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i Paper IF Citations

276 xypophosphorylatedJpRbJknockWinJmiceJexhibitJhallmarksJofJagingJandJvitaminJsWpreventableJ
diabetesXXJEMBOfJournalVJ2022VJeaZfhbe 13 1

275 qJSharedJTranscriptionalJydentityJforJvorebrainJandJtentateJwyrusJαeuralJStemJsellsJfromJ
umbryogenesisJtoJqdulthoodXXJENeuroVJ2022VJ 3.9 2

274 ydentificationJofJtheJglobalJmiRWacZaJtargetomeJrevealsJaJroleJforJTr aXRaJinJhematopoieticJstemJ
cellJselfWrenewalJandJtRhkbaSJqM XXJCellfReportsVJ2022VJchVJaaZdha 10.6 0

273 βpenκyκjJqnJβpenWsourceJκlatformJforJxostingVJVisualizingJandJqnalyzingJκroteinJynteractionJtataXJ
JournalfoffMolecularfBiologyVJ2022VJafgfZc 6.5 0

272 SphingosineWaWphosphateJreceptorJcJpotentiatesJinflammatoryJprogramsJinJnormalJandJleukemiaJ
stemJcellsJtoJpromoteJdifferentiationXJBloodfCancerfDiscoveryVJ2021VJbVJcbWec 7 9

271 SingleWsellVJSingleWαucleusVJandJSpatialJRαqJSequencingJofJtheJxumanJ iverJydentifiesJ
sholangiocyteJandJMesenchymalJxeterogeneityXJHepatologyfCommunicationsVJ2021VJ 6 10

270 qJflexibleJsearchJsystemJforJhighWaccuracyJidentificationJofJbiologicalJentitiesJandJmoleculesXJ
JournalfoffOpenfSourcefSoftwareVJ2021VJfVJcgef 5.2 0

269 qJmicrofluidicJplatformJenablesJcomprehensiveJgeneJexpressionJprofilingJofJmouseJretinalJstemJ
cellsXJLabfonfAfChipVJ2021VJbaVJddfdWddgf 7.2 0

268 TheJreactomeJpathwayJknowledgebaseJbZbbXJNucleicfAcidsfResearchVJ2021VJ 20.1 57

267 TheJtranscriptionalJlandscapeJofJShhJmedulloblastomaXJNaturefCommunicationsVJ2021VJabVJagdi 17.4 7

266 TutorialjJguidelinesJforJannotatingJsingleWcellJtranscriptomicJmapsJusingJautomatedJandJmanualJ
methodsXJNaturefProtocolsVJ2021VJafVJbgdiWbgfd 18.8 6

265 wenerationJofJmatureJcompactJventricularJcardiomyocytesJfromJhumanJpluripotentJstemJcellsXJ
NaturefCommunicationsVJ2021VJabVJcaee 17.4 23

264 SurveillingJandJTrackingJsβVytWaiJκatientsJUsingJaJκortableJQuantumJtotJSmartphoneJteviceXJ
NanofLettersVJ2021VJbaVJebZiWebaf 11.5 8

263 tes UTRjJteepJsontrastiveJ earningJforJUnsupervisedJTextualJRepresentationsJ2021VJ 14

262 wradientJofJtevelopmentalJandJynjuryJResponseJtranscriptionalJstatesJdefinesJfunctionalJ
vulnerabilitiesJunderpinningJglioblastomaJheterogeneityXXJNaturefCancerVJ2021VJbVJaegWagc 15.4 31

261 κRMTeJinhibitionJdisruptsJsplicingJandJstemnessJinJglioblastomaXJNaturefCommunicationsVJ2021VJabVJigi 17.4 23

260 riologicalJandJtherapeuticJimplicationsJofJaJuniqueJsubtypeJofJακMaJmutatedJqM XJNaturef
CommunicationsVJ2021VJabVJaZed 17.4 7
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259 tistinctJtαqJmethylationJpatternsJassociatedJwithJtreatmentJresistanceJinJmetastaticJcastrationJ
resistantJprostateJcancerXJScientificfReportsVJ2021VJaaVJffcZ 4.9 4

258 SrwαJrricksJβntologyJasJaJtoolJtoJdescribeJrecurringJconceptsJinJmolecularJnetworksXJBriefingsfinf
BioinformaticsVJ2021VJbbVJ 13.4 2

257 αicotinamideJphosphoribosyltransferaseJinhibitorsJselectivelyJinduceJapoptosisJofJqM JstemJcellsJ
byJdisruptingJlipidJhomeostasisXJCellfStemfCellVJ2021VJbhVJaheaWahfgXeh 18 5

256 sontrolJofJtissueJdevelopmentJandJcellJdiversityJbyJcellJcycleWdependentJtranscriptionalJfilteringXJ
ELifeVJ2021VJaZVJ 8.9 3

255 qJclinicallyJapplicableJintegrativeJmolecularJclassificationJofJmeningiomasXJNatureVJ2021VJeigVJaaiWabe 50.4 25

254 qJroadmapJforJtheJxumanJtevelopmentalJsellJqtlasXJNatureVJ2021VJeigVJaifWbZe 50.4 18

253 TemporalJprofilingJofJtherapyJresistanceJinJhumanJmedulloblastomaJidentifiesJnovelJtargetableJ
driversJofJrecurrenceXJSciencefAdvancesVJ2021VJgVJeabieefh 14.3 0

252 stbZZJexpressionJmarksJleukemiaJstemJcellsJinJhumanJqM XJBloodfAdvancesVJ2020VJdVJedZbWedac 7.8 13

251 rraynMapJulucidatesJtheJMacromolecularJsonnectivityJ andscapeJofJMammalianJrrainXJCellfSystems
VJ2020VJaZVJcccWceZXead 10.6 13

250 tisruptingJMitochondrialJsopperJtistributionJynhibitsJ eukemicJStemJsellJSelfWRenewalXJCellfStemf
CellVJ2020VJbfVJibfWicgXeaZ 18 16

249 TheJmitochondrialJpeptidaseVJneurolysinVJregulatesJrespiratoryJchainJsupercomplexJformationJandJ
isJnecessaryJforJqM JviabilityXJSciencefTranslationalfMedicineVJ2020VJabVJ 17.5 22

248 wenerationJofJvunctionalJ iverJSinusoidalJundothelialJsellsJfromJxumanJκluripotentJ
StemWsellWterivedJVenousJqngioblastsXJCellfStemfCellVJ2020VJbgVJbedWbfiXei 18 17

