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Full antagonism of the estrogen receptor without a prototypical ligand side chain. Nature Chemical
Biology, 2017, 13, 111-118.

Synergistic Regulation of Coregulator/Nuclear Receptor Interaction by Ligand and DNA. Structure,
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Structure of an AMPK complex in an inactive, ATP-bound state. Science, 2021, 373, 413-419.

Structures of the human LONP1 protease reveal regulatory steps involved in protease activation.
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of Biological Chemistry, 2017, 292, 12653-12666.

HDX reveals the conformational dynamics of DNA sequence specific VDR co-activator interactions.

Nature Communications, 2017, 8, 923. 12.8 39

Structures of AMP-activated protein Rinase bound to novel pharmacological activators in
phosphorylated, non-phosphorylated, and nucleotide-free states. Journal of Biological Chemistry,
2019, 294, 953-967.

HDX-MS reveals dysregulated checkpoints that compromise discrimination against self RNA during
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Cryo-EM structure of human GPR158 receptor coupled to the RGS7-Gi25 signaling complex. Science, 2022,
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One-step construction of circularized nanodiscs using SpyCatcher-SpyTag. Nature Communications,
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Definition of functionally and structurally distinct repressive states in the nuclear receptor PPARI3.
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Structural organization of a major neuronal G protein regulator, the RGS7-GI25-R7BP complex. ELife,
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HDX-MS reveals structural determinants for RORI3 hyperactivation by synthetic agonists. ELife, 2019, 8, . 6.0 12
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