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i Paper IF Citations

228 RefiningHtheHdomainHarchitectureHmodelHofHtheHreplicationHoriginHfiringHfactorHTreslinXTwqRRWWHLifei
ScienceiAllianceUH2022UHcUH 5.8 1

227 WholeHgenomeHsequencingHrevealsHhostHfactorsHunderlyingHcriticalHqovidVZgWWHNatureUH2022UH 50.4 8

226 uenomeVWideHonalysisHofHvumanHzongH oncodingHR oshHoHβrovocativeHReviewWWHAnnualiReviewiofi
GenomicsiandiHumaniGeneticsUH2022UH 9.7 7

225 qommonUHlowVfrequencyUHrareUHandHultraVrareHcodingHvariantsHcontributeHtoHqèVwrVZgHseverityWH
HumaniGeneticsUH2021UHZbZUHZbe 6.3 3

224 ueneticHmechanismsHofHcriticalHillnessHinHqèVwrVZgWHNatureUH2021UHcgZUHg2Vgf 50.4 451

223 sxtendingHtheHvorizonHofHvomologyHretectionHwithHqoevolutionVbasedHStructureHβredictionWH
JournaliofiMoleculariBiologyUH2021UHbaaUHZdeZYd 6.5 1

222 vexaVzonginHdomainHscaffoldsHforHinterVRabHsignallingWHBioinformaticsUH2020UHadUHggYVgga 7.2 1

221 TranscriptionalHdynamicsHofHpluripotentHstemHcellVderivedHendothelialHcellHdifferentiationHrevealedH
byHsingleVcellHR oHsequencingWHEuropeaniHeartiJournalUH2020UHbZUHZY2bVZYad 9.5 15

220 wdentificationHofHregionVspecificHastrocyteHsubtypesHatHsingleHcellHresolutionWHNatureiCommunications
UH2020UHZZUHZ22Y 17.4 168

219 zinkingHproteinHtoHphenotypeHwithH–endelianHRandomizationHdetectsHafHproteinsHwithHcausalHrolesH
inHhumanHdiseasesHandHtraitsWHPLoSiGeneticsUH2020UHZdUHeZYYfefc 6 12

218 piologicallyHindeterminateHyetHorderedHpromiscuousHgeneHexpressionHinHsingleHmedullaryHthymicH
epithelialHcellsWHEMBOiJournalUH2020UHagUHeZYZf2f 13 29

217 ogeingHcompromisesHmouseHthymusHfunctionHandHremodelsHepithelialHcellHdifferentiationWHELifeUH
2020UHgUH 8.9 29

216 ueneticsH eedsH onVgeneticistsWHTrendsiiniGeneticsUH2020UHadUHd2gVdaY 8.5

215 ueneticHriskHfactorsHofH–sXqtShHaHcriticalHreviewWHHumaniMoleculariGeneticsUH2020UH2gUHRZZeVRZ2b 5.6 11

214 ZebrafishH–wTtVzowH–elanomaHSubtypeH–odelsHRevealHTranscriptionalHSubclustersHandH
–wTtVwndependentHResidualHriseaseWHCanceriResearchUH2019UHegUHcedgVcefb 10.1 14

213 TheHvumanHqellHotlashHmakingHOcellHspaceOHforHdiseaseWHDMMiDiseaseiModelsiandiMechanismsUH2019UH
Z2UH 4.1 6

212 oHgeneHexpressionHsignatureHinHdevelopingHβurkinjeHcellsHpredictsHautismHandHintellectualHdisabilityH
coVmorbidityHstatusWHScientificiReportsUH2019UHgUHbfc 4.9 7
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211 TheHqdkfXZgVcyclinHqHtranscriptionHregulatorHfunctionsHinHgenomeHreplicationHthroughHmetazoanH
SldeWHPLoSiBiologyUH2019UHZeUHe2YYdede 9.7 18

210 SingleVqellHTranscriptomicsHUncoversHZonationHofHtunctionHinHtheH–esenchymeHduringHziverH
tibrosisWHCelliReportsUH2019UH2gUHZfa2VZfbeWef 10.6 115

209 TheHlongHnonVcodingHR oHisHaHpostHtranscriptionalHregulatorHofHmitochondrialHcomplexHwHcatalyticH
activityWHELifeUH2019UHfUH 8.9 17

208 wdentificationHofHfunctionalHlongHnonVcodingHR osHinHqWHelegansWHBMCiBiologyUH2019UHZeUHZb 7.3 15

207 T–s–Za2hHanHancientHarchitectureHofHcohesinHandHimmunoglobulinHdomainsHdefineHaHnewHfamilyHofH
neuralHadhesionHmoleculesWHBioinformaticsUH2018UHabUHe2ZVe2b 7.2 28

206 TheHlongHnonVcodingHR oHpromotesHyoβZVdependentHchromatinHchangesHandHregulates´ olfactoryH
bulbHneurogenesisWHEMBOiJournalUH2018UHaeUH 13 33

205 TheHphenotypicHspectrumHofHXiaVuibbsHsyndromeWHAmericaniJournaliofiMedicaliGeneticsxiPartiAUH2018
UHZedUHZaZcVZa2d 2.5 25

204 qomplexitiesHofHpostVtranscriptionalHregulationHandHtheHmodelingHofHceR oHcrosstalkWHCriticali
ReviewsiiniBiochemistryiandiMoleculariBiologyUH2018UHcaUH2aZV2bc 8.7 114

203 qomprehensivelyHβrofilingHtheHqhromatinHorchitectureHofHTissueHRestrictedHontigenHsxpressionHinH
ThymicHspithelialHqellsHèverHrevelopmentWHFrontiersiiniImmunologyUH2018UHgUH2Z2Y 8.4 10

202 SingleHcellHR oVseqHrevealsHprofoundHtranscriptionalHsimilarityHbetweenHparrettOsHoesophagusHandH
oesophagealHsubmucosalHglandsWHNatureiCommunicationsUH2018UHgUHb2dZ 17.4 37

201 SingleVqellH–ultiomicshH–ultipleH–easurementsHfromHSingleHqellsWHTrendsiiniGeneticsUH2017UHaaUHZccVZdf 8.5 299

200 wdentificationHofHgeneticHvariantsHaffectingHvitaminHrHreceptorHbindingHandHassociationsHwithH
autoimmuneHdiseaseWHHumaniMoleculariGeneticsUH2017UH2dUH2ZdbV2Zed 5.6 21

199 tunctionalHR oHclasseshHaHmatterHofHtimemWHNatureiStructuraliandiMoleculariBiologyUH2017UH2bUHeVf 17.6 2

198 TheHvumanHqellHotlasH2017UH 41

197 piologicalHfunctionHinHtheHtwilightHzoneHofHsequenceHconservationWHBMCiBiologyUH2017UHZcUHeZ 7.3 19

196 pigHknowledgeHfromHbigHdataHinHfunctionalHgenomicsWHEmergingiTopicsiiniLifeiSciencesUH2017UHZUH2bcV2bf 3.5 3

195 TheHvumanHqellHotlasWHELifeUH2017UHdUH 8.9 937

194 outhorHresponsehHTheHvumanHqellHotlasH2017UH 10

(2017-2019)
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193 toxnZHregulatesHkeyHtargetHgenesHessentialHforHTHcellHdevelopmentHinHpostnatalHthymicHepithelialH
cellsWHNatureiImmunologyUH2016UHZeUHZ2YdVZ2Zc 19.1 98

192 TheHroleHofHorβVribosylationHinHregulatingHr oHinterstrandHcrosslinkHrepairWHJournaliofiCelliScienceUH
2016UHZ2gUHafbcVafcf 5.3 13

191 wdentificationHofHmolecularHsignaturesHspecificHforHdistinctHcranialHsensoryHgangliaHinHtheHdevelopingH
chickWHNeuraliDevelopmentUH2016UHZZUHa 3.9 10

190 vighHincidenceHofHunrecognizedHvisceralXneurologicalHlateVonsetH iemannVβickHdiseaseUHtypeHqZUH
predictedHbyHanalysisHofHmassivelyHparallelHsequencingHdataHsetsWHGeneticsiiniMedicineUH2016UHZfUHbZVf 8.1 138

189 βarallelHsingleVcellHsequencingHlinksHtranscriptionalHandHepigeneticHheterogeneityWHNatureiMethodsUH
2016UHZaUH22gV2a2 21.6 430

188
ossessingHsimilarityHtoHprimaryHtissueHandHcorticalHlayerHidentityHinHinducedHpluripotentHstemH
cellVderivedHcorticalHneuronsHthroughHsingleVcellHtranscriptomicsWHHumaniMoleculariGeneticsUH2016UH
2cUHgfgVZYYY

5.6 64

187 quoThHaHmodelHforHimmersiveHpersonalizedHtrainingHinHcomputationalHgenomicsWHBriefingsiini
FunctionaliGenomicsUH2016UHZcUHa2Ve 4.9 4

186 onHopenHandHtransparentHprocessHtoHselectHszwXwRH odeHServicesHasHimplementedHbyHszwXwRVUyWH
F1000ResearchUH2016UHcUH 3.6 4

185 –utationsHinHqrqbcUHsncodingHanHsssentialHqomponentHofHtheHβreVinitiationHqomplexUHqauseH
–eierVuorlinHSyndromeHandHqraniosynostosisWHAmericaniJournaliofiHumaniGeneticsUH2016UHggUHZ2cVaf 11 67

184 wnsightsHintoHtheHpostVtranscriptionalHregulationHofHtheHmitochondrialHelectronHtransportHchainWH
BiochemicaliSocietyiTransactionsUH2016UHbbUHZbgZVZbgf 5.1 16

183 VasohibinshHnewHtransglutaminaseVlikeHcysteineHproteasesHpossessingHaHnonVcanonicalHqysVvisVSerH
catalyticHtriadWHBioinformaticsUH2016UHa2UHZbbZVc 7.2 25

182 zongHnoncodingHR osHinHpVcellHdevelopmentHandHactivationWHBloodUH2016UHZ2fUHeZYVg 2.2 79

181 TuningHtheHTranscriptionalHResponseHtoHvypoxiaHbyHwnhibitingHvypoxiaVinducibleHtactorHPvwtRHβrolylH
andHosparaginylHvydroxylasesWHJournaliofiBiologicaliChemistryUH2016UH2gZUH2YddZVea 5.4 50

180 SeparationHandHparallelHsequencingHofHtheHgenomesHandHtranscriptomesHofHsingleHcellsHusingH
uNTVseqWHNatureiProtocolsUH2016UHZZUH2YfZVZYa 18.8 93

179 rynamicHspatioVtemporalHcontributionHofHsingleH˛†ctTHcorticalHepithelialHprecursorsHtoHtheHthymusH
medullaWHEuropeaniJournaliofiImmunologyUH2016UHbdUHfbdVcd 6.1 45

178 –icrogliaHrecapitulateHaHhematopoieticHmasterHregulatorHnetworkHin´ theHagingHhumanHfrontalH
cortexWHNeurobiologyiofiAgingUH2015UHadUH2bbaWegV2bbaWe2Y 5.6 32

177 uNTVseqhHparallelHsequencingHofHsingleVcellHgenomesHandHtranscriptomesWHNatureiMethodsUH2015UHZ2UHcZgV2221.6 443

176 sxtensiveHmicroR oVmediatedHcrosstalkHbetweenHlncR osHandHmR osHinHmouseHembryonicHstemH
cellsWHGenomeiResearchUH2015UH2cUHdccVdd 9.7 82
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175 ViolationHofHtheHZ2X2aHruleHofHgenomicHVPrRxHrecombinationHisHcommonHinHlymphocytesWHGenomei
ResearchUH2015UH2cUH22dVab 9.7 2

174 RsqVZHandHvw–VcHdistributeHmeioticHcrossoversHandHfunctionHredundantlyHinHmeioticHdoubleVstrandH
breakHformationHinHqaenorhabditisHelegansWHGenesiandiDevelopmentUH2015UH2gUHZgdgVeg 12.6 10