247
MetaWanalysisJofJgeneJexpressionJprofilesJofJleanJandJobeseJκsβSJtoJidentifyJdifferentiallyJ
regulatedJpathwaysJandJriskJofJcomorbiditiesXJComputationalfandfStructuralfBiotechnologyfJournalVJ
2020VJahVJagceWagde

6.8 2

246 κotentialJtherapeuticJtargetsJforJlungJrepairJduringJhumanJlungJperfusionXJEuropeanfRespiratoryf
JournalVJ2020VJeeVJ 13.6 8

245 qJnetworkJanalysisJtoJidentifyJmediatorsJofJgermlineWdrivenJdifferencesJinJbreastJcancerJprognosisXJ
NaturefCommunicationsVJ2020VJaaVJcab 17.4 20

244 αanoparticleJUptakeJinJaJSpontaneousJandJymmunocompetentJWoodchuckJ iverJsancerJModelXJACSf
NanoVJ2020VJadVJdfihWdgae 16.7 13

243 qJreferenceJmapJofJtheJhumanJbinaryJproteinJinteractomeXJNatureVJ2020VJehZVJdZbWdZh 50.4 269

242 κathwayJsommonsJbZaiJUpdatejJintegrationVJanalysisJandJexplorationJofJpathwayJdataXJNucleicf
AcidsfResearchVJ2020VJdhVJtdhiWtdig 20.1 71
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241 yκβaaJRegulatesJtheJαuclearJymportJofJrZWaYbJandJysJαecessaryJforJqM JsellsJandJStemJsellsXJ
BloodVJ2020VJacfVJbbWbc 2.2

240 TheJMetabolicJunzymeJxexokinaseJbJ ocalizesJtoJtheJαucleusJinJqM JandJαormalJxematopoieticJ
StemYκrogenitorJsellsJtoJMaintainJStemnessXJBloodVJ2020VJacfVJaWb 2.2

239 qJStemnessWrasedJScreenJydentifiesJκ –aJynhibitorsJforJTargetingJ eukemiaJStemJsellsJinJqM XJ
BloodVJ2020VJacfVJcdWce 2.2

238 αicotinamideJκhosphoribosyltransferaseJynhibitorsJynduceJqpoptosisJofJqM JStemJsellsJthroughJ
tysregulationJofJ ipidJMetabolismXJBloodVJ2020VJacfVJbeWbf 2.2 1

237 MitochondrialJcarrierJhomologJbJisJnecessaryJforJqM JsurvivalXJBloodVJ2020VJacfVJhaWib 2.2 8

236 SrM J evelJcjJanJextensibleJformatJforJtheJexchangeJandJreuseJofJbiologicalJmodelsXJMolecularf
SystemsfBiologyVJ2020VJafVJeiaaZ 12.2 65

235  argeWscaleJsurveyJandJdatabaseJofJhighJaffinityJligandsJforJpeptideJrecognitionJmodulesXJMolecularf
SystemsfBiologyVJ2020VJafVJeicaZ 12.2 11

234 nettxjJSoftwareJforJbuildingJinterpretableJpatientJclassifiersJbyJmultiWQomicJdataJintegrationJusingJ
patientJsimilarityJnetworksXJF1yyyResearchVJ2020VJiVJabci 3.6 1

233 MedulloblastomaJqrisesJfromJtheJκersistenceJofJaJRareJandJTransientJSoxbJwranuleJαeuronJ
κrecursorXJCellfReportsVJ2020VJcaVJaZgeaa 10.6 10

232 TowardsJreliableJnamedJentityJrecognitionJinJtheJbiomedicalJdomainXJBioinformaticsVJ2020VJcfVJbhZWbhf 7.2 29

231 SingleWsellJκrofilingJShowsJMurineJvorebrainJαeuralJStemJsellsJReacquireJaJtevelopmentalJStateJ
whenJqctivatedJforJqdultJαeurogenesisXJCellfReportsVJ2020VJcbVJaZhZbb 10.6 18

230 tistinctJfibroblastJfunctionalJstatesJdriveJclinicalJoutcomesJinJovarianJcancerJandJareJregulatedJbyJ
TsvbaXJJournalfoffExperimentalfMedicineVJ2020VJbagVJ 16.6 17

229 vunctionalJgenomicJlandscapeJofJcancerWintrinsicJevasionJofJkillingJbyJTJcellsXJNatureVJ2020VJehfVJabZWabf50.4 82

228 WntJactivationJasJaJtherapeuticJstrategyJinJmedulloblastomaXJNaturefCommunicationsVJ2020VJaaVJdcbc 17.4 13

227 tynamicsJofJtheJcellWfreeJtαqJmethylomeJofJmetastaticJprostateJcancerJduringJandrogenWtargetingJ
treatmentXJEpigenomicsVJ2020VJabVJacagWaccb 4.4 6

226 TemporajJsellJtrajectoryJinferenceJusingJtimeWseriesJsingleWcellJRαqJsequencingJdataXJPLoSf
ComputationalfBiologyVJ2020VJafVJeaZZhbZe 5 20

225 RelapseWvatedJ atentJtiagnosisJSubclonesJinJqcuteJrJ ineageJ eukemiaJqreJtrugJTolerantJandJ
κossessJtistinctJMetabolicJκrogramsXJCancerfDiscoveryVJ2020VJaZVJefhWehg 24.4 37

224 nettxjJSoftwareJforJbuildingJinterpretableJpatientJclassifiersJbyJmultiWQomicJdataJintegrationJusingJ
patientJsimilarityJnetworksXJF1yyyResearchVJ2020VJiVJabci 3.6 1
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223 RewiringJofJtheJxumanJMitochondrialJynteractomeJduringJαeuronalJReprogrammingJRevealsJ
RegulatorsJofJtheJRespirasomeJandJαeurogenesisXJIScienceVJ2019VJaiVJaaadWaacb 6.1 17

222 κathwayJenrichmentJanalysisJandJvisualizationJofJomicsJdataJusingJgjκrofilerVJwSuqVJsytoscapeJandJ
unrichmentMapXJNaturefProtocolsVJ2019VJadVJdhbWeag 18.8 515

221 rmiaJregulatesJhumanJglioblastomaJstemJcellsJthroughJactivationJofJdifferentialJgeneJnetworksJinJ
staccUJbrainJtumorJinitiatingJcellsXJJournalfoffNeurovOncologyVJ2019VJadcVJdagWdbh 4.8 9

220 uxploringJtargetsJofJTuTbWmediatedJmethylationJreprogrammingJasJpotentialJdiscriminatorsJofJ
prostateJcancerJprogressionXJClinicalfEpigeneticsVJ2019VJaaVJed 7.7 8

219 κowerfulJgeneJsetJanalysisJinJwWqSJwithJtheJweneralizedJrerkWzonesJstatisticXJPLoSfGeneticsVJ2019VJ
aeVJeaZZgecZ 6 20

218 nettxjJinterpretableJpatientJclassificationJusingJintegratedJpatientJsimilarityJnetworksXJMolecularf
SystemsfBiologyVJ2019VJaeVJehdig 12.2 34

217 TheJMitochondrialJTransacylaseVJTafazzinVJRegulatesJforJqM JStemnessJbyJModulatingJyntracellularJ
 evelsJofJκhospholipidsXJCellfStemfCellVJ2019VJbdVJfbaWfcfXeaf 18 19

216 uκysjJsoftwareJtoolkitJforJelutionJprofileWbasedJinferenceJofJproteinJcomplexesXJNaturefMethodsVJ
2019VJafVJgcgWgdb 21.6 34

215 SpecificationsJofJStandardsJinJSystemsJandJSyntheticJriologyjJStatusJandJtevelopmentsJinJbZaiXJ
JournalfoffIntegrativefBioinformaticsVJ2019VJafVJ 3.8 5

214 SphingolipidJModulationJqctivatesJκroteostasisJκrogramsJtoJwovernJxumanJxematopoieticJStemJ
sellJSelfWRenewalXJCellfStemfCellVJ2019VJbeVJfciWfecXeg 18 40

213 uvaluationJofJmethodsJtoJassignJcellJtypeJlabelsJtoJcellJclustersJfromJsingleWcellJRαqWsequencingJ
dataXJF1yyyResearchVJ2019VJhVJ 3.6 28

212 uvaluationJofJmethodsJtoJassignJcellJtypeJlabelsJtoJcellJclustersJfromJsingleWcellJRαqWsequencingJ
dataXJF1yyyResearchVJ2019VJhVJbif 3.6 23

211 SingleWcellJtranscriptomicJprofilingJofJtheJagingJmouseJbrainXJNaturefNeuroscienceVJ2019VJbbVJafifWagZh 25.5 152

210 ydentificationJofJstsbeJasJaJsommonJTherapeuticJTargetJforJTripleWαegativeJrreastJsancerXJCellf
ReportsVJ2018VJbcVJaabWabf 10.6 38

209 SpecificationsJofJStandardsJinJSystemsJandJSyntheticJriologyjJStatusJandJtevelopmentsJinJbZagXJ
JournalfoffIntegrativefBioinformaticsVJ2018VJaeVJ 3.8 5

208 qutomatedJsomputationalJynferenceJofJMultiWproteinJqssembliesJfromJriochemicalJsoWpurificationJ
tataXJMethodsfinfMolecularfBiologyVJ2018VJagfdVJciaWcii 1.4 1

207 SingleWsellJRαqJSequencingjJqJαewJWindowJintoJsellJScaleJtynamicsXJBiophysicalfJournalVJ2018VJ
aaeVJdbiWdce 2.9 6

206 TransferJlearningJforJbiomedicalJnamedJentityJrecognitionJwithJneuralJnetworksXJBioinformaticsVJ
2018VJcdVJdZhgWdZid 7.2 98

(2018-2019)
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205 κatientJSimilarityJαetworksJforJκrecisionJMedicineXJJournalfoffMolecularfBiologyVJ2018VJdcZVJbibdWbich 6.5 48

204 MammaryJmolecularJportraitsJrevealJlineageWspecificJfeaturesJandJprogenitorJcellJvulnerabilitiesXJ
JournalfoffCellfBiologyVJ2018VJbagVJbieaWbigd 7.3 20

203 weneMqαyqJupdateJbZahXJNucleicfAcidsfResearchVJ2018VJdfVJWfZWWfd 20.1 309

202 scslustVizJWJSingleWcellJRαqseqJclusterJassessmentJandJvisualizationXJF1yyyResearchVJ2018VJgVJ 3.6 15

201 scslustVizJâ��JSingleWcellJRαqseqJclusterJassessmentJandJvisualizationXJF1yyyResearchVJ2018VJgVJaebb 3.6 17

200 ynductionJofJrodJversusJconeJphotoreceptorWspecificJprogenitorsJfromJretinalJprecursorJcellsXJStemf
CellfResearchVJ2018VJccVJbaeWbbg 1.6 8

199 SingleJcellJRαqJsequencingJofJhumanJliverJrevealsJdistinctJintrahepaticJmacrophageJpopulationsXJ
NaturefCommunicationsVJ2018VJiVJdchc 17.4 452

198 yntegratedJanalysisJofJproteomeVJphosphotyrosineWproteomeVJtyrosineWkinomeVJandJ
tyrosineWphosphatomeJinJacuteJmyeloidJleukemiaXJProteomicsVJ2017VJagVJafZZcfa 4.8 12

197 SpatialJheterogeneityJinJmedulloblastomaXJNaturefGeneticsVJ2017VJdiVJghZWghh 36.3 80

196 yntertumoralJxeterogeneityJwithinJMedulloblastomaJSubgroupsXJCancerfCellVJ2017VJcaVJgcgWgedXef 24.3 511

195  everagingJincreasedJcytoplasmicJnucleosideJkinaseJactivityJtoJtargetJmttαqJandJoxidativeJ
phosphorylationJinJqM XJBloodVJ2017VJabiVJbfegWbfff 2.2 43

194 yntegrativeJsancerJκharmacogenomicsJtoJynferJ argeWScaleJtrugJTaxonomyXJCancerfResearchVJ2017VJ
ggVJcZegWcZfi 10.1 20

193 qssociationJanalysisJidentifiesJfeJnewJbreastJcancerJriskJlociXJNatureVJ2017VJeeaVJibWid 50.4 643

192 ydentificationJofJtenJvariantsJassociatedJwithJriskJofJestrogenWreceptorWnegativeJbreastJcancerXJ
NaturefGeneticsVJ2017VJdiVJagfgWaggh 36.3 186

191 somprehensiveJqnalysisJofJtheJxumanJSxcJtomainJvamilyJRevealsJaJWideJVarietyJofJαonWcanonicalJ
SpecificitiesXJStructureVJ2017VJbeVJaeihWafaZXec 5.2 56

190 qSs aJReorganizesJshromatinJtoJtirectJαeuronalJvateJandJSuppressJTumorigenicityJofJ
wlioblastomaJStemJsellsXJCellfStemfCellVJ2017VJbaVJbZiWbbdXeg 18 78

189 qJMapJofJxumanJMitochondrialJκroteinJynteractionsJ inkedJtoJαeurodegenerationJRevealsJαewJ
MechanismsJofJRedoxJxomeostasisJandJαvW˛”rJSignalingXJCellfSystemsVJ2017VJeVJefdWeggXeab 10.6 37

188 TracingJtheJoriginsJofJrelapseJinJacuteJmyeloidJleukaemiaJtoJstemJcellsXJNatureVJ2017VJedgVJaZdWaZh 50.4 274
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187 tevelopmentalJumergenceJofJqdultJαeuralJStemJsellsJasJRevealedJbyJSingleWsellJTranscriptionalJ
κrofilingXJCellfReportsVJ2017VJbaVJcigZWcihf 10.6 96

186 qJbriefJhistoryJofJsβMryαuJ2017VJ 3

185 microRαqWadcYadeJlossJinducesJRasJsignalingJtoJpromoteJaggressiveJκtenWdeficientJbasalWlikeJ
breastJcancerXJJCIfInsightVJ2017VJbVJ 9.9 16

184 sytoscapeXjsjJaJgraphJtheoryJlibraryJforJvisualisationJandJanalysisXJBioinformaticsVJ2016VJcbVJcZiWaa 7.2 261

183 wlobalJneuroscienceJandJmentalJhealthJresearchjJaJbibliometricsJcaseJstudyXJScientometricsVJ2016VJ
aZiVJeaeWeca 3 6

182 uctopicJmiRWabeaJuxpressionJynducesJ ongWTermJRepopulatingJStemJsellJsapacityJinJMouseJandJ
xumanJxematopoieticJκrogenitorsXJCellfStemfCellVJ2016VJaiVJchcWif 18 40

181 vrequentJmutationsJinJacetylationJandJubiquitinationJsitesJsuggestJnovelJdriverJmechanismsJofJ
cancerXJGenomefMedicineVJ2016VJhVJee 14.4 31

180 SpecificationsJofJStandardsJinJSystemsJandJSyntheticJriologyjJStatusJandJtevelopmentsJinJbZafXJ
JournalfoffIntegrativefBioinformaticsVJ2016VJacVJaWg 3.8 7

179 tynamicJinterplayJbetweenJlocusWspecificJtαqJmethylationJandJhydroxymethylationJregulatesJ
distinctJbiologicalJpathwaysJinJprostateJcarcinogenesisXJClinicalfEpigeneticsVJ2016VJhVJcb 7.7 16

178 xβXJgeneJcomplementJandJexpressionJinJtheJplanarianJSchmidteaJmediterraneaXJEvoDevoVJ2016VJgVJg 3.2 49

177 ynhibitionJofJtopamineJReceptorJtdJympedesJqutophagicJvluxVJκroliferationVJandJSurvivalJofJ
wlioblastomaJStemJsellsXJCancerfCellVJ2016VJbiVJheiWhgc 24.3 124

176 tivergentJclonalJselectionJdominatesJmedulloblastomaJatJrecurrenceXJNatureVJ2016VJebiVJceaWg 50.4 206

175 vunctionalJwenomicJ andscapeJofJxumanJrreastJsancerJtriversVJVulnerabilitiesVJandJResistanceXJ
CellVJ2016VJafdVJbicWcZi 56.2 259

174 κredictingJphysiologicallyJrelevantJSxcJdomainJmediatedJproteinWproteinJinteractionsJinJyeastXJ
BioinformaticsVJ2016VJcbVJahfeWgb 7.2 3

173 miRWabfJRegulatesJtistinctJSelfWRenewalJβutcomesJinJαormalJandJMalignantJxematopoieticJStemJ
sellsXJCancerfCellVJ2016VJbiVJbadWbh 24.3 118

172 RraJdeficiencyJinJtripleWnegativeJbreastJcancerJinducesJmitochondrialJproteinJtranslationXJJournalfoff
ClinicalfInvestigationVJ2016VJabfVJcgciWcgeg 15.9 65

171 qutoqnnotatejJqJsytoscapeJappJforJsummarizingJnetworksJwithJsemanticJannotationsXJ
F1yyyResearchVJ2016VJeVJagag 3.6 126

170 SpecificationsJofJStandardsJinJSystemsJandJSyntheticJriologyjJStatusJandJtevelopmentsJinJbZafXJ
JournalfoffIntegrativefBioinformaticsVJ2016VJacVJbhi 3.8 3

(2016-2017)
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169 TheJhealthJcareJandJlifeJsciencesJcommunityJprofileJforJdatasetJdescriptionsXJPeerJVJ2016VJdVJebcca 3.1 14

168 TranscriptomicJanalysisJrevealsJabnormalJmuscleJrepairJandJremodelingJinJsurvivorsJofJcriticalJ
illnessJwithJsustainedJweaknessXJScientificfReportsVJ2016VJfVJbiccd 4.9 18

167 yntegratedJRepiSWwenomicJqnalysesJydentifyJSubgroupWSpecificJTherapeuticJTargetsJinJsαSJRhabdoidJ
TumorsXJCancerfCellVJ2016VJcZVJhiaWiZh 24.3 135

166 MusashiWbJattenuatesJqxRJsignallingJtoJexpandJhumanJhaematopoieticJstemJcellsXJNatureVJ2016VJ
ecbVJeZhWeaa 50.4 71

165 wreedyκlusjJqnJqlgorithmJforJtheJqlignmentJofJynterfaceJynteractionJαetworksXJScientificfReportsVJ
2015VJeVJabZgd 4.9

164 uvolutionaryJconstraintJandJdiseaseJassociationsJofJpostWtranslationalJmodificationJsitesJinJhumanJ
genomesXJPLoSfGeneticsVJ2015VJaaVJeaZZdiai 6 52

163 κathwayJandJnetworkJanalysisJofJcancerJgenomesXJNaturefMethodsVJ2015VJabVJfaeWfba 21.6 235

162 MolecularJsubgroupsJofJatypicalJteratoidJrhabdoidJtumoursJinJchildrenjJanJintegratedJgenomicJandJ
clinicopathologicalJanalysisXJLancetfOncologyufTheVJ2015VJafVJefiWhb 21.7 117

161 y WgJcoordinatesJproliferationVJdifferentiationJandJTcraJrecombinationJduringJthymocyteJ
˛†WselectionXJNaturefImmunologyVJ2015VJafVJcigWdZe 19.1 64

160 MyMκjJpredictingJtheJimpactJofJmutationsJonJkinaseWsubstrateJphosphorylationXJNaturefMethodsVJ
2015VJabVJecaWc 21.6 50

159 αovelJfunctionJdiscoveryJwithJweneMqαyqjJaJnewJintegratedJresourceJforJgeneJfunctionJpredictionJ
inJuscherichiaJcoliXJBioinformaticsVJ2015VJcaVJcZfWaZ 7.2 31

158 uqwbJpotassiumJchannelJwithJevolutionarilyJconservedJfunctionJasJaJbrainJtumorJtargetXJNaturef
NeuroscienceVJ2015VJahVJabcfWdf 25.5 56

157 SystematicJanalysisJofJsomaticJmutationsJimpactingJgeneJexpressionJinJabJtumourJtypesXJNaturef
CommunicationsVJ2015VJfVJheed 17.4 71

156 somparativeJanalysisJofJcoWexpressionJnetworksJrevealsJmolecularJchangesJduringJtheJcancerJ
progressionXJIFMBEfProceedingsVJ2015VJadhaWadhg 0.2 3

155 qJκrogesteroneWsXsRdJqxisJsontrolsJMammaryJκrogenitorJsellJvateJinJtheJqdultJwlandXJStemfCellf
ReportsVJ2015VJdVJcacWcbb 8 29

154 SystemsJanalysisJrevealsJdownWregulationJofJaJnetworkJofJproWsurvivalJmiRαqsJdrivesJtheJapoptoticJ
responseJinJdilatedJcardiomyopathyXJMolecularfBioSystemsVJ2015VJaaVJbciWea 17

153 SpecificationsJofJStandardsJinJSystemsJandJSyntheticJriologyXJJournalfoffIntegrativefBioinformaticsVJ
2015VJabVJaWc 3.8 7

152
MwWaZhJreyondJtheJqsMwJefjJκarentalJchoicesJandJinitialJresultsJfromJaJcomprehensiveJwholeJ
genomeJsequencingWbasedJsearchJforJpredictiveJgenomicJvariantsJinJchildrenXJJournalfoffMedicalf
GeneticsVJ2015VJebVJqcXbWqd

5.8
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151 qJκrogesteroneWsXsRdJqxisJsontrolsJMammaryJκrogenitorJsellJvateJinJtheJqdultJwlandXJStemfCellf
ReportsVJ2015VJdVJebi 8 78

150 ynferringJinteractionJtypeJinJgeneJregulatoryJnetworksJusingJcoWexpressionJdataXJAlgorithmsfforf
MolecularfBiologyVJ2015VJaZVJbc 1.8 16

149 κromotingJsoordinatedJtevelopmentJofJsommunityWrasedJynformationJStandardsJforJModelingJinJ
riologyjJTheJsβMryαuJynitiativeXJFrontiersfinfBioengineeringfandfBiotechnologyVJ2015VJcVJai 5.8 56

148 sardioprotectiveJSignatureJofJShortWTermJsaloricJRestrictionXJPLoSfONEVJ2015VJaZVJeZacZfeh 3.7 43

147 MetabolomicJprofilingJinJliverJofJadiponectinWknockoutJmiceJuncoversJlysophospholipidJmetabolismJ
asJanJimportantJtargetJofJadiponectinJactionXJBiochemicalfJournalVJ2015VJdfiVJgaWhb 3.8 16

146 MolecularJslassificationJofJupendymalJTumorsJacrossJqllJsαSJsompartmentsVJxistopathologicalJ
wradesVJandJqgeJwroupsXJCancerfCellVJ2015VJbgVJgbhWdc 24.3 672

145 ynhibitionJofJtheJMitochondrialJκroteaseJslpκJasJaJTherapeuticJStrategyJforJxumanJqcuteJMyeloidJ
 eukemiaXJCancerfCellVJ2015VJbgVJhfdWgf 24.3 191

144
sanadianJβpenJweneticsJRepositoryJRsβwRSjJaJunifiedJclinicalJgenomicsJdatabaseJasJaJcommunityJ
resourceJforJstandardisingJandJsharingJgeneticJinterpretationsXJJournalfoffMedicalfGeneticsVJ2015VJ
ebVJdchWde

5.8 23

143
SingleJcellWderivedJclonalJanalysisJofJhumanJglioblastomaJlinksJfunctionalJandJgenomicJ
heterogeneityXJProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaVJ
2015VJaabVJheaWf

11.5 251

142  ongJreadJnanoporeJsequencingJforJdetectionJofJx qJandJsYκbtfJvariantsJandJhaplotypesXJ
F1yyyResearchVJ2015VJdVJag 3.6 50

141  ongJreadJnanoporeJsequencingJforJdetectionJofJx qJandJsYκbtfJvariantsJandJhaplotypesXJ
F1yyyResearchVJ2015VJdVJag 3.6 75

140 αetMatchStarjJanJenhancedJsytoscapeJnetworkJquerying´ appXJF1yyyResearchVJ2015VJdVJdgi 3.6 13

139 αetMatchStarjJanJenhancedJsytoscapeJnetworkJquerying´ appXJF1yyyResearchVJ2015VJdVJdgi 3.6 8

138 SocialJαetworkjJaJsytoscapeJappJforJvisualizingJcoWpublicationJnetworksXJF1yyyResearchVJ2015VJdVJdha 3.6 10

137 qntitumorJactivityJofJtheJnovelJmultiWkinaseJinhibitorJusWgZabdJinJtripleJnegativeJbreastJcancerXJ
OncotargetVJ2015VJfVJbgibcWcg 3.3 19

136 ydentificationJofJstadfJasJaJmarkerJenrichedJforJtumorWpropagatingJcapacityJrevealsJtargetableJ
pathwaysJinJprimaryJhumanJsarcomaXJOncotargetVJ2015VJfVJdZbhcWid 3.3 13

135 SpecificationsJofJStandardsJinJSystemsJandJSyntheticJriologyXJJournalfoffIntegrativefBioinformaticsVJ
2015VJabVJbeh 3.8 8

134 SocialJαetworkjJaJsytoscapeJappJforJvisualizingJcoWpublicationJnetworksXJF1yyyResearchVJ2015VJdVJdha 3.6 6

(2015-2015)
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133 MappingJtheJcellularJresponseJtoJsmallJmoleculesJusingJchemogenomicJfitnessJsignaturesXJScienceVJ
2014VJcddVJbZhWaa 33.3 174

132 upigenomicJalterationsJdefineJlethalJsyMκWpositiveJependymomasJofJinfancyXJNatureVJ2014VJeZfVJddeWeZ 50.4 434

131 wenomeJsequencingJofJSxxJmedulloblastomaJpredictsJgenotypeWrelatedJresponseJtoJsmoothenedJ
inhibitionXJCancerfCellVJ2014VJbeVJcicWdZe 24.3 469

130 qJdraftJmapJofJtheJhumanJproteomeXJNatureVJ2014VJeZiVJegeWha 50.4 1520

129 xighlightsJofJrYtWxκκJandJxκκJResourceJκillarJWorkshopsJatJabthJqnnualJxUκβJWorldJsongressJofJ
κroteomicsjJSeptemberJadWahVJbZacVJYokohamaVJzapanXJProteomicsVJ2014VJadVJigeWhh 4.8 13

128 yntercellularJnetworkJstructureJandJregulatoryJmotifsJinJtheJhumanJhematopoieticJsystemXJ
MolecularfSystemsfBiologyVJ2014VJaZVJgda 12.2 41

127 riologicalJnetworkJexplorationJwithJsytoscapeJcXJCurrentfProtocolsfinfBioinformaticsVJ2014VJdgVJhXacXaWbd24.2 490

126 unhancerJhijackingJactivatesJwvyaJfamilyJoncogenesJinJmedulloblastomaXJNatureVJ2014VJeaaVJdbhWcd 50.4 377

125 QuiescentJsoxbRUSJcellsJdriveJhierarchicalJgrowthJandJrelapseJinJsonicJhedgehogJsubgroupJ
medulloblastomaXJCancerfCellVJ2014VJbfVJccWdg 24.3 181

124 κredictionJandJexperimentalJcharacterizationJofJnsSακsJalteringJhumanJκtZWbindingJmotifsXJPLoSf
ONEVJ2014VJiVJeideZg 3.7 8

123 unrichmentJMapJWJaJsytoscapeJappJtoJvisualizeJandJexploreJβMyssJpathwayJenrichmentJresultsXJ
F1yyyResearchVJ2014VJcVJada 3.6 87

122 αetworkJqssessorjJanJautomatedJmethodJforJquantitativeJassessmentJofJaJnetworkQsJpotentialJforJ
geneJfunctionJpredictionXJFrontiersfinfGeneticsVJ2014VJeVJabc 4.5 9

121 sombinedJdeletionJofJκtenJandJpecJinJmammaryJepitheliumJacceleratesJtripleWnegativeJbreastJ
cancerJwithJdependencyJonJeuvb–XJEMBOfMolecularfMedicineVJ2014VJfVJaedbWfZ 12 80

120 SystematicJanalysisJofJsomaticJmutationsJinJphosphorylationJsignalingJpredictsJnovelJcancerJdriversXJ
MolecularfSystemsfBiologyVJ2014VJaZVJfcg 12.2 4

119 xyperModulesjJidentifyingJclinicallyJandJphenotypicallyJsignificantJnetworkJmodulesJwithJdiseaseJ
mutationsJforJbiomarkerJdiscoveryXJBioinformaticsVJ2014VJcZVJbbcZWb 7.2 25

118 weneMqαyqjJvastJgeneJnetworkJconstructionJandJfunctionJpredictionJforJsytoscapeXJ
F1yyyResearchVJ2014VJcVJaec 3.6 176

117 TheJsytoscapeJappJarticleJcollectionXJF1yyyResearchVJ2014VJcVJach 3.6 8

116 κredictingJκtZJdomainJmediatedJproteinJinteractionsJfromJstructureXJBMCfBioinformaticsVJ2013VJadVJbg 3.6 25
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115 somputationalJapproachesJtoJidentifyJfunctionalJgeneticJvariantsJinJcancerJgenomesXJNaturef
MethodsVJ2013VJaZVJgbcWi 21.6 129

114 TheJbiologyYdiseaseWdrivenJhumanJproteomeJprojectJRrYtWxκκSjJenablingJproteinJresearchJforJtheJ
lifeJsciencesJcommunityXJJournalfoffProteomefResearchVJ2013VJabVJbcWg 5.6 87

113 SystematicJanalysisJofJsomaticJmutationsJinJphosphorylationJsignalingJpredictsJnovelJcancerJdriversXJ
MolecularfSystemsfBiologyVJ2013VJiVJfcg 12.2 192

112 wuSTβtyvvuRuαTjJaJsytoscapeJpluginJforJtheJgenerationJandJtheJidentificationJofJgeneJregulatoryJ
networksJdescribingJaJstochasticJcellJdifferentiationJprocessXJBioinformaticsVJ2013VJbiVJeacWd 7.2 4

111 yntegrativeJpathwayJdissectionJofJmolecularJmechanismsJofJmox t WinducedJvascularJsmoothJ
muscleJphenotypeJtransformationXJBMCfCardiovascularfDisordersVJ2013VJacVJd 2.3 36

110 shemogenomicJκrofilingjJUnderstandingJtheJsellularJResponseJtoJtrugJ2013VJaecWagf 2

109 SxcJinteractomeJconservesJgeneralJfunctionJoverJspecificJformXJMolecularfSystemsfBiologyVJ2013VJiVJfeb 12.2 47

108 somprehensiveJidentificationJofJmutationalJcancerJdriverJgenesJacrossJabJtumorJtypesXJScientificf
ReportsVJ2013VJcVJbfeZ 4.9 350

107 TheJrioκqXJValidatorXJBioinformaticsVJ2013VJbiVJbfeiWfZ 7.2 4

106 UsingJbiologicalJpathwayJdataJwithJpaxtoolsXJPLoSfComputationalfBiologyVJ2013VJiVJeaZZcaid 5 47

105 weneMqαyqJpredictionJserverJbZacJupdateXJNucleicfAcidsfResearchVJ2013VJdaVJWaaeWbb 20.1 280

104 sytoscapeJappJstoreXJBioinformaticsVJ2013VJbiVJaceZWa 7.2 102

103 TheJmutationalJlandscapeJofJphosphorylationJsignalingJinJcancerXJScientificfReportsVJ2013VJcVJbfea 4.9 116

102 MetabolicJadaptationJtoJchronicJinhibitionJofJmitochondrialJproteinJsynthesisJinJacuteJmyeloidJ
leukemiaJcellsXJPLoSfONEVJ2013VJhVJeehcfg 3.7 28

101 soordinateJmicroRαqWmediatedJregulationJofJproteinJcomplexesJinJprostateJcancerXJPLoSfONEVJ
2013VJhVJehdbfa 3.7 8

100 qJtravelJguideJtoJsytoscapeJpluginsXJNaturefMethodsVJ2012VJiVJaZfiWgf 21.6 983

99
SeventeenWgeneJsignatureJfromJenrichedJxerbYαeuJmammaryJtumorWinitiatingJcellsJpredictsJclinicalJ
outcomeJforJhumanJxuRbUjuR˛–WJbreastJcancerXJProceedingsfoffthefNationalfAcademyfoffSciencesfoff
thefUnitedfStatesfoffAmericaVJ2012VJaZiVJehcbWg

11.5 58

98 tomainWmediatedJproteinJinteractionJpredictionjJvromJgenomeJtoJnetworkXJFEBSfLettersVJ2012VJ
ehfVJbgeaWfc 3.8 35

(2012-2013)
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97 tetectingJmicroRαqsJofJhighJinfluenceJonJproteinJfunctionalJinteractionJnetworksjJaJprostateJ
cancerJcaseJstudyXJBMCfSystemsfBiologyVJ2012VJfVJaab 3.5 12

96 qttenuationJofJmiRWabfJactivityJexpandsJxSsJinJvivoJwithoutJexhaustionXJCellfStemfCellVJ2012VJaaVJgiiWhaa18 164

95 shromatinJisJanJancientJinnovationJconservedJbetweenJqrchaeaJandJuukaryaXJELifeVJ2012VJaVJeZZZgh 8.9 60

94 qJcomparativeJtranscriptomicJanalysisJrevealsJconservedJfeaturesJofJstemJcellJpluripotencyJinJ
planariansJandJmammalsXJStemfCellsVJ2012VJcZVJagcdWde 5.8 151

93 κhosphorylationJsitesJofJhigherJstoichiometryJareJmoreJconservedXJNaturefMethodsVJ2012VJiVJcagkJ
authorJreplyJcah 21.6 14

92 MappingJtheJxspiZJgeneticJinteractionJnetworkJinJsandidaJalbicansJrevealsJenvironmentalJ
contingencyJandJrewiredJcircuitryXJPLoSfGeneticsVJ2012VJhVJeaZZbefb 6 80

91 MultipleJgeneticJinteractionJexperimentsJprovideJcomplementaryJinformationJusefulJforJgeneJ
functionJpredictionXJPLoSfComputationalfBiologyVJ2012VJhVJeaZZbeei 5 13

90 tisruptionJofJqbiaYxsshcbpaJexpressionJinducesJprostaticJintraepithelialJneoplasiaJinJtheJ
conditionalJqbiaYxsshcbpaJ–βJmiceXJOncogenesisVJ2012VJaVJebf 6.6 12

89 MUSyjJanJintegratedJsystemJforJidentifyingJmultipleJspecificityJfromJveryJlargeJpeptideJorJnucleicJ
acidJdataJsetsXJNucleicfAcidsfResearchVJ2012VJdZVJedg 20.1 38

88 SubgroupWspecificJstructuralJvariationJacrossJaVZZZJmedulloblastomaJgenomesXJNatureVJ2012VJdhhVJdiWef50.4 596

87 κSysQUysJandJκSySsβRujJaccessingJandJscoringJmolecularJinteractionsXJNaturefMethodsVJ2011VJhVJebhWi 21.6 227

86 tisplayingJchemicalJinformationJonJaJbiologicalJnetworkJusingJsytoscapeXJMethodsfinfMolecularf
BiologyVJ2011VJghaVJcfcWgf 1.4 5

85 ResponseJtoJsommentJonJLκositiveJSelectionJofJTyrosineJ ossJinJMetazoanJuvolutionLXJScienceVJ
2011VJccbVJiagWiag 33.3 15

84 rringingJorderJtoJproteinJdisorderJthroughJcomparativeJgenomicsJandJgeneticJinteractionsXJ
GenomefBiologyVJ2011VJabVJRad 18.3 105

83 MeetingJreportJfromJtheJfirstJmeetingsJofJtheJsomputationalJModelingJinJriologyJαetworkJ
RsβMryαuSXJStandardsfinfGenomicfSciencesVJ2011VJeVJbcZWdb 6

82 TheJmultipleWspecificityJlandscapeJofJmodularJpeptideJrecognitionJdomainsXJMolecularfSystemsf
BiologyVJ2011VJgVJdhd 12.2 67

81 TooJmanyJroadsJnotJtakenXJNatureVJ2011VJdgZVJafcWe 50.4 271

80 telineationJofJtwoJclinicallyJandJmolecularlyJdistinctJsubgroupsJofJposteriorJfossaJependymomaXJ
CancerfCellVJ2011VJbZVJadcWeg 24.3 395
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79 sompoundJprioritizationJmethodsJincreaseJratesJofJchemicalJprobeJdiscoveryJinJmodelJorganismsXJ
ChemistryfandfBiologyVJ2011VJahVJabgcWhc 37

78 VisualizingJgeneWsetJenrichmentJresultsJusingJtheJsytoscapeJplugWinJenrichmentJmapXJMethodsfinf
MolecularfBiologyVJ2011VJghaVJbegWgg 1.4 51

77 WordsloudjJaJsytoscapeJpluginJtoJcreateJaJvisualJsemanticJsummaryJofJnetworksXJSourcefCodefforf
BiologyfandfMedicineVJ2011VJfVJg 1.9 66

76 clusterMakerjJaJmultiWalgorithmJclusteringJpluginJforJsytoscapeXJBMCfBioinformaticsVJ2011VJabVJdcf 3.6 337

75 αetSlimjJhighWconfidenceJcuratedJsignalingJmapsXJDatabase:fthefJournalfoffBiologicalfDatabasesfandf
CurationVJ2011VJbZaaVJbarZcb 5 27

74
qJregressionJframeworkJincorporatingJquantitativeJandJnegativeJinteractionJdataJimprovesJ
quantitativeJpredictionJofJκtZJdomainWpeptideJinteractionJfromJprimaryJsequenceXJBioinformaticsVJ
2011VJbgVJchcWiZ

7.2 110

73 qJcomprehensiveJmanuallyJcuratedJreactionJmapJofJRqα– YRqα–WsignalingJpathwayXJDatabase:fthef
JournalfoffBiologicalfDatabasesfandfCurationVJ2011VJbZaaVJbarZba 5 33

72 κathwayJsommonsVJaJwebJresourceJforJbiologicalJpathwayJdataXJNucleicfAcidsfResearchVJ2011VJciVJtfheWiZ20.1 786

71 TheJriomolecularJynteractionJαetworkJtatabaseJinJκSyWMyJbXeXJDatabase:fthefJournalfoffBiologicalf
DatabasesfandfCurationVJ2011VJbZaaVJbaqZcg 5 70

70 κroteinJcomplexesJareJcentralJinJtheJyeastJgeneticJlandscapeXJPLoSfComputationalfBiologyVJ2011VJgVJeaZZaZib5 41

69 ynternationalJnetworkJofJcancerJgenomeJprojectsXJNatureVJ2010VJdfdVJiicWh 50.4 1613

68 vunctionalJimpactJofJglobalJrareJcopyJnumberJvariationJinJautismJspectrumJdisordersXJNatureVJ2010VJ
dffVJcfhWgb 50.4 1499

67 TheJrioκqXJcommunityJstandardJforJpathwayJdataJsharingXJNaturefBiotechnologyVJ2010VJbhVJiceWdb 44.5 499

66 qJpredictiveJmodelJforJdrugJbioaccumulationJandJbioactivityJinJsaenorhabditisJelegansXJNaturef
ChemicalfBiologyVJ2010VJfVJediWeg 11.7 132

65 QuantitativeJanalysisJofJfitnessJandJgeneticJinteractionsJinJyeastJonJaJgenomeJscaleXJNaturef
MethodsVJ2010VJgVJaZagWbd 21.6 251

64 unrichmentJmapjJaJnetworkWbasedJmethodJforJgeneWsetJenrichmentJvisualizationJandJ
interpretationXJPLoSfONEVJ2010VJeVJeacihd 3.7 1264

63 tRYwyαjJaJdatabaseJofJquantitativeJgeneticJinteractionJnetworksJinJyeastXJNucleicfAcidsfResearchVJ
2010VJchVJteZbWg 20.1 67

62 weneMqαyqJsytoscapeJpluginjJfastJgeneJfunctionJpredictionsJonJtheJdesktopXJBioinformaticsVJ2010VJ
bfVJbibgWh 7.2 413

(2010-2011)
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61 tynamicJinteractionJnetworksJinJaJhierarchicallyJorganizedJtissueXJMolecularfSystemsfBiologyVJ2010VJ
fVJdag 12.2 104

60 TheJweneMqαyqJpredictionJserverjJbiologicalJnetworkJintegrationJforJgeneJprioritizationJandJ
predictingJgeneJfunctionXJNucleicfAcidsfResearchVJ2010VJchVJWbadWbZ 20.1 2164

59 κroteomeJscanningJtoJpredictJκtZJdomainJinteractionsJusingJsupportJvectorJmachinesXJBMCf
BioinformaticsVJ2010VJaaVJeZg 3.6 31

58 sytoscapeJWebjJanJinteractiveJwebWbasedJnetworkJbrowserXJBioinformaticsVJ2010VJbfVJbcdgWh 7.2 547

57 αetκathjJaJpublicJresourceJofJcuratedJsignalJtransductionJpathwaysXJGenomefBiologyVJ2010VJaaVJRc 18.3 331

56 soevolutionJofJκtZJdomainWligandJinteractionsJanalyzedJbyJhighWthroughputJphageJdisplayJandJ
deepJsequencingXJMolecularfBioSystemsVJ2010VJfVJaghbWiZ 85

55 vunctionalJcomplexesJbetweenJYqκbJandJZβWbJareJκtZJdomainWdependentVJandJregulateJYqκbJ
nuclearJlocalizationJandJsignallingXJBiochemicalfJournalVJ2010VJdcbVJdfaWgb 3.8 143

54 TheJgeneticJlandscapeJofJaJcellXJScienceVJ2010VJcbgVJdbeWca 33.3 1627

53 qnJimprovedJmethodJforJscoringJproteinWproteinJinteractionsJusingJsemanticJsimilarityJwithinJtheJ
geneJontologyXJBMCfBioinformaticsVJ2010VJaaVJefb 3.6 104

52 κathwayJanalysisJofJdilatedJcardiomyopathyJusingJglobalJproteomicJprofilingJandJenrichmentJmapsXJ
ProteomicsVJ2010VJaZVJacafWbg 4.8 53

51 RapidJevolutionJofJfunctionalJcomplexityJinJaJdomainJfamilyXJSciencefSignalingVJ2009VJbVJraeZ 8.8 47

50 rayesianJmodelingJofJtheJyeastJSxcJdomainJinteractomeJpredictsJspatiotemporalJdynamicsJofJ
endocytosisJproteinsXJPLoSfBiologyVJ2009VJgVJeaZZZbah 9.7 151

49 somparativeJanalysisJrevealsJconservedJproteinJphosphorylationJnetworksJimplicatedJinJmultipleJ
diseasesXJSciencefSignalingVJ2009VJbVJraci 8.8 152

48 xowJtoJvisuallyJinterpretJbiologicalJdataJusingJnetworksXJNaturefBiotechnologyVJ2009VJbgVJibaWd 44.5 78

47 κositiveJselectionJofJtyrosineJlossJinJmetazoanJevolutionXJScienceVJ2009VJcbeVJafhfWh 33.3 80

46 uxploringJbiologicalJnetworksJwithJsytoscapeJsoftwareXJCurrentfProtocolsfinfBioinformaticsVJ2008VJ
shapterJhVJUnitJhXac 24.2 41

45 qJspecificityJmapJforJtheJκtZJdomainJfamilyXJPLoSfBiologyVJ2008VJfVJebci 9.7 348

44 sytoscapeJuSκjJsimpleJsearchJofJcomplexJbiologicalJnetworksXJBioinformaticsVJ2008VJbdVJadfeWf 7.2 9
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43 somputationalJpredictionJofJproteinWproteinJinteractionsXJMolecularfBiotechnologyVJ2008VJchVJaWag 3 152

42 rroadeningJtheJhorizonWWlevelJbXeJofJtheJxUκβWκSyJformatJforJmolecularJinteractionsXJBMCfBiologyVJ
2007VJeVJdd 7.3 204

41 TheJminimumJinformationJrequiredJforJreportingJaJmolecularJinteractionJexperimentJRMyMyxSXJ
NaturefBiotechnologyVJ2007VJbeVJhidWh 44.5 229

40 yntegrationJofJbiologicalJnetworksJandJgeneJexpressionJdataJusingJsytoscapeXJNaturefProtocolsVJ
2007VJbVJbcffWhb 18.8 1798

39 wermWlineJtαqJcopyJnumberJvariationJfrequenciesJinJaJlargeJαorthJqmericanJpopulationXJHumanf
GeneticsVJ2007VJabbVJcdeWec 6.3 122

38 vromJbytesJtoJbedsidejJdataJintegrationJandJcomputationalJbiologyJforJtranslationalJcancerJ
researchXJPLoSfComputationalfBiologyVJ2007VJcVJeab 5 48

37 αetMatchjJaJsytoscapeJpluginJforJsearchingJbiologicalJnetworksXJBioinformaticsVJ2007VJbcVJiaZWb 7.2 62

36 somputationalJpredictionJofJcancerWgeneJfunctionXJNaturefReviewsfCancerVJ2007VJgVJbcWcd 31.3 73

35 cκathjJopenJsourceJsoftwareJforJcollