingNtelomereNlengthNareNassociatedNwithNtheNprognosisNofNesophagealN
squamousNcellNcarcinomaNinNaNwhineseNpopulationbNMolecularhCarcinogenesisZN2017ZNijZNedfeaedfm 5 3

38 GeneticNvariantsNatNedqfgbggNareNassociatedNwithNplasmaNlipidNlevelsNinNaNwhineseNpopulationbNJournalh
ofhBiomedicalhResearchZN2014ZNflZNigal 1.5 3

37
InNvitroNactivityNofNnewNtetracyclineNanaloguesNomadacyclineNandNeravacyclineNagainstNclinicalN
isolatesNofNHelicobacterNpyloriNcollectedNinNwhinabNDiagnostichMicrobiologyhandhInfectioushDiseaseZN
2020ZNmlZNeeiefm

2.9 3

36 GastricNcancerNmayNshareNgeneticNpredispositionNwithNesophagealNsquamousNcellNcarcinomaNinN
whineseNpopulationsbNJournalhofhHumanhGeneticsZN2018ZNjgZNeeimaeejl 4.3 3

35 GeneticNussociationNofNPlasmaNHomocysteineNLevelsNwithNGastricNwancerNRisknNuNTwoaSampleN
MendelianNRandomizationNStudybNCancerhEpidemiologyhBiomarkershandhPreventionZN2020ZNfmZNhlkahmf 4 2

34 GeneticNVariantsNinNtheNPromoterNRegionNofNandNtheNRiskNofNvreastNwancerbNBioMedhResearchh
InternationalZN2017ZNfdekZNfgiflkh 3 2

33 GermlineNgeneticNvariantsNwereNinteractivelyNassociatedNwithNsomaticNalterationsNinNgastricNcancerbN
CancerhMedicineZN2018ZNkZNgmefagmfd 4.8 2

(2018-2018)
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32 PotentiallyNzunctionalNPolymorphismsNinNPOUizeNGeneNureNussociatedNwithNtheNRiskNofNLungNwancerN
inNHanNwhinesebNBioMedhResearchhInternationalZN2015ZNfdeiZNliegfd 3 2

31 ussociationNofNMaternalNxietaryNPatternsNduringNGestationNandNOffspringNNeurodevelopmentbbN
NutrientsZN2022ZNehZN 6.7 2

30 IntegrationNofNGWuSNandNeQTLNunalysisNtoNIdentifyNRiskNLociNandNSusceptibilityNGenesNforNGastricN
wancerbNFrontiershinhGeneticsZN2020ZNeeZNjkm 4.5 2

29 IdentificationNofNuatoaINRNuNeditingNprofilesNandNtheirNclinicalNrelevanceNinNlungNadenocarcinomabN
SciencehChinahLifehSciencesZN2021ZNe 8.5 2

28
ussociationNunalysisNofNxriverNGeneaRelatedNGeneticNVariantsNIdentifiedNNovelNLungNwancerN
SusceptibilityNLociNwithNfdZlkeNLungNwancerNwasesNandNeiZmkeNwontrolsbNCancerhEpidemiologyh
BiomarkershandhPreventionZN2020ZNfmZNehfgaehfm

4 2

27 zineNmappingNinNTyRTawLPTMeLNregionNidentifiedNthreeNindependentNlungNcancerNsusceptibilityN
signalsnNuNlargeascaleNmultiaethnicNpopulationNstudybNMolecularhCarcinogenesisZN2018ZNikZNeflmaefmm 5 2

26 wirculatingNwareactiveNproteinNincreasesNlungNcancerNrisknNResultsNfromNaNprospectiveNcohortNofNUKN
viobankbNInternationalhJournalhofhCancerZN2022ZNeidZNhkaii 7.5 2

25 xietNandNRiskNofNIncidentNLungNwancernNuNLargeNProspectiveNwohortNStudyNinNUKNviobankbNAmericanh
JournalhofhClinicalhNutritionZN2021ZN 7 2

24 LncPSwuNinNtheNlqfhbgNriskNlocusNdrivesNgastricNcancerNthroughNdestabilizingNxxXibNEMBOhReportsZN
2021ZNffZNeifkdk 6.5 2

23 TranscriptomeawideNassociationNstudyNforNpersistentNhepatitisNvNvirusNinfectionNandNrelatedN
hepatocellularNcarcinomabNLiverhInternationalZN2020ZNhdZNfeekafefk 7.9 1

22 GeneticNVariationsNinNmiRagdNzamilyNMemberNRegulatoryNRegionsNureNussociatedNwithNvreastNwancerN
RiskNinNaNwhineseNPopulationbNBioMedhResearchhInternationalZN2020ZNfdfdZNlkleghl 3 1

21 wommentarynNPostaGWuSNeranNWhatNcanNweNdoNbeyondNcancerNgeneticNassociationNstudiessbN
InternationalhJournalhofhEpidemiologyZN2016ZNhiZNffeaf 7.8 1

20 GeneticNvariantsNwithinNekqefNareNassociatedNwithNtheNriskNofNcervicalNcancerNinNtheNHanNwhineseN
populationbNGeneZN2018ZNjklZNefhaefl 3.8 1

