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94 GeneticPstudiesPofPbodyPmassPindexPyieldPnewPinsightsPforPobesityPbiologyePNaturecP2015cPlhocPhpndigm 50.4 2687

93  efiningPtheProlePofPcommonPvariationPinPthePgenomicPandPbiologicalParchitecturePofPadultPhumanP
heightePNaturelGeneticscP2014cPkmcPhhnjdom 36.3 1339

92 GenePdiscoveryPandPpolygenicPpredictionPfromPaPgenomedwidePassociationPstudyPofPeducationalP
attainmentPinPhehPmillionPindividualsePNaturelGeneticscP2018cPlgcPhhhidhhih 36.3 950

91 NewPgeneticPlociPlinkPadiposePandPinsulinPbiologyPtoPbodyPfatPdistributionePNaturecP2015cPlhocPhondhpm 50.4 920

90 GenomedwidePassociationPstudyPidentifiesPnkPlociPassociatedPwithPeducationalPattainmentePNaturecP
2016cPljjcPljpdki 50.4 850

89 GenomedwidePassociationPstudyPidentifiesPjgPlociPassociatedPwithPbipolarPdisorderePNaturelGeneticscP
2019cPlhcPnpjdogj 36.3 662

88 zontributionPofPcopyPnumberPvariantsPtoPschizophreniaPfromPaPgenomedwidePstudyPofPkhcjihP
subjectsePNaturelGeneticscP2017cPkpcPindjl 36.3 530

87 yiologicalPinterpretationPofPgenomedwidePassociationPstudiesPusingPpredictedPgenePfunctionseP
NaturelCommunicationscP2015cPmcPlopg 17.4 489

86 xnPExpandedPGenomedWidePxssociationPStudyPofPTypePiP iabetesPinPEuropeansePDiabetescP2017cPmmcPiooodipgi0.9 414

85 RarePandPlowdfrequencyPcodingPvariantsPalterPhumanPadultPheightePNaturecP2017cPlkicPhomdhpg 50.4 412

84 xnalysisPofPfivePchronicPinflammatoryPdiseasesPidentifiesPinPnewPassociationsPandPhighlightsP
diseasedspecificPpatternsPatPsharedPlociePNaturelGeneticscP2016cPkocPlhgdo 36.3 404

83 xPmolecularPcensusPofParcuatePhypothalamusPandPmedianPeminencePcellPtypesePNaturelNeurosciencecP
2017cPigcPkokdkpm 25.5 401

82 ParentdofdorigindspecificPallelicPassociationsPamongPhgmPgenomicPlociPforPagePatPmenarcheePNaturecP
2014cPlhkcPpidpn 50.4 401

81 MetadanalysisPofPjnlcgggPindividualsPidentifiesPjoPsusceptibilityPlociPforPmigraineePNaturelGeneticscP
2016cPkocPolmdmm 36.3 355

80 GenomedwidePassociationPanalysesPidentifyPnewPriskPvariantsPandPthePgeneticParchitecturePofP
amyotrophicPlateralPsclerosisePNaturelGeneticscP2016cPkocPhgkjdo 36.3 328

79 GeneticPassociationsPatPljPlociPhighlightPcellPtypesPandPbiologicalPpathwaysPrelevantPforPkidneyP
functionePNaturelCommunicationscP2016cPncPhggij 17.4 295

78 IntegrativePannotationPofPvariantsPfromPhgpiPhumansqPapplicationPtoPcancerPgenomicsePSciencecP2013
cPjkicPhijllon 33.3 281
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77 GenomedwidePassociationPanalysesPofPriskPtolerancePandPriskyPbehaviorsPinPoverPhPmillionPindividualsP
identifyPhundredsPofPlociPandPsharedPgeneticPinfluencesePNaturelGeneticscP2019cPlhcPikldiln 36.3 259

76 ThePgeneticsPofPbloodPpressurePregulationPandPitsPtargetPorgansPfromPassociationPstudiesPinPjkickhlP
individualsePNaturelGeneticscP2016cPkocPhhnhdhhok 36.3 251

75 ThePimpactPofPlowdfrequencyPandPrarePvariantsPonPlipidPlevelsePNaturelGeneticscP2015cPkncPlopdpn 36.3 229

74 ThePInfluencePofPxgePandPSexPonPGeneticPxssociationsPwithPxdultPyodyPSizePandPShapeqPxP
LargedScalePGenomedWidePInteractionPStudyePPLoSlGeneticscP2015cPhhcPehggljno 6 220

73 GenePexpressionPanalysisPidentifiesPglobalPgenePdosagePsensitivityPinPcancerePNaturelGeneticscP2015cP
kncPhhldil 36.3 219

72 GenomedwidePassociationPanalysisPidentifiesPthreePnewPsusceptibilityPlociPforPchildhoodPbodyPmassP
indexePHumanlMolecularlGeneticscP2016cPilcPjopdkgj 5.6 202

71 MetadanalysisPofPgenomedwidePassociationPstudiesPidentifiesPtenPlociPinfluencingPallergicP
sensitizationePNaturelGeneticscP2013cPklcPpgidpgm 36.3 191

70 PopulationPgeneticPdifferentiationPofPheightPandPbodyPmassPindexPacrossPEuropeePNaturelGeneticscP
2015cPkncPhjlndmi 36.3 186

69 ProteindalteringPvariantsPassociatedPwithPbodyPmassPindexPimplicatePpathwaysPthatPcontrolPenergyP
intakePandPexpenditurePinPobesityePNaturelGeneticscP2018cPlgcPimdkh 36.3 186

68
zommonPgeneticPvariantsPassociatedPwithPcognitivePperformancePidentifiedPusingPtheP
proxydphenotypePmethodePProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStateslofl
AmericacP2014cPhhhcPhjnpgdk

11.5 181

67 NewPlociPforPbodyPfatPpercentagePrevealPlinkPbetweenPadiposityPandPcardiometabolicPdiseasePriskeP
NaturelCommunicationscP2016cPncPhgkpl 17.4 180

66 MutationsPinPFGFhncPILhnR cP USPmcPSPRYkcPandPFLRTjParePidentifiedPinPindividualsPwithPcongenitalP
hypogonadotropicPhypogonadismePAmericanlJournalloflHumanlGeneticscP2013cPpicPnildkj 11 178

65
GenomePxnalysesPofPuiggcgggPIndividualsPIdentifyPloPLociPforPzhronicPInflammationPandPHighlightP
PathwaysPthatPLinkPInflammationPandPzomplexP isordersePAmericanlJournalloflHumanlGeneticscP
2018cPhgjcPmphdngm

11 151

64 MacrophagesPandPadipocytesPinPhumanPobesityqPadiposePtissuePgenePexpressionPandPinsulinP
sensitivityPduringPcaloriePrestrictionPandPweightPstabilizationePDiabetescP2009cPlocPhllodmn 0.9 142

63 WholedexomePsequencingPofPicgggP anishPindividualsPandPtheProlePofPrarePcodingPvariantsPinPtypePiP
diabetesePAmericanlJournalloflHumanlGeneticscP2013cPpjcPhgnidom 11 109

62 GenomedwidePmetadanalysisPuncoversPnovelPlociPinfluencingPcirculatingPleptinPlevelsePNaturel
CommunicationscP2016cPncPhgkpk 17.4 107

61 SNPsnapqPaPWebdbasedPtoolPforPidentificationPandPannotationPofPmatchedPSNPsePBioinformaticscP
2015cPjhcPkhodig 7.2 104

60 GeneticPvariantsPlinkedPtoPeducationPpredictPlongevityePProceedingsloflthelNationallAcademylofl
SciencesloflthelUnitedlStatesloflAmericacP2016cPhhjcPhjjmmdhjjnh 11.5 90
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59 xPgenomedwidePassociationPstudyPofPmenPwithPsymptomsPofPtesticularPdysgenesisPsyndromePandPitsP
networkPbiologyPinterpretationePJournalloflMedicallGeneticscP2012cPkpcPlodml 5.8 86

58 GenomedwidePassociationPanalysesPidentifyPvariantsPinPdevelopmentalPgenesPassociatedPwithP
hypospadiasePNaturelGeneticscP2014cPkmcPplndmj 36.3 81

57 xPnovelPcommonPvariantPinP zSTiPisPassociatedPwithPlengthPinPearlyPlifePandPheightPinPadulthoodeP
HumanlMolecularlGeneticscP2015cPikcPhhlldmo 5.6 77

56 liPGeneticPLociPInfluencingPMyocardial´ MassePJournalloflthelAmericanlCollegeloflCardiologycP2016cP
mocPhkjldhkko 15.1 76

55 LargedscalePgenomedwidePanalysisPidentifiesPgeneticPvariantsPassociatedPwithPcardiacPstructurePandP
functionePJournalloflClinicallInvestigationcP2017cPhincPhnpodhohi 15.9 68

54 TracingPthePoriginPofPadultPintestinalPstemPcellsePNaturecP2019cPlngcPhgndhhh 50.4 67

53 MetabolicPnetworkPtopologyPrevealsPtranscriptionalPregulatoryPsignaturesPofPtypePiPdiabetesePPLoSl
ComputationallBiologycP2010cPmcPehgggnip 5 66

52 ThePGeneticsPofPthePMoodP isorderPSpectrumqPGenomedwidePxssociationPxnalysesPofPMorePThanP
holcgggPzasesPandPkjpcgggPzontrolsePBiologicallPsychiatrycP2020cPoocPhmpdhok 7.9 57

51 EstimationPofPGeneticPzorrelationPviaPLinkageP isequilibriumPScorePRegressionPandPGenomicP
RestrictedPMaximumPLikelihoodePAmericanlJournalloflHumanlGeneticscP2018cPhgicPhholdhhpk 11 55

50 MendelianPRandomizationPStudyPofPyodyPMassPIndexPandPzolorectalPzancerPRiskePCancerl
EpidemiologylBiomarkerslandlPreventioncP2015cPikcPhgikdjh 4 54

49 scVxEqPvariationalPautodencodersPforPsingledcellPgenePexpressionPdataePBioinformaticscP2020cPjmcPkkhldkkii7.2 53

48 ProteinPinteractiondbasedPgenomedwidePanalysisPofPincidentPcoronaryPheartPdiseaseePCirculation:l
CardiovascularlGeneticscP2011cPkcPlkpdlm 53

47 QuantitativePproteomicsPandPsinglednucleusPtranscriptomicsPofPthePsinusPnodePelucidatesPtheP
foundationPofPcardiacPpacemakingePNaturelCommunicationscP2019cPhgcPioop 17.4 51

46 RedanalysisPofPpublicPgeneticPdataPrevealsPaPrarePXdchromosomalPvariantPassociatedPwithPtypePiP
diabetesePNaturelCommunicationscP2018cPpcPjih 17.4 50

45 NovelPmicrocephalicPprimordialPdwarfismPdisorderPassociatedPwithPvariantsPinPthePcentrosomalP
proteinPnineinePJournalloflClinicallEndocrinologylandlMetabolismcP2012cPpncPEihkgdlh 5.6 49

44 GenomedwidePassociationPanalysesPidentifyPjpPnewPsusceptibilityPlociPforPdiverticularPdiseaseeP
NaturelGeneticscP2018cPlgcPhjlpdhjml 36.3 49

43 xPdistinctPadiposePtissuePgenePexpressionPresponsePtoPcaloricPrestrictionPpredictsPmdmoPweightP
maintenancePinPobesePsubjectsePAmericanlJournalloflClinicallNutritioncP2011cPpkcPhjppdkgp 7 48

42
GenomedwidePxnalysisPofPyodyPProportionPzlassifiesPHeightdxssociatedPVariantsPbyPMechanismPofP
xctionPandPImplicatesPGenesPImportantPforPSkeletalP evelopmentePAmericanlJournalloflHumanl
GeneticscP2015cPpmcPmpldngo

11 44

Tune H Pers

4



41 GenedbasedPmetadanalysisPofPgenomedwidePassociationPstudiesPimplicatesPnewPlociPinvolvedPinP
obesityePHumanlMolecularlGeneticscP2015cPikcPmokpdmg 5.6 44