173 TemporalHtranscriptomicsHsuggestHthatHtwinVpeakingHgenesHresetHtheHclockWHELifeUH2015UHbUH 8.9 38

172 UnexpectedHselectionHtoHretainHhighHuqHcontentHandHsplicingHenhancersHwithinHexonsHofHmultiexonicH
lncR oHlociWHRnaUH2015UH2ZUHaaaVbd 5.8 58

171 qombinedHSingleVqellHtunctionalHandHueneHsxpressionHonalysisHResolvesHveterogeneityHwithinHStemH
qellHβopulationsWHCelliStemiCellUH2015UHZdUHeZ2V2b 18 286

170 risruptionHofHViscV2UHaHprainVsxpressedHqonservedHzongH oncodingHR oUHroesH otHslicitHanHèvertH
onatomicalHorHpehavioralHβhenotypeWHCerebraliCortexUH2015UH2cUHace2Vfc 5.1 27

169 RptèXHandHβTpβZHproteinsHregulateHtheHalternativeHsplicingHofHmicroVexonsHinHhumanHbrainH
transcriptsWHGenomeiResearchUH2015UH2cUHZVZa 9.7 137

168  oHgeneHinHtheHgenomeHmakesHsenseHexceptHinHtheHlightHofHevolutionWHAnnualiReviewiofiGenomicsi
andiHumaniGeneticsUH2014UHZcUHeZVg2 9.7 14

167 SequencingHdepthHandHcoveragehHkeyHconsiderationsHinHgenomicHanalysesWHNatureiReviewsiGeneticsUH
2014UHZcUHZ2ZVa2 30.1 799

166 qrossVtalkingHnoncodingHR osHcontributeHtoHcellVspecificHneurodegenerationHinHSqoeWHNaturei
StructuraliandiMoleculariBiologyUH2014UH2ZUHgccVgdZ 17.6 64

165 TranscriptionalHregulatoryHfunctionsHofHnuclearHlongHnoncodingHR osWHTrendsiiniGeneticsUH2014UHaYUHabfVcc8.5 305

164 TheHgenomicHsubstrateHforHadaptiveHradiationHinHofricanHcichlidHfishWHNatureUH2014UHcZaUHaecVafZ 50.4 656

163  extVgenerationHsequencingHofHadvancedHprostateHcancerHtreatedHwithHandrogenVdeprivationH
therapyWHEuropeaniUrologyUH2014UHddUHa2Vg 10.2 99

162 oHcodeHforHRanurβHbindingHinHankyrinHrepeatsHdefinesHaHnuclearHimportHpathwayWHCellUH2014UHZceUHZZaYVbc56.2 52

161 –onoallelicHandHbiallelicHmutationsHinH–op2Zz2HcauseHaHspectrumHofHmajorHeyeHmalformationsWH
AmericaniJournaliofiHumaniGeneticsUH2014UHgbUHgZcV2a 11 64

160 wntergenicHlncR osHandHtheHevolutionHofHgeneHexpressionWHCurrentiOpinioniiniGeneticsiandi
DevelopmentUH2014UH2eUHbfVca 4.9 65

159 qonsiderationsHwhenHinvestigatingHlncR oHfunctionHinHvivoWHELifeUH2014UHaUHeYaYcf 8.9 252

158 TheHlongHnonVcodingHR oHraliHisHanHepigeneticHregulatorHofHneuralHdifferentiationWHELifeUH2014UHaUHeYbcaY8.9 116

(2014-2015)
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157 riagnosticallyHrelevantHfacialHgestaltHinformationHfromHordinaryHphotosWHELifeUH2014UHaUHeY2Y2Y 8.9 81

156 prainVexpressedHaOUTRHextensionsHstrengthenHmiR oHcrossVtalkHbetweenHionHchannelXtransporterH
encodingHmR osWHFrontiersiiniGeneticsUH2014UHcUHbZ 4.5 11

155 T–dSt2HandH–oqaYUHnewHenzymeHhomologsHinHsterolHmetabolismHandHcommonHmetabolicHdiseaseWH
FrontiersiiniGeneticsUH2014UHcUHbag 4.5 42

154 fW2MHofHtheHvumanHgenomeHisHconstrainedhHvariationHinHratesHofHturnoverHacrossHfunctionalHelementH
classesHinHtheHhumanHlineageWHPLoSiGeneticsUH2014UHZYUHeZYYbc2c 6 124

153 βopulationHandHsingleVcellHgenomicsHrevealHtheHoireHdependencyUHreliefHfromHβolycombHsilencingUH
andHdistributionHofHselfVantigenHexpressionHinHthymicHepitheliaWHGenomeiResearchUH2014UH2bUHZgZfVaZ 9.7 197

152 UnderstandingHfunctionalHmiR oVtargetHinteractionsHinHvivoHbyHsiteVspecificHgenomeHengineeringWH
NatureiCommunicationsUH2014UHcUHbdbY 17.4 63

151 TheHR oVeditingHenzymeHoroRZHcontrolsHinnateHimmuneHresponsesHtoHR oWHCelliReportsUH2014UHgUHZbf2Vgb10.6 348

150 quoThHcomputationalHgenomicsHanalysisHtoolkitWHBioinformaticsUH2014UHaYUHZ2gYVZ 7.2 44

149 TwoHontarcticHpenguinHgenomesHrevealHinsightsHintoHtheirHevolutionaryHhistoryHandHmolecularH
changesHrelatedHtoHtheHontarcticHenvironmentWHGigaScienceUH2014UHaUH2e 7.6 50

148 TheHlongHnonVcodingHR oHβauparHregulatesHtheHexpressionHofHbothHlocalHandHdistalHgenesWHEMBOi
JournalUH2014UHaaUH2gdVaZZ 13 154

147 TheHRtTSHdomainHofHRaf2HisHrequiredHforHqulbHinteractionHandHheterochromatinHintegrityHinHfissionH
yeastWHPLoSiONEUH2014UHgUHeZYbZdZ 3.7 3

146 yiVdeHisHaHββZVinteractingHproteinHthatHorganisesHtheHmitoticHchromosomeHperipheryWHELifeUH2014UHaUHeYZdbZ8.9 110

145 –utationsHwithinHlncR osHareHeffectivelyHselectedHagainstHinHfruitflyHbutHnotHinHhumanWHGenomei
BiologyUH2013UHZbUHRbg 18.3 46

144 wnsightsHintoHtheHevolutionHofHrarwinOsHfinchesHfromHcomparativeHanalysisHofHtheHueospizaH
magnirostrisHgenomeHsequenceWHBMCiGenomicsUH2013UHZbUHgc 4.5 33

143 qhromatinHsignaturesHatHtranscriptionalHstartHsitesHseparateHtwoHequallyHpopulatedHyetHdistinctH
classesHofHintergenicHlongHnoncodingHR osWHGenomeiBiologyUH2013UHZbUHRZaZ 18.3 135

142 TheHofricanHcoelacanthHgenomeHprovidesHinsightsHintoHtetrapodHevolutionWHNatureUH2013UHbgdUHaZZVd 50.4 488

141 βredictingHlongHnonVcodingHR osHusingHR oHsequencingWHMethodsUH2013UHdaUHcYVg 4.6 82

140 wdentificationHandHfunctionHofHlongHnonVcodingHR osWHEssaysiiniBiochemistryUH2013UHcbUHZZaV2d 7.6 39
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139 uoThHaHsimulationHframeworkHforHtestingHtheHassociationHofHgenomicHintervalsWHBioinformaticsUH2013UH
2gUH2YbdVf 7.2 136

138
odultHpalliumHtranscriptomesHsurpriseHinHnotHreflectingHpredictedHhomologiesHacrossHdiverseHchickenH
andHmouseHpallialHsectorsWHProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofi
AmericaUH2013UHZZYUHZaZcYVc

11.5 68

137 spigeneticHconservationHatHgeneHregulatoryHelementsHrevealedHbyHnonVmethylatedHr oHprofilingHinH
sevenHvertebratesWHELifeUH2013UH2UHeYYabf 8.9 148

136 svidenceHforHconservedHpostVtranscriptionalHrolesHofHunitaryHpseudogenesHandHforHfrequentH
bifunctionalityHofHmR osWHGenomeiBiologyUH2012UHZaUHRZY2 18.3 51

135 vighHlevelsHofHR oVeditingHsiteHconservationHamongstHZcHlaboratoryHmouseHstrainsWHGenomeiBiologyUH
2012UHZaUH2d 18.3 122

134 TheHgenomicHlandscapeHshapedHbyHselectionHonHtransposableHelementsHacrossHZfHmouseHstrainsWH
GenomeiBiologyUH2012UHZaUHRbc 18.3 124

133 zoadedHdiceHforHhumanHgenomeHmutationWHCellUH2012UHZcZUHZaggVbYY 56.2 2

132 prainUHknowHthyHtranscriptomeUHknowHthyselfWHNeuronUH2012UHecUHcbaVc 13.9 3

131 TheHbonoboHgenomeHcomparedHwithHtheHchimpanzeeHandHhumanHgenomesWHNatureUH2012UHbfdUHc2eVaZ 50.4 350

130 wnsightsHintoHhominidHevolutionHfromHtheHgorillaHgenomeHsequenceWHNatureUH2012UHbfaUHZdgVec 50.4 517

129 qofilinVZhHaHmodulatorHofHanxietyHinHmiceWHPLoSiGeneticsUH2012UHfUHeZYY2geY 6 25

128 RapidHturnoverHofHlongHnoncodingHR osHandHtheHevolutionHofHgeneHexpressionWHPLoSiGeneticsUH2012UH
fUHeZYY2fbZ 6 238

127 reathHofHβRr–gHcoincidesHwithHstabilizationHofHtheHrecombinationHlandscapeHinHtheHdogHgenomeWH
GenomeiResearchUH2012UH22UHcZVda 9.7 97

126 wdentificationHandHpropertiesHofHZUZZgHcandidateHlincR oHlociHinHtheHrrosophilaHmelanogasterH
genomeWHGenomeiBiologyiandiEvolutionUH2012UHbUHb2eVb2 3.9 165

125 yr–2pHlinksHtheHβolycombHRepressiveHqomplexHZHPβRqZRHtoHrecognitionHofHqpuHislandsWHELifeUH2012UH
ZUHeYY2Yc 8.9 318

124 RapidHturnoverHofHfunctionalHsequenceHinHhumanHandHotherHgenomesWHAnnualiReviewiofiGenomicsi
andiHumaniGeneticsUH2011UHZ2UH2ecVgg 9.7 17

123 RepoV–anHcoordinatesHchromosomalHreorganizationHwithHnuclearHenvelopeHreassemblyHduringH
mitoticHexitWHDevelopmentaliCellUH2011UH2ZUHa2fVb2 10.2 139

122 oHtranscriptomicHatlasHofHmouseHneocorticalHlayersWHNeuronUH2011UHeZUHdYcVZd 13.9 224

(2011-2013)
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121 –ouseHgenomicHvariationHandHitsHeffectHonHphenotypesHandHgeneHregulationWHNatureUH2011UHbeeUH2fgVgb 50.4 1087

120 qomparativeHandHdemographicHanalysisHofHorangVutanHgenomesWHNatureUH2011UHbdgUHc2gVaa 50.4 431

119 WhatHareHtheHgenomicHdriversHofHtheHrapidHevolutionHofHβRr–gmWHTrendsiiniGeneticsUH2011UH2eUHZdcVeZ 8.5 61

118 RegulationHofHr oHreplicationHthroughHSldaVrpbZZHinteractionHisHconservedHfromHyeastHtoHhumansWH
CurrentiBiologyUH2011UH2ZUHZZc2Ve 6.3 110

117 WranglingHforHmicroR osHprovokesHmuchHcrosstalkWHGenomeiBiologyUH2011UHZ2UHZa2 18.3 21

116 TheHgenomeHofHtheHgreenHanoleHlizardHandHaHcomparativeHanalysisHwithHbirdsHandHmammalsWHNatureUH
2011UHbeeUHcfeVgZ 50.4 478

115 WhatHfractionHofHtheHhumanHgenomeHisHfunctionalmWHGenomeiResearchUH2011UH2ZUHZedgVed 9.7 104

114  aturalHgeneticHvariationHcausedHbyHsmallHinsertionsHandHdeletionsHinHtheHhumanHgenomeWHGenomei
ResearchUH2011UH2ZUHfaYVg 9.7 178

113 TheHrealityHofHpervasiveHtranscriptionWHPLoSiBiologyUH2011UHgUHeZYYYd2ciHdiscussionHeZYYZZY2 9.7 325

112 TheHgenomeHofHaHsongbirdWHNatureUH2010UHbdbUHeceVd2 50.4 655

111 tunctionalHimpactHofHglobalHrareHcopyHnumberHvariationHinHautismHspectrumHdisordersWHNatureUH2010UH
bddUHadfVe2 50.4 1499

110 TranscribedHdarkHmatterhHmeaningHorHmythmWHHumaniMoleculariGeneticsUH2010UHZgUHRZd2Vf 5.6 220

109 oHqhwβVseqHdefinedHgenomeVwideHmapHofHvitaminHrHreceptorHbindinghHassociationsHwithHdiseaseHandH
evolutionWHGenomeiResearchUH2010UH2YUHZac2VdY 9.7 606

108 occeleratedHevolutionHofHβoyaVHandHβw–ZVlikeHkinaseHgeneHfamiliesHinHtheHzebraHfinchUHTaeniopygiaH
guttataWHMoleculariBiologyiandiEvolutionUH2010UH2eUHZg2aVab 8.3 9

107 uenomeHassemblyHqualityhHassessmentHandHimprovementHusingHtheHneutralHindelHmodelWHGenomei
ResearchUH2010UH2YUHdecVfb 9.7 39

106 –assiveHturnoverHofHfunctionalHsequenceHinHhumanHandHotherHmammalianHgenomesWHGenomei
ResearchUH2010UH2YUHZaacVba 9.7 76

105 StcZhHaHcriticalHlinkHbetweenHR oiHandHchromatinHmodificationHrequiredHforHheterochromatinH
integrityWHCellUH2010UHZbYUHdddVee 56.2 160

104 TheHproteinHcompositionHofHmitoticHchromosomesHdeterminedHusingHmulticlassifierHcombinatorialH
proteomicsWHCellUH2010UHZb2UHfZYV2Z 56.2 217
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103 zongHnoncodingHR oHgeneshHconservationHofHsequenceHandHbrainHexpressionHamongHdiverseH
amniotesWHGenomeiBiologyUH2010UHZZUHRe2 18.3 191

102 vomologyHexplainsHtheHfunctionalHsimilaritiesHofHTreslinXTicrrHandHSldaWHCurrentiBiologyUH2010UH2YUHRcYgVZY6.3 58

101 occurateHestimationHofHgeneHevolutionaryHratesHusingHXRoTsUHwithHanHapplicationHtoH
transmembraneHproteinsWHMoleculariBiologyiandiEvolutionUH2009UH2dUHZeZcV2Z 8.3 7

100 zineageVspecificHbiologyHrevealedHbyHaHfinishedHgenomeHassemblyHofHtheHmouseWHPLoSiBiologyUH2009UH
eUHeZYYYZZ2 9.7 354

99 torgingHlinksHbetweenHhumanHmentalHretardationVassociatedHq VsHandHmouseHgeneHknockoutH
modelsWHPLoSiGeneticsUH2009UHcUHeZYYYcaZ 6 39

98 occeleratedHevolutionHofHtheHβrdmgHspeciationHgeneHacrossHdiverseHmetazoanHtaxaWHPLoSiGeneticsUH
2009UHcUHeZYYYeca 6 203

97 uenomicHandHtranscriptionalHcoVlocalizationHofHproteinVcodingHandHlongHnonVcodingHR oHpairsHinHtheH
developingHbrainWHPLoSiGeneticsUH2009UHcUHeZYYYdZe 6 305

96 svolutionHandHfunctionsHofHlongHnoncodingHR osWHCellUH2009UHZadUHd2gVbZ 56.2 3721

95 qoordinationHofHstructureVspecificHnucleasesHbyHhumanHSzXbXpTprZ2HisHrequiredHforHr oHrepairWH
MoleculariCellUH2009UHacUHZZdV2e 17.6 259

94 qataloguesHofHmammalianHlongHnoncodingHR oshHmodestHconservationHandHincompletenessWH
GenomeiBiologyUH2009UHZYUHRZ2b 18.3 208

93 SeparatingHderivedHfromHancestralHfeaturesHofHmouseHandHhumanHgenomesWHBiochemicaliSocietyi
TransactionsUH2009UHaeUHeabVg 5.1 11

92 uenomeHanalysisHofHtheHplatypusHrevealsHuniqueHsignaturesHofHevolutionWHNatureUH2008UHbcaUHZecVfa 50.4 545

91 sYSUHencodingHanHorthologHofHrrosophilaHspacemakerUHisHmutatedHinHautosomalHrecessiveHretinitisH
pigmentosaWHNatureiGeneticsUH2008UHbYUHZ2fcVe 36.3 151

90 TheHfunctionalHrepertoiresHofHmetazoanHgenomesWHNatureiReviewsiGeneticsUH2008UHgUHdfgVgf 30.1 91

89 RapidHburstsHofHandrogenVbindingHproteinHPobpRHgeneHduplicationHoccurredHindependentlyHinHdiverseH
mammalsWHBMCiEvolutionaryiBiologyUH2008UHfUHbd 3 38

88 ReducedHpurifyingHselectionHprevailsHoverHpositiveHselectionHinHhumanHcopyHnumberHvariantH
evolutionWHGenomeiResearchUH2008UHZfUHZeZZV2a 9.7 64

87 –utationsHinHp–βbHcauseHeyeUHbrainUHandHdigitHdevelopmentalHanomalieshHoverlapHbetweenHtheH
p–βbHandHhedgehogHsignalingHpathwaysWHAmericaniJournaliofiHumaniGeneticsUH2008UHf2UHaYbVZg 11 198

86 èβTwqhHorthologousHandHparalogousHtranscriptsHinHcladesWHNucleiciAcidsiResearchUH2008UHadUHr2deVeY 20.1 22

(2008-2010)
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85 TheHlongHandHtheHshortHofHR oHmapsWHBioEssaysUH2007UH2gUHZYeeVfY 4.1 25

84 uenomeHofHtheHmarsupialH–onodelphisHdomesticaHrevealsHinnovationHinHnonVcodingHsequencesWH
NatureUH2007UHbbeUHZdeVee 50.4 577

83 svolutionHofHgenesHandHgenomesHonHtheHrrosophilaHphylogenyWHNatureUH2007UHbcYUH2YaVZf 50.4 1586

82 tunctionalityHorHtranscriptionalHnoisemHsvidenceHforHselectionHwithinHlongHnoncodingHR osWHGenomei
ResearchUH2007UHZeUHccdVdc 9.7 530

81 onHanalysisHofHtheHgeneHcomplementHofHaHmarsupialUH–onodelphisHdomesticahHevolutionHofH
lineageVspecificHgenesHandHgiantHchromosomesWHGenomeiResearchUH2007UHZeUHgdgVfZ 9.7 43

80 svolutionaryHrateHanalysesHofHorthologsHandHparalogsHfromHZ2HrrosophilaHgenomesWHGenomei
ResearchUH2007UHZeUHZfaeVbg 9.7 110

79 TheHobesityVassociatedHtTèHgeneHencodesHaH2VoxoglutarateVdependentHnucleicHacidHdemethylaseWH
ScienceUH2007UHaZfUHZbdgVe2 33.3 1119

78 oHnovelHdomainHsuggestsHaHciliaryHfunctionHforHoSβ–UHaHbrainHsizeHdeterminingHgeneWHBioinformaticsUH
2006UH22UHZYaZVc 7.2 96

77 –eisetzHandHtheHbirthHofHtheHyRopHmotifWHBioinformaticsUH2006UH22UH2fbZVc 7.2 67

76 uenomeVwideHidentificationHofHhumanHfunctionalHr oHusingHaHneutralHindelHmodelWHPLoSi
ComputationaliBiologyUH2006UH2UHec 5 141

75 piasHofHselectionHonHhumanHcopyVnumberHvariantsWHPLoSiGeneticsUH2006UH2UHe2Y 6 205

74 βhylogeneticHreconstructionHofHorthologyUHparalogyUHandHconservedHsyntenyHforHdogHandHhumanWH
PLoSiComputationaliBiologyUH2006UH2UHeZaa 5 108

73 SignaturesHofHadaptiveHevolutionHwithinHhumanHnonVcodingHsequenceWHHumaniMoleculariGeneticsUH
2006UHZcHSpecH oH2UHRZeYVc 5.6 35

72 –utationsHinHgenesHencodingHribonucleaseHv2HsubunitsHcauseHoicardiVuoutiˆ¤resHsyndromeHandH
mimicHcongenitalHviralHbrainHinfectionWHNatureiGeneticsUH2006UHafUHgZYVd 36.3 505

71 svolutionHofHprimaryHmicrocephalyHgenesHandHtheHenlargementHofHprimateHbrainsWHCurrentiOpinioniini
GeneticsiandiDevelopmentUH2005UHZcUH2bZVf 4.9 68

70 βroteinHSequenceHonalysisHandHromainHwdentificationH2005UHc2eVcbZ 1

69 uenomeHsequenceUHcomparativeHanalysisHandHhaplotypeHstructureHofHtheHdomesticHdogWHNatureUH
2005UHbafUHfYaVZg 50.4 1809

68 riverseHspatialUHtemporalUHandHsexualHexpressionHofHrecentlyHduplicatedHandrogenVbindingHproteinH
genesHinH–usHmusculusWHBMCiEvolutionaryiBiologyUH2005UHcUHbY 3 25
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67 –ammalianHpsXUHWsXHandHuoSβHgeneshHcodingHandHnonVcodingHchimaerismHsustainedHbyHgeneH
conversionHeventsWHBMCiEvolutionaryiBiologyUH2005UHcUHcb 3 25

66 ruplicationHandHpositiveHselectionHamongHhomininVspecificHβRo–sHgenesWHBMCiGenomicsUH2005UHdUHZ2Y 4.5 54

65 votspotsHofHmutationHandHbreakageHinHdogHandHhumanHchromosomesWHGenomeiResearchUH2005UHZcUHZefeVge9.7 40

64 qomparativeHevolutionaryHgenomicsHofHandrogenVbindingHproteinHgenesWHGenomeiResearchUH2004UH
ZbUHZcZdV2g 9.7 46

63 èccurrenceHandHconsequencesHofHcodingHsequenceHinsertionsHandHdeletionsHinH–ammalianH
genomesWHGenomeiResearchUH2004UHZbUHcccVdd 9.7 97

62 svolutionHandHcomparativeHgenomicsHofHodorantVHandHpheromoneVassociatedHgenesHinHrodentsWH
GenomeiResearchUH2004UHZbUHcgZVdY2 9.7 72

61 S–oRTHbWYhHtowardsHgenomicHdataHintegrationWHNucleiciAcidsiResearchUH2004UHa2UHrZb2Vb 20.1 764

60 uenomeHsequenceHofHtheHprownH orwayHratHyieldsHinsightsHintoHmammalianHevolutionWHNatureUH2004
UHb2fUHbgaVc2Z 50.4 1689

59 oHgeneticHvariationHmapHforHchickenHwithH2WfHmillionHsingleVnucleotideHpolymorphismsWHNatureUH2004UH
ba2UHeZeV22 50.4 341

58 VitaminHyHepoxideHreductasehHhomologyUHactiveHsiteHandHcatalyticHmechanismWHTrendsiiniBiochemicali
SciencesUH2004UH2gUH2fgVg2 10.3 125

57 slevatedHratesHofHproteinHsecretionUHevolutionUHandHdiseaseHamongHtissueVspecificHgenesWHGenomei
ResearchUH2004UHZbUHcbVdZ 9.7 141

56 svolutionaryHconservationHandHselectionHofHhumanHdiseaseHgeneHorthologsHinHtheHratHandHmouseH
genomesWHGenomeiBiologyUH2004UHcUHRbe 18.3 102

55 qomparisonHofHtheHgenomesHofHhumanHandHmouseHlaysHtheHfoundationHofHgenomeHzoologyWHHumani
MoleculariGeneticsUH2003UHZ2UHeYZVg 5.6 149

54 TheHTudorHdomainHORoyalHtamilyOhHTudorUHplantHogenetUHqhromoUHβWWβHandH–pTHdomainsWHTrendsiini
BiochemicaliSciencesUH2003UH2fUHdgVeb 10.3 397

53 βositionalHcloningHofHaHquantitativeHtraitHlocusHonHchromosomeHZaqZbHthatHinfluencesH
immunoglobulinHsHlevelsHandHasthmaWHNatureiGeneticsUH2003UHabUHZfZVd 36.3 263

52 βositionalHcloningHofHaHnovelHgeneHinfluencingHasthmaHfromHchromosomeH2qZbWHNatureiGeneticsUH
2003UHacUH2cfVda 36.3 283

51 sukaryoticHdomainHevolutionHinferredHfromHgenomeHcomparisonsWHCurrentiOpinioniiniGeneticsiandi
DevelopmentUH2003UHZaUHd2aVf 4.9 31

50 s–SYHlinksHtheHpRqo2HpathwayHtoHsporadicHbreastHandHovarianHcancerWHCellUH2003UHZZcUHc2aVac 56.2 345

(2003-2005)
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49 TvoRhHaHtoolHforHdomainHdiscoveryHandHcurationHofHmultipleHalignmentsWHGenomeiBiologyUH2003UHbUHRc2 18.3 1

48 oHcomingHofHageHforHbioinformaticsWHJournaliofiCelliScienceUH2003UHZZdUHdVe 5.3 1

47 TheHwnterβroHratabaseUH2YYaHbringsHincreasedHcoverageHandHnewHfeaturesWHNucleiciAcidsiResearchUH
2003UHaZUHaZcVf 20.1 556

46 qadherinVlikeHdomainsHinHalphaVdystroglycanUHalphaXepsilonVsarcoglycanHandHyeastHandHbacterialH
proteinsWHCurrentiBiologyUH2002UHZ2UHRZgeVg 6.3 50

45 TRo–UHzouZHandHqz fhHmembersHofHaHnovelHfamilyHofHlipidVsensingHdomainsmWHTrendsiiniBiochemicali
SciencesUH2002UH2eUHafZVa 10.3 139

44 wnitialHsequencingHandHcomparativeHanalysisHofHtheHmouseHgenomeWHNatureUH2002UHb2YUHc2YVd2 50.4 5376

43 SystematicHidentificationHofHnovelHproteinHdomainHfamiliesHassociatedHwithHnuclearHfunctionsWH
GenomeiResearchUH2002UHZ2UHbeVcd 9.7 437

42  ovelHdomainsHandHorthologuesHofHeukaryoticHtranscriptionHelongationHfactorsWHNucleiciAcidsi
ResearchUH2002UHaYUHadbaVc2 20.1 93

41 RecentHimprovementsHtoHtheHS–oRTHdomainVbasedHsequenceHannotationHresourceWHNucleiciAcidsi
ResearchUH2002UHaYUH2b2Vb 20.1 535

40 wnterβrohHanHintegratedHdocumentationHresourceHforHproteinHfamiliesUHdomainsHandHfunctionalHsitesWH
BriefingsiiniBioinformaticsUH2002UHaUH22cVac 13.4 137

39 wdentificationHofHaHnovelHfamilyHofHpresenilinHhomologuesWHHumaniMoleculariGeneticsUH2002UHZZUHZYaeVbb 5.6 139

38 βredictingHproteinHcellularHlocalizationHusingHaHdomainHprojectionHmethodWHGenomeiResearchUH2002UH
Z2UHZZdfVeb 9.7 81

37 SequenceHanalysisHofHmultidomainHproteinshHpastHperspectivesHandHfutureHdirectionsWHAdvancesiini
ProteiniChemistryUH2002UHdZUHecVgf 10

36 TheHnaturalHhistoryHofHproteinHdomainsWHAnnualiReviewiofiBiophysicsiandiBiomoleculariStructureUH
2002UHaZUHbcVeZ 221

35 SialidaseVlikeHospVboxeshHsequenceVsimilarHstructuresHwithinHdifferentHproteinHfoldsWHProteiniScienceUH
2001UHZYUH2fcVg2 6.3 66

34 wnitialHsequencingHandHanalysisHofHtheHhumanHgenomeWHNatureUH2001UHbYgUHfdYVg2Z 50.4 17366

33 xmjqhHcupinHmetalloenzymeVlikeHdomainsHinHjumonjiUHhairlessHandHphospholipaseHo2betaWHTrendsiini
BiochemicaliSciencesUH2001UH2dUHeVg 10.3 201

32 SequenceHvariationHandHdiseaseHinHtheHwakeHofHtheHdraftHhumanHgenomeWHHumaniMoleculariGeneticsUH
2001UHZYUH22YgVZb 5.6 24
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31 romainHhomologuesHofHdopamineHbetaVhydroxylaseHandHferricHreductasehHrolesHforHironHmetabolismH
inHneurodegenerativeHdisordersmWHHumaniMoleculariGeneticsUH2001UHZYUHZfcaVf 5.6 46

30 βroteinHrepeatshHstructuresUHfunctionsUHandHevolutionWHJournaliofiStructuraliBiologyUH2001UHZabUHZZeVaZ 3.4 471

29
–utationsHinHtheHfukutinVrelatedHproteinHgeneHPtyRβRHcauseHaHformHofHcongenitalHmuscularH
dystrophyHwithHsecondaryHlamininHalpha2HdeficiencyHandHabnormalHglycosylationHofH
alphaVdystroglycanWHAmericaniJournaliofiHumaniGeneticsUH2001UHdgUHZZgfV2Yg

11 498

28
ènHtheHevolutionHofHproteinHfoldshHareHsimilarHmotifsHinHdifferentHproteinHfoldsHtheHresultHofH
convergenceUHinsertionUHorHrelicsHofHanHancientHpeptideHworldmWHJournaliofiStructuraliBiologyUH2001UH
ZabUHZgZV2Ya

3.4 225

27 –oreHthanHZUYYYHputativeHnewHhumanHsignallingHproteinsHrevealedHbyHsSTHdataHminingWHNaturei
GeneticsUH2000UH2cUH2YZVb 36.3 38

26 RegulationHofHchromatinHstructureHbyHsiteVspecificHhistoneHvaHmethyltransferasesWHNatureUH2000UH
bYdUHcgaVg 50.4 2193

25 βw HdomainsHinHnonsenseVmediatedHmR oHdecayHandHR oiWHCurrentiBiologyUH2000UHZYUHRfffVgY 6.3 131

24  ovelHewtbuHdomainHhomologuesHlinkingHmR oHtranslationHwithHnonsenseVmediatedHmR oHdecayWH
TrendsiiniBiochemicaliSciencesUH2000UH2cUHb2aVd 10.3 75

23 βroteinsHofHtheHendoplasmicVreticulumVassociatedHdegradationHpathwayhHdomainHdetectionHandH
functionHpredictionWHBiochemicaliJournalUH2000UHacZUHc2eVcac 3.8 108

22 S–oRThHaHwebVbasedHtoolHforHtheHstudyHofHgeneticallyHmobileHdomainsWHNucleiciAcidsiResearchUH2000UH
2fUH2aZVb 20.1 939

21 svolutionHofHdomainHfamiliesWHAdvancesiiniProteiniChemistryUH2000UHcbUHZfcV2bb 57

20 vomologyVbasedHmethodHforHidentificationHofHproteinHrepeatsHusingHstatisticalHsignificanceH
estimatesWHJournaliofiMoleculariBiologyUH2000UH2gfUHc2ZVae 6.5 167

19 wdentificationHofHdistantHhomologuesHofHfibroblastHgrowthHfactorsHsuggestsHaHcommonHancestorHforH
allHbetaVtrefoilHproteinsWHJournaliofiMoleculariBiologyUH2000UHaY2UHZYbZVe 6.5 97

18 S–oRThHidentificationHandHannotationHofHdomainsHfromHsignallingHandHextracellularHproteinH
sequencesWHNucleiciAcidsiResearchUH1999UH2eUH22gVa2 20.1 262

17 oHbetaVpropellerHdomainHwithinHTolpWHMoleculariMicrobiologyUH1999UHaZUHeagVbY 4.1 20

16
betaVpropellerHrepeatsHandHaHβrZHdomainHinHtheHtricornHproteasehHpredictedH
selfVcompartmentalisationHandHqVterminalHpolypeptideVbindingHstrategiesHofHsubstrateHselectionWH
FEMSiMicrobiologyiLettersUH1999UHZegUHbbeVcZ

2.9 15

15 TheHcytoplasmicHhelicalHlinkerHdomainHofHreceptorHhistidineHkinaseHandHmethylVacceptingHproteinsHisH
commonHtoHmanyHprokaryoticHsignallingHproteinsWHFEMSiMicrobiologyiLettersUH1999UHZedUHZZZVd 2.9 326

14 βroteinHfamiliesHinHmulticellularHorganismsWHCurrentiOpinioniiniStructuraliBiologyUH1999UHgUHbYfVZc 8.1 48

(1999-2001)
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13 qhlamydialHhomologuesHofHtheH–oqβtHP–oqXperforinRHdomainWHCurrentiBiologyUH1999UHgUHRgZZVa 6.3 73

12 SToRThHaHlipidVbindingHdomainHinHStoRUHvrVZwβHandHsignallingHproteinsWHTrendsiiniBiochemicali
SciencesUH1999UH2bUHZaYV2 10.3 337

11  oHSeceVhomologyHdomainHinHguanineVnucleotideVexchangeHfactorsHthatHactHonHRasHandHRhoWHTrendsi
iniBiochemicaliSciencesUH1999UH2bUHZeeVf 10.3 2

10 βroteinHfoldHirregularitiesHthatHhinderHsequenceHanalysisWHCurrentiOpinioniiniStructuraliBiologyUH1998UH
fUHadbVeZ 8.1 46

9 βoShHaHmultifunctionalHdomainHfamilyHcomesHtoHlightWHCurrentiBiologyUH1997UHeUHRdebVe 6.3 278

8 qytoplasmicHsignallingHdomainshHtheHnextHgenerationWHTrendsiiniBiochemicaliSciencesUH1997UH22UH2gdVf 10.3 56

7 wdentificationHofHfunctionalHlongHnonVcodingHR osHinHqWHelegans 1

6 oHnewHsequenceHmotifHlinkingHlissencephalyUHTreacherHqollinsHandHoralâ��facialâ��digitalHtypeHZH
syndromesUHmicrotubuleHdynamicsHandHcellHmigration 1

5 to–ZZZoHregulatesHreplicationHoriginHactivationHandHcellHfitness 1

4 βroteinHcitrullinationHwasHintroducedHintoHanimalsHbyHhorizontalHgeneHtransferHfromHcyanobacteria 1

3 ueneticHmechanismsHofHcriticalHillnessHinHqovidVZg 51

2 piologicallyHindeterminateHyetHorderedHpromiscuousHgeneHexpressionHinHsingleHmedullaryHthymicH
epithelialHcells 3

1 WholeHgenomeHsequencingHidentifiesHmultipleHlociHforHcriticalHillnessHcausedHbyHqèVwrVZg 2
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