19 StressZNanxietyZNandNdepressionNinNinfertileNcouplesNareNnotNassociatedNwithNaNfirstNIVzNorNIwSIN
treatmentNoutcomebNBMChPregnancyhandhChildbirthZN2021ZNfeZNkfi 3.2 1

18 unalysisNofNtheNinteractionNeffectNofNhlNSNPsNandNobesityNonNtypeNfNdiabetesNinNwhineseNHansbNBMJh
OpenhDiabeteshResearchhandhCareZN2020ZNlZN 4.5 1

17 ulternationsNofNgutNmicrobiotaNcompositionNinNneonatesNconceivedNbyNassistedNreproductiveN
technologyNandNitsNrelationNtoNinfantNgrowthbNGuthMicrobesZN2020ZNefZNekmhhjj 8.8 1

16 IdentificationNofNRecurrentNVariantsNinNandNacrossNMultipleNwancersNinNtheNwhineseNPopulationbN
BioMedhResearchhInternationalZN2020ZNfdfdZNjkgmlfg 3 1

15 uNclinicalZNbiologicNandNmechanisticNanalysisNofNtheNroleNofNZNzjmfNinNcervicalNcancerbNGynecologich
OncologyZN2019ZNeifZNgmjahdk 4.9 1

Guangfu Jin
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14 PredictionNandNclinicalNutilityNofNaNliverNcancerNriskNmodelNinNwhineseNadultsnNuNprospectiveNcohortN
studyNofNdbiNmillionNpeoplebNInternationalhJournalhofhCancerZN2021ZNehlZNfmfhafmgh 7.5 1

13 WholeaexomeNsequencingNrevealsNcommonNandNrareNvariantsNinNimmunologicNandNneurologicalN
genesNimplicatedNinNachalasiabNAmericanhJournalhofhHumanhGeneticsZN2021ZNedlZNehklaehlk 11 1

12 TheNratesNandNmedicalNnecessityNofNcesareanNdeliveryNinNwhinaZNfdefafdemnNanNinspirationNfromN
JiangsubNBMChMedicineZN2021ZNemZNeh 11.4 1

11 HypomethylationaactivatedNcanceratestisNgeneNLINflvNpromotesNcellNproliferationNandNmetastasisNinN
gastricNcancerbbNGeneZN2021ZNlegZNehjeei 3.8 0

10 uNcrossatissueNtranscriptomeawideNassociationNstudyNidentifiesNnovelNsusceptibilityNgenesNforNlungN
cancerNinNwhineseNpopulationsbNHumanhMolecularhGeneticsZN2021ZNgdZNejjjaejkj 5.6 0

9
PredictionNofNliveNbirthNprobabilityNafterNinNvitroNfertilizationNandNintracytoplasmicNspermNinjectionN
treatmentnNuNmultiacenterNretrospectiveNstudyNinNwhineseNpopulationbNJournalhofhObstetricshandh
GynaecologyhResearchZN2021ZNhkZNeefjaeegg

1.9 0

8 GenomeawideNgeneasmokingNinteractionNstudyNidentifiedNnovelNsusceptibilityNlociNforNnonasmallNcellN
lungNcancerNinNwhineseNpopulationsbNCarcinogenesisZN2021ZNhfZNeeihaeeje 4.6 0

7 ussociationNbetweenNHelicobacterNpyloriNantibodiesNdeterminedNbyNmultiplexNserologyNandNgastricN
cancerNrisknNuNmetaaanalysisbbNHelicobacterZN2022ZNeeflle 4.9 0

6 uNpolygenicNriskNscoreNforNnasopharyngealNcarcinomaNshowsNpotentialNforNriskNstratificationNandN
personalizedNscreeningbbNNaturehCommunicationsZN2022ZNegZNemjj 17.4 0

5 GeneticNvariantsNinNautophagyNassociatedNgenesNareNassociatedNwithNxNuNdamageNlevelsNinNwhineseN
populationbNGeneZN2017ZNjfjZNhehahem 3.8

4 zineNMappingNinNwhromosomeNgqflNIdentifiedNTwoNVariantsNussociatedNwithNLungNwancerNRiskNinN
usianNPopulationbNJournalhofhCancerZN2019ZNedZNeljfaeljm 4.5

3 PotentialNfunctionalNvariantsNofNKIuuNgenesNareNassociatedNwithNbreastNcancerNriskNinNaNcaseNcontrolN
studybNAnnalshofhTranslationalhMedicineZN2021ZNmZNihm 3.2

2 uNnomogramNforNpredictingNlymphNnodeNmetastasisNinNsuperficialNesophagealNsquamousNcellN
carcinomabNJournalhofhBiomedicalhResearchZN2021ZNgiZNgjeagkd 1.5

1 ussociationNvetweenNNeuroticismNandNRiskNofNLungNwancernNResultsNzromNObservationalNandN
MendelianNRandomizationNunalysesbbNFrontiershinhOncologyZN2022ZNefZNlgjeim 5.3
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