40 MendelianPrandomizationPstudyPofPheightPandPriskPofPcolorectalPcancerePInternationallJournallofl
EpidemiologycP2015cPkkcPmmidni 7.8 44

39 ModelingPneuralPtubePdevelopmentPbyPdifferentiationPofPhumanPembryonicPstemPcellsPinPaP
microfluidicPWNTPgradientePNaturelBiotechnologycP2020cPjocPhimldhinj 44.5 44

38 ProteindcodingPvariantsPimplicatePnovelPgenesPrelatedPtoPlipidPhomeostasisPcontributingPtoPbodydfatP
distributionePNaturelGeneticscP2019cPlhcPklidkmp 36.3 44

37 zomprehensivePanalysisPofPschizophreniadassociatedPlociPhighlightsPionPchannelPpathwaysPandP
biologicallyPplausiblePcandidatePcausalPgenesePHumanlMolecularlGeneticscP2016cPilcPhikndlk 5.6 42

36 FatnessdassociatedPFTOPgenePvariantPincreasesPmortalityPindependentPofPfatnessddinPcohortsPofP
 anishPmenePPLoSlONEcP2009cPkcPekkio 3.7 40

35 SharedPgeneticPvariantsPsuggestPcommonPpathwaysPinPallergyPandPautoimmunePdiseasesePJournallofl
AllergylandlClinicallImmunologycP2017cPhkgcPnnhdnoh 11.5 36

34 xPLowdFrequencyPInactivatingPVariantPEnrichedPinPthePFinnishPPopulationPIsPxssociatedPWithPFastingP
InsulinPLevelsPandPTypePiP iabetesPRiskePDiabetescP2017cPmmcPighpdigji 0.9 29

33 MetadanalysisPofPheterogeneousPdataPsourcesPforPgenomedscalePidentificationPofPriskPgenesPinP
complexPphenotypesePGeneticlEpidemiologycP2011cPjlcPjhodji 2.6 28

32 GeneticPinsightsPintoPbiologicalPmechanismsPgoverningPhumanPovarianPageingePNaturecP2021cPlpmcPjpjdjpn50.4 28

31 MetaRankerPiegqPaPwebPserverPforPprioritizationPofPgeneticPvariationPdataePNucleiclAcidslResearchcP
2013cPkhcPWhgkdo 20.1 24

30 GeneticPmappingPofPetiologicPbrainPcellPtypesPforPobesityePELifecP2020cPpcP 8.9 21

29 TwentydeightPgeneticPlociPassociatedPwithPSTdTdwavePamplitudesPofPthePelectrocardiogramePHumanl
MolecularlGeneticscP2016cPilcPigpjdihgj 5.6 20

28 zoncordancePofPgenePexpressionPinPhumanPproteinPcomplexesPrevealsPtissuePspecificityPandP
pathologyePNucleiclAcidslResearchcP2013cPkhcPehnh 20.1 19

27 ThePvalidationPandPassessmentPofPmachinePlearningqPaPgamePofPpredictionPfromPhighddimensionalP
dataePPLoSlONEcP2009cPkcPemion 3.7 18

26 IdentificationPofPepilepsydassociatedPneuronalPsubtypesPandPgenePexpressionPunderlyingP
epileptogenesisePNaturelCommunicationscP2020cPhhcPlgjo 17.4 17

25 xPgeneticPmapPofPthePmousePdorsalPvagalPcomplexPandPitsProlePinPobesityePNaturelMetabolismcP2021cP
jcPljgdlkl 14.6 17

24 xPzomparisonPofPTenPPolygenicPScorePMethodsPforPPsychiatricP isordersPxppliedPxcrossPMultipleP
zohortsePBiologicallPsychiatrycP2021cPpgcPmhhdmig 7.9 17
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23 TranscriptomicPanalysisPlinksPdiversePhypothalamicPcellPtypesPtoPfibroblastPgrowthPfactorPhdinducedP
sustainedPdiabetesPremissionePNaturelCommunicationscP2020cPhhcPkklo 17.4 16

22 xPsingledcellPatlasPofPhumanPandPmousePwhitePadiposePtissueeePNaturecP2022cP 50.4 15

21 NationwidePpredictionPofPtypePiPdiabetesPcomorbiditiesePScientificlReportscP2020cPhgcPhnnm 4.9 13

20 Sexd ependentPSharedPandPNonsharedPGeneticPxrchitecturePxcrossPMoodPandPPsychoticP isorderseP
BiologicallPsychiatrycP2022cPphcPhgidhhn 7.9 11

19 GenePsetPanalysisPforPinterpretingPgeneticPstudiesePHumanlMolecularlGeneticscP2016cPilcPRhjjdRhkg 5.6 10

18 PxIRUPdMSqPPathwayPanalysisPandPimputationPtoPrelatePunknownsPinPprofilesPfromPmassP
spectrometrydbasedPmetabolitePdataePPLoSlComputationallBiologycP2019cPhlcPehggmnjk 5 9

17 PredictingPfacialPcharacteristicsPfromPcomplexPpolygenicPvariationsePForensiclSciencelInternational:l
GeneticscP2015cPhpcPimjdimo 4.3 7

16 RhoxPinPtyrosinePhydroxylasePneuronesPregulatesPfoodPintakePandPbodyPweightPviaPalteredP
sensitivityPtoPperipheralPhormonesePJournalloflNeuroendocrinologycP2019cPjhcPehinmh 3.8 7

15 IdentificationPofPjnhPgeneticPvariantsPforPagePatPfirstPsexPandPbirthPlinkedPtoPexternalisingPbehavioureP
NaturelHumanlBehaviourcP2021cP 12.8 5

14 GeneticPanalysisPofPdietaryPintakePidentifiesPnewPlociPandPfunctionalPlinksPwithPmetabolicPtraitseP
NaturelHumanlBehaviourcP2021cP 12.8 5

13 yenchmarkerqPxnPUnbiasedcPxssociationd atad rivenPStrategyPtoPEvaluatePGenePPrioritizationP
xlgorithmsePAmericanlJournalloflHumanlGeneticscP2019cPhgkcPhgildhgjp 11 4

12 GenomedwidePassociationPanalysesPofPriskPtolerancePandPriskyPbehaviorsPinPoverPhPmillionPindividualsP
identifyPhundredsPofPlociPandPsharedPgeneticPinfluencesh 4

11 IdentificationPofPjngPgeneticPlociPforPagePatPfirstPsexPandPbirthPlinkedPtoPexternalisingPbehaviour 3

10 MultidtraitPgenomedwidePassociationPmetadanalysisPofPdietaryPintakePidentifiesPnewPlociPandPgeneticP
andPfunctionalPlinksPwithPmetabolicPtraits 3

9 HypothalamicPhormonedsensitivePlipasePregulatesPappetitePandPenergyPhomeostasisePMolecularl
MetabolismcP2021cPkncPhghhnk 8.8 3

8 HIVPinfectionPdrivesPinterferonPsignalingPwithinPintestinalPSxRSdzoVdiPtargetPcellsePJCIlInsightcP2021cP
mcP 9.9 3

7 MultilocusPheterozygosityPandPcoronaryPheartPdiseaseqPnestedPcasedcontrolPstudiesPinPmenPandP
womenePPLoSlONEcP2015cPhgcPeghikokn 3.7 2

6 GenomedwidePassociationPstudyPofPfebrilePseizuresPidentifiesPsevenPnewPlociPimplicatingPfeverP
responsePandPneuronalPexcitabilityPgenes 2
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5 MappingPheritabilityPofPobesityPbyPbrainPcellPtypes 2

4 RolePofPhypothalamicPMxPKfERKPsignalingPandPcentralPactionPofPFGFhPinPdiabetesPremissioneP
ISciencecP2021cPikcPhgipkk 6.1 2

3 SingledcellPanalysisPrevealsPcellularPheterogeneityPandPmolecularPdeterminantsPofPhypothalamicP
leptindreceptorPcells 1

2 xPsinglePcellPatlasPofPhumanPandPmousePwhitePadiposePtissue 1

1 SingledzellPMappingPofPGLPdhPandPGIPPReceptorPExpressionPinPtheP orsalPVagalPzomplexePDiabetescP
2021cPngcPhpkldhpll 0.9 1
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