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163 poVcirculationIofIzultidrugVresistantIShigellaInmongIzenIΦhoIuaveISexIΦithIzenIinInustraliaWI
ClinicalaInfectiousaDiseasesUI2019UIcfUIZb]bVZbaa 11.6 41

162 RecentItrendsIinIinvasiveIgroupInIStreptococcusIdiseaseIinI₈ictoriaWICommunicableaDiseasesa
Intelligenceaivtu8lUI2019UIa]UI 1.9 1

161 ZU[UaV xadiazoleIantimicrobialsIactIsynergisticallyIwithIdaptomycinIandIdisplayIrapidIkillIkineticsI
againstIzqRIrnterococcusIfaeciumWIJournalaofaAntimicrobialaChemotherapyUI2018UId]UIZbc[VZbcf 5.1 10

160
peftazidimeXavibactamIsusceptibilityIbyIthreeIdifferentIsusceptibilityItestingImethodsIinI
carbapenemaseVproducingItramVnegativeIbacteriaIfromInustraliaWIInternationalaJournalaofa
AntimicrobialaAgentsUI2018UIb[UIe[Veb

14.3 9

159 uealthI utcomesIfromIzultidrugVResistantISalmonellaIvnfectionsIinIuighVvncomeIpountriesgInI
SystematicIReviewIandIzetaVnnalysisWIFoodborneaPathogensaandaDiseaseUI2018UIZbUIa[eVa]c 3.8 35

158 pomparativeItenomicsIShowsI₁hatIzycobacteriumIulceransIzigrationIandIrxpansionI®recededItheI
RiseIofIouruliI₄lcerIinISoutheasternInustraliaWIAppliedaandaEnvironmentalaMicrobiologyUI2018UIeaUI 4.8 21

157 vncreasingInntimicrobialIResistanceIinI™ontyphoidalISalmonellaIvsolatesIinInustraliaIfromIZfdfItoI
[YZbWIAntimicrobialaAgentsaandaChemotherapyUI2018UIc[UI 5.9 32

156
vncorporatingIΦholeVtenomeISequencingIintoI®ublicIuealthISurveillancegIyessonsIfromI
®rospectiveISequencingIofISalmonellaI₁yphimuriumIinInustraliaWIFoodborneaPathogensaandaDiseaseUI
2018UIZbUIZcZVZcd

3.8 16

155 tenomicIepidemiologyIandIantimicrobialIresistanceIofI™eisseriaIgonorrhoeaeIinI™ewIZealandWI
JournalaofaAntimicrobialaChemotherapyUI2018UId]UI]b]V]ca 5.1 45

154 ponvergentIrvolutionIqrivenIbyIRifampinIrxacerbatesItheItlobalIourdenIofIqrugVResistantWI
MSphereUI2018UI]UI 5 28

153 RifampicinIresistanceIinIStaphylococcusIepidermidisgImolecularIcharacterisationIandIfitnessIcostIofI
rpooImutationsWIInternationalaJournalaofaAntimicrobialaAgentsUI2018UIbZUIcdYVcdd 14.3 14

152
₁opicalInntibioticI₄seIposelectsIforItheIparriageIofIzobileIteneticIrlementsIponferringIResistanceI
toI₄nrelatedInntimicrobialsIinIStaphylococcusIaureusWIAntimicrobialaAgentsaandaChemotherapyUI
2018UIc[UI

5.9 15

151 ΦholeVgenomeIsequencingIrevealsItransmissionIofIgonococcalIantibioticIresistanceIamongImenI
whoIhaveIsexIwithImengIanIobservationalIstudyWISexuallyaTransmittedaInfectionsUI2018UIfaUIZbZVZbd 2.8 27

150 zorbidityIfromIinVhospitalIcomplicationsIisIgreaterIthanItreatmentIfailureIinIpatientsIwithI
StaphylococcusIaureusIbacteraemiaWIBMCaInfectiousaDiseasesUI2018UIZeUIZYd 4 12

149 qaptomycinIselectsIforIgeneticIandIphenotypicIadaptationsIleadingItoIantibioticItoleranceIinI
zRSnWIJournalaofaAntimicrobialaChemotherapyUI2018UId]UI[Y]YV[Y]] 5.1 15

148
yongVtermIvmpactIofI ralInzithromycinI₁akenIbyItambianIΦomenIquringIyaborIonI®revalenceIandI
nntibioticISusceptibilityIofIStreptococcusIpneumoniaeIandIStaphylococcusIaureusIinI₁heirIvnfantsgI
sollowVupIofIaIRandomizedIplinicalI₁rialWIClinicalaInfectiousaDiseasesUI2018UIcdUIZZfZVZZfd

11.6 5

147 SevenISalmonellaI₁yphimuriumI utbreaksIinInustraliaIyinkedIbyI₁raceVoackIandIΦholeItenomeI
SequencingWIFoodborneaPathogensaandaDiseaseUI2018UIZbUI[ebV[f[ 3.8 20

146
rmergingItramInegativeIresistanceItoIlastVlineIantimicrobialIagentsIfosfomycinUIcolistinIandI
ceftazidimeVavibactamIVIepidemiologyUIlaboratoryIdetectionIandItreatmentIimplicationsWIExperta
ReviewaofaAntipInfectiveaTherapyUI2018UIZcUI[efV]Yc

5.5 40
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145 ₁heIpriticalIvmportanceIofISamplingIsractionItoIvnferencesIofIzycobacteriumItuberculosisI
₁ransmissionWIClinicalaInfectiousaDiseasesUI2018UIccUIZbfVZcY 11.6

144 vncreasingItoleranceIofIhospitalItoIhandwashIalcoholsWIScienceaTranslationalaMedicineUI2018UIZYUI 17.5 102

143 sulminantImeningococcalIsepsisIdueItoInonVgroupableI™eisseriaImeningitidisIinIaIpatientIreceivingI
eculizumabWIMedicalaJournalaofaAustraliaUI2018UI[YeUIadeVadf 4 1

142 ₈ancomycinVresistantIsequenceItypeIdfcIVIrapidIinternationalIdisseminationIofIaInewIepidemicI
cloneWIAntimicrobialaResistanceaandaInfectionaControlUI2018UIdUIaa 6.2 13

141 oilateralIosteomyelitisIandIliverIabscessIcausedIbyIhypervirulentIxlebsiellaIpneumoniaeVIaIrareI
clinicalImanifestationIQcaseIreportRWIBMCaInfectiousaDiseasesUI2018UIZeUI]eY 4 11

140 tenomicIexplorationIofIsequentialIclinicalIisolatesIrevealsIaIdistinctiveImolecularIsignatureIofI
persistentIStaphylococcusIaureusIbacteraemiaWIGenomeaMedicineUI2018UIZYUIcb 14.4 19

139
₁ranslatingIgenomicsIintoIpracticeIforIrealVtimeIsurveillanceIandIresponseItoI
carbapenemaseVproducingIrnterobacteriaceaegIevidenceIfromIaIcomplexImultiVinstitutionalIx®pI
outbreakWIPeerJUI2018UIcUIea[ZY

3.1 35

138 ₁heI˛ƒo₁ZIlargeIserineIrecombinaseIcatalyzesIq™nIintegrationIatIpseudoVIsitesIinItheIgenusWIPeerJUI
2018UIcUIeadea 3.1 1

137 rvolutionIofIvirulenceIinIrnterococcusIfaeciumUIaIhospitalVadaptedIopportunisticIpathogenWICurrenta
OpinionainaMicrobiologyUI2018UIaZUIdcVe[ 7.9 87

136
rlucidatingItheI®harmacokineticsX®harmacodynamicsIofInerosolizedIpolistinIagainstI
zultidrugVResistantIncinetobacterIbaumanniiIandIxlebsiellaIpneumoniaeIinIaIzouseIyungIvnfectionI
zodelWIAntimicrobialaAgentsaandaChemotherapyUI2018UIc[UI

5.9 10

135 tenomicInnalysisIofIzultiresistantIStaphylococcusIcapitisInssociatedIwithI™eonatalISepsisWI
AntimicrobialaAgentsaandaChemotherapyUI2018UIc[UI 5.9 19

134 ₁heIchangingIlandscapeIofIvancomycinVresistantIrnterococcusIfaeciumIinInustraliagIaI
populationVlevelIgenomicIstudyWIJournalaofaAntimicrobialaChemotherapyUI2018UId]UI][ceV][de 5.1 19

133 tlobalIspreadIofIthreeImultidrugVresistantIlineagesIofIStaphylococcusIepidermidisWINaturea
MicrobiologyUI2018UI]UIZZdbVZZeb 26.6 120

132 pomprehensiveIantibioticVlinkedImutationIassessmentIbyIresistanceImutationIsequencingI
QRzVseqRWIGenomeaMedicineUI2018UIZYUIc] 14.4 19

131 porrespondencegISpontaneousIsecondaryImutationsIconfoundIanalysisIofItheIessentialI
twoVcomponentIsystemIΦalxRIinIStaphylococcusIaureusWINatureaCommunicationsUI2017UIeUIZaaY] 17.4 14

130 zycobacteriumIchimaeraISpreadIfromIueatingIandIpoolingI₄nitsIinIueartISurgeryWINewaEnglanda
JournalaofaMedicineUI2017UI]dcUIcYYVcY[ 59.2 62

129
rmergenceIofImultidrugIresistanceIinIlocallyVacquiredIhumanIinfectionsIwithISalmonellaI
₁yphimuriumIinInustraliaIowingItoIaInewIcladeIharbouringIblaWIInternationalaJournalaofa
AntimicrobialaAgentsUI2017UIbYUIZYZVZYb

14.3 16

128
vncreasedIqetectionIofI®haryngealIandIRectalItonorrheaIinIzenIΦhoIuaveISexIΦithIzenInfterI
₁ransitionIsromIpultureI₁oI™ucleicIncidInmplificationI₁estingWISexuallyaTransmittedaDiseasesUI2017UI
aaUIZZaVZZd

2.4 65

(2017-2018)
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127 purrentIandIrmergingI₁opicalInntibacterialsIandInntisepticsgIngentsUInctionUIandIResistanceI
®atternsWIClinicalaMicrobiologyaReviewsUI2017UI]YUIe[dVecY 34 153

126 ₁argetVSpecificInssayIforIRapidIandIQuantitativeIqetectionIofIzycobacteriumIchimaeraIq™nWI
JournalaofaClinicalaMicrobiologyUI2017UIbbUIZeadVZebc 9.7 12

125 nntisepticImouthwashIagainstIpharyngealIgIaIrandomisedIcontrolledItrialIandIanIinIvitroIstudyWI
SexuallyaTransmittedaInfectionsUI2017UIf]UIeeVf] 2.8 52

124 nISupervisedIStatisticalIyearningInpproachIforInccurateIyegionellaIpneumophilaISourceI
nttributionIduringI utbreaksWIAppliedaandaEnvironmentalaMicrobiologyUI2017UIe]UI 4.8 4

123 ®hasevarionVRegulatedI₈irulenceIinItheIrmergingI®ediatricI®athogenIxingellaIkingaeWIInfectionaanda
ImmunityUI2017UIebUI 3.7 17

122
nImulticentreIdoubleVblindIrandomisedIcontrolledItrialIevaluatingItheIefficacyIofIdailyIuseIofI
antibacterialImouthwashIagainstIoropharyngealIgonorrhoeaIamongImenIwhoIhaveIsexIwithImengI
theI zrtnIQ ralIzouthwashIuseItoIrradicateItonorrhoenRIstudyIprotocolWIBMCaInfectiousaDiseases
UI2017UIZdUIabc

4 38

121 qifferencesIinItheIpopulationIstructureIofI™eisseriaImeningitidisIinItwoInustralianIstatesgI₈ictoriaI
andIΦesternInustraliaWIPLoSaONEUI2017UIZ[UIeYZece]f 3.7 5

120 rvolutionaryIoriginsIofItheIemergentIS₁dfcIcloneIofIvancomycinIresistantWIPeerJUI2017UIbUIe[fZc 3.1 31

119 tenomicIanalysisIofIS₁eeIcommunityVacquiredImethicillinIresistantIinIthanaWIPeerJUI2017UIbUIe]Yad 3.1 14

118 nIphylogenomicIframeworkIforIassessingItheIglobalIemergenceIandIevolutionIofIclonalIcomplexI
]feImethicillinVresistantWIMicrobialaGenomicsUI2017UI]UIeYYYZYb 4.4 14

117 ®olyclonalIemergenceIofIvannIvancomycinVresistantIrnterococcusIfaeciumIinInustraliaWIJournalaofa
AntimicrobialaChemotherapyUI2017UId[UIffeVZYYZ 5.1 19

116 pombinationIofI₈ancomycinIandI˛†VyactamI₁herapyIforIzethicillinVResistantIStaphylococcusIaureusI
oacteremiagInI®ilotIzulticenterIRandomizedIpontrolledI₁rialWIClinicalaInfectiousaDiseasesUI2016UIc[UIZd]VZeY11.6 117

115 tenomicIvnsightsIintoIaISustainedI™ationalI utbreakIofIβersiniaIpseudotuberculosisWIGenomea
BiologyaandaEvolutionUI2016UIeUI]eYcV]eZa 3.9 17

114 rmergenceIofIendemicIzyS₁InonVtypeableIvancomycinVresistantIrnterococcusIfaeciumWIJournalaofa
AntimicrobialaChemotherapyUI2016UIdZUI]]cdV]]dZ 5.1 31

113 nI®henotypicallyISilentIvano[I peronIparriedIonIaI₁nZbafVyikeIrlementIinIplostridiumIdifficileWI
MSphereUI2016UIZUI 5 17

112 ₄seIofIbacterialIwholeVgenomeIsequencingItoIunderstandIandIimproveItheImanagementIofI
invasiveIStaphylococcusIaureusIinfectionsWIExpertaReviewaofaAntipInfectiveaTherapyUI2016UIZaUIZY[]VZY]c 5.5 9

111
nIreviewIofItheIpublicIhealthImanagementIofIshigellosisIinInustraliaIinItheIeraIofI
cultureVindependentIdiagnosticItestingWIAustralianaandaNewaZealandaJournalaofaPublicaHealthUI2016UI
aYUIbeeVbfZ

2.3 11

110
 YYaIvnhibitoryIeffectIofIanIantisepticImouthwashIagainstI™eisseriaIgonorrhoeaeIinItheIpharynxI
Qt ™rRIamongImenIwhoIhaveIsexIwithImengIaIrandomisedIcontrolItrialWISexuallyaTransmitteda
InfectionsUI2016UIf[UIn[WZVn[

2.8
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109 pnzrRn[IVIcombinationIantibioticItherapyIforImethicillinVresistantIStaphylococcusIaureusI
infectiongIstudyIprotocolIforIaIrandomisedIcontrolledItrialWITrialsUI2016UIZdUIZdY 2.8 45

108 SharingIvsIparinggIvnternationalISharingIofIqataIrnhancesItenomicISurveillanceIofIyisteriaI
monocytogenesWIClinicalaInfectiousaDiseasesUI2016UIc]UIeacVe 11.6 12

107 qetectionIofI™eisseriaIgonorrhoeaeIinItheIpharynxIandIsalivagIimplicationsIforIgonorrhoeaI
transmissionWISexuallyaTransmittedaInfectionsUI2016UIf[UI]adVf 2.8 38

106 RapidIrmergenceIandIrvolutionIofIStaphylococcusIaureusIplonesIuarboringIfuspVpontainingI
StaphylococcalIpassetteIphromosomeIrlementsWIAntimicrobialaAgentsaandaChemotherapyUI2016UIcYUI[]bfVcb5.9 34

105 ®rospectiveIΦholeVtenomeISequencingIrnhancesI™ationalISurveillanceIofIyisteriaImonocytogenesWI
JournalaofaClinicalaMicrobiologyUI2016UIbaUI]]]Va[ 9.7 152

104 multiVantigenIsequenceItypingIforWIMicrobialaGenomicsUI2016UI[UIeYYYYdc 4.4 17

103 sunctionalIanalysisIofItheIfirstIcompleteIgenomeIsequenceIofIaImultidrugIresistantIsequenceItypeI
[WIMicrobialaGenomicsUI2016UI[UIeYYYYdd 4.4 12

102 RisingIincidenceIofIinvasiveImeningococcalIdiseaseIcausedIbyI™eisseriaImeningitidisIserogroupIΦIinI
₈ictoriaWIMedicalaJournalaofaAustraliaUI2016UI[YaUI[cbVc 4 12

101 SouthInsiaIasIaIReservoirIforItheItlobalISpreadIofIpiprofloxacinVResistantIShigellaIsonneigInI
prossVSectionalIStudyWIPLoSaMedicineUI2016UIZ]UIeZYY[Ybb 11.6 56

100 nustralianItroupIonInntimicrobialIResistanceInustralianIStaphylococcusIaureusISepsisI utcomeI
®rogrammeIannualIreportUI[YZaWICommunicableaDiseasesaIntelligenceUI2016UIaYUIr[aaVba 9

99 RiseIinIinvasiveIserogroupIΦImeningococcalIdiseaseIinInustraliaI[YZ]V[YZbWICommunicableaDiseasesa
IntelligenceUI2016UIaYUIrabaVrabf 20

98 ueterogeneityIofIgeneticIpathwaysItowardIdaptomycinInonsusceptibilityIinIStaphylococcusIaureusI
determinedIbyIadjunctiveIantibioticsWIAntimicrobialaAgentsaandaChemotherapyUI2015UIbfUI[dffVeYc 5.9 25

97 ₁heIepidemiologyIofIbacteriuriaIandIcandiduriaIinIcriticallyIillIpatientsWIEpidemiologyaandaInfectionUI
2015UIZa]UIcb]Vc[ 4.3 19

96 vntercontinentalIdisseminationIofIazithromycinVresistantIshigellosisIthroughIsexualItransmissiongIaI
crossVsectionalIstudyWILancetaInfectiousaDiseasesoaTheUI2015UIZbUIfZ]V[Z 25.5 139

95 zolecularIcharacterizationIandIantimicrobialIsusceptibilitiesIofIplostridiumIdifficileIclinicalIisolatesI
fromI₈ictoriaUInustraliaWIAnaerobeUI2015UI]aUIeYV] 2.8 6

94 ponvergentIadaptationIinItheIdominantIglobalIhospitalIcloneIS₁[]fIofImethicillinVresistantI
StaphylococcusIaureusWIMBioUI2015UIcUIeYYYeY 7.8 44

93 pompleteIoypassIofIRestrictionISystemsIforIzajorIStaphylococcusIaureusIyineagesWIMBioUI2015UIcUIeYY]YeVZb7.8 105

92 ₈ancomycinIinItheItreatmentIofImethicillinVresistantIStaphylococcusIaureusIVIaIclinicianPsIguideItoI
theIscienceIinformingIcurrentIpracticeWIExpertaReviewaofaAntipInfectiveaTherapyUI2015UIZ]UIebbVcf 5.5 7

(2015-2016)
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91  utbreakIofIvanoIvancomycinVresistantIrnterococcusIfaeciumIcolonizationIinIaIneonatalIserviceWI
AmericanaJournalaofaInfectionaControlUI2015UIa]UIZYcZVb 3.8 27

90 ™eisseriaIgonorrhoeaeIisolatesIwithIhighVlevelIresistanceItoIazithromycinIinInustraliaWIJournalaofa
AntimicrobialaChemotherapyUI2015UIdYUIZ[cdVe 5.1 43

89 yargeItandemIchromosomeIexpansionsIfacilitateInicheIadaptationIduringIpersistentIinfectionIwithI
drugVresistantWIMicrobialaGenomicsUI2015UIZUIeYYYY[c 4.4 11

88 uyperexpressionIofI˛–VhemolysinIexplainsIenhancedIvirulenceIofIsequenceItypeIf]I
communityVassociatedImethicillinVresistantIStaphylococcusIaureusWIBMCaMicrobiologyUI2014UIZaUI]Z 4.5 37

87 nntibioticsIandIStaphylococcusIaureusVVmoreIthanImeetsItheIzvpWIJournalaofaMolecularaMedicineUI
2014UIf[UIZY]Vc 5.5 3

86 ₁heIimportanceIofIregulatoryIR™nsIinIStaphylococcusIaureusWIInfectionoaGeneticsaandaEvolutionUI
2014UI[ZUIcZcV[c 4.5 34

85 paseVcaseVcontrolIstudyIonIfactorsIassociatedIwithIvanoIvancomycinVresistantIandI
vancomycinVsusceptibleIenterococcalIbacteraemiaWIBMCaInfectiousaDiseasesUI2014UIZaUI]b] 4 14

84 zolecularIepidemiologyIofIenterococcalIbacteremiaIinInustraliaWIJournalaofaClinicalaMicrobiologyUI
2014UIb[UIefdVfYb 9.7 53

83 ®opulationIgeneticsIandItheIevolutionIofIvirulenceIinIStaphylococcusIaureusWIInfectionoaGeneticsaanda
EvolutionUI2014UI[ZUIbbaVc[ 4.5 25

82 pommunityVonsetIStaphylococcusIaureusIinfectionsIpresentingItoIgeneralIpracticesIinI
SouthVeasternInustraliaWIEpidemiologyaandaInfectionUI2014UIZa[UIbYZVZZ 4.3 10

81 ₁heIgrowingIburdenIofImultidrugVresistantIinfectionsIamongIreturnedInustralianItravellersWI
MedicalaJournalaofaAustraliaUI2014UI[YYUIZZcVe 4 16

80 teneticIandImolecularIpredictorsIofIhighIvancomycinIzvpIinIStaphylococcusIaureusIbacteremiaI
isolatesWIJournalaofaClinicalaMicrobiologyUI2014UIb[UI]]eaVf] 9.7 30

79
ndaptiveIchangeIinferredIfromIgenomicIpopulationIanalysisIofItheIS₁f]IepidemicIcloneIofI
communityVassociatedImethicillinVresistantIStaphylococcusIaureusWIGenomeaBiologyaandaEvolutionUI
2014UIcUI]ccVde

3.9 25

78 ΦhatPsInewIinItheItreatmentIofIseriousIzRSnIinfectionlWICurrentaOpinionainaInfectiousaDiseasesUI
2014UI[dUIadZVe 5.4 33

77 vmpactIofIvanoIvancomycinVresistantIenterococcalIbacteraemiaIanalysedIasIaItimeVvaryingI
covariateIonIlengthIofIhospitalIstayWIEpidemiologyaandaInfectionUI2014UIZa[UI[ccdVdZ 4.3 2

76 ₁heIevolutionIofIvancomycinIintermediateIStaphylococcusIaureusIQ₈vSnRIandIheterogenousV₈vSnWI
InfectionoaGeneticsaandaEvolutionUI2014UI[ZUIbdbVe[ 4.5 81

75 nustralianIrnterococcalISepsisI utcomeI®rogammeUI[YZZWICommunicableaDiseasesaIntelligenceUI
2014UI]eUIr[adVb[ 3

74 nustralianIrnterococcalISepsisI utcomeI®rogrammeIannualIreportUI[YZ]WICommunicableaDiseasesa
IntelligenceUI2014UI]eUIr][YVc 5
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73 pomparativeIanalysisIofItheIcompleteIgenomeIofIanIepidemicIhospitalIsequenceItypeI[Y]IcloneIofI
vancomycinVresistantIrnterococcusIfaeciumWIBMCaGenomicsUI2013UIZaUIbfb 4.5 41

72 rnterococcalIbacteraemiagIfactorsIinfluencingImortalityUIlengthIofIstayIandIcostsIofIhospitalizationWI
ClinicalaMicrobiologyaandaInfectionUI2013UIZfUIrZeZVf 9.5 77

71 nnalysisIofItheIsmallIR™nItranscriptionalIresponseIinImultidrugVresistantIStaphylococcusIaureusI
afterIantimicrobialIexposureWIAntimicrobialaAgentsaandaChemotherapyUI2013UIbdUI]ecaVda 5.9 61

70
₁heIRpooIuâ��â��â��βIrifampicinIresistanceImutationIandIanIactiveIstringentIresponseIreduceIvirulenceI
andIincreaseIresistanceItoIinnateIimmuneIresponsesIinIStaphylococcusIaureusWIJournalaofaInfectiousa
DiseasesUI2013UI[YdUIf[fV]f

7 60

69 sunctionalIgenomicsIofIStaphylococcusIaureusWIBriefingsainaFunctionalaGenomicsUI2013UIZ[UI]YbVZb 4.9 7

68 tenomicIinsightsItoIcontrolItheIemergenceIofIvancomycinVresistantIenterococciWIMBioUI2013UIaUI 7.8 112

67 nssessmentIofItheIoqItene hmIzRSnInp®IassayIusingIcombinedIswabsIforItheIdetectionIofI
methicillinIresistantIStaphylococcusIaureusIQzRSnRIcolonisationWIPathologyUI2013UIabUIcZ[Va 1.6 2

66  utbreakIinvestigationIusingIhighVthroughputIgenomeIsequencingIwithinIaIdiagnosticI
microbiologyIlaboratoryWIJournalaofaClinicalaMicrobiologyUI2013UIbZUIZ]fcVaYZ 9.7 73

65 ₈ancomycinIminimumIinhibitoryIconcentrationUIhostIcomorbiditiesIandImortalityIinIStaphylococcusI
aureusIbacteraemiaWIClinicalaMicrobiologyaandaInfectionUI2013UIZfUIZZc]Ve 9.5 19

64 ₈ancomycinItherapeuticsIandImonitoringgIaIcontemporaryIapproachWIInternalaMedicineaJournalUI
2013UIa]UIZZYVf 1.6 45

63 qecreasedIvancomycinIsusceptibilityIinIStaphylococcusIaureusIcausedIbyIvS[bcItemperingIofIΦalxRI
expressionWIAntimicrobialaAgentsaandaChemotherapyUI2013UIbdUI][aYVf 5.9 42

62 ₈ancomycinIn₄pXzvpIratioIandI]YVdayImortalityIinIpatientsIwithIStaphylococcusIaureusI
bacteremiaWIAntimicrobialaAgentsaandaChemotherapyUI2013UIbdUIZcbaVc] 5.9 148

61
tenomicIanalysisIofIteicoplaninIresistanceIemergingIduringItreatmentIofIvanoI
vancomycinVresistantIrnterococcusIfaeciumIinfectionsIinIsolidIorganItransplantIrecipientsIincludingI
donorVderivedIcasesWIJournalaofaAntimicrobialaChemotherapyUI2013UIceUI[Z]aVf

5.1 12

60 ReplyItoIKvnternetVbasedIsolutionsIforIanalysisIofInextVgenerationIsequenceIdataKWIJournalaofa
ClinicalaMicrobiologyUI2013UIbZUI]Zc] 9.7

59 pomparisonIofItheIbacterialIisolatesIandIantibioticIresistanceIpatternsIofIelderlyInursingIhomeIandI
generalIcommunityIpatientsWIInternalaMedicineaJournalUI2012UIa[UIeZbdVca 1.6 16

58
StaphylococcalIsuperantigenVlikeIproteinIbIinducesIthromboticIandIbleedingIcomplicationsIinIvivogI
inhibitionIbyIanIantiVSSybIantibodyIandItheIglycanIoimosiamoseWIJournalaofaThrombosisaanda
HaemostasisUI2012UIZYUI[cYdVf

15.4 14

57 pomparativeIanalysisIofItheIfirstIcompleteIrnterococcusIfaeciumIgenomeWIJournalaofaBacteriologyUI
2012UIZfaUI[]]aVaZ 3.5 97

56
RelationshipIbetweenIvancomycinVresistantIStaphylococcusIaureusUIvancomycinVintermediateISWI
aureusUIhighIvancomycinIzvpUIandIoutcomeIinIseriousISWIaureusIinfectionsWIJournalaofaClinicala
MicrobiologyUI2012UIbYUI[baeVb[

9.7 66

(2012-2013)
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55 SerineXthreonineIphosphataseIStpZIcontributesItoIreducedIsusceptibilityItoIvancomycinIandI
virulenceIinIStaphylococcusIaureusWIJournalaofaInfectiousaDiseasesUI2012UI[YbUIZcddVed 7 71

54 poxiellaIburnetiiIendocarditisIafterIQIfeverIvaccinationWIJournalaofaMedicalaMicrobiologyUI2012UIcZUIZddbVZddf3.2 4

53 nIpotentialIKblindIspotKIinIvancomycinItreatmentIstudiesWIClinicalaInfectiousaDiseasesUI2012UIbbUIZcb 11.6 3

52 ₁heImolecularIepidemiologyIofItheIhighlyIvirulentIS₁f]InustralianIcommunityIStaphylococcusI
aureusIstrainWIPLoSaONEUI2012UIdUIea]Y]d 3.7 32

51
rvaluationIofItheIαpertâ�¢IzRSnXSnIoloodIpultureIassayIforItheIdetectionIofIStaphylococcusIaureusI
includingIstrainsIwithIreducedIvancomycinIsusceptibilityIfromIbloodIcultureIspecimensWIDiagnostica
MicrobiologyaandaInfectiousaDiseaseUI2011UIdYUIaYaVd

2.9 21

50 ™ewIaspirationsgItheIdebateIonIaspirationIpneumoniaItreatmentIguidelinesWIMedicalaJournalaofa
AustraliaUI2011UIZfbUI]eYVZ 4 12

49 rvolutionIofImultidrugIresistanceIduringIStaphylococcusIaureusIinfectionIinvolvesImutationIofItheI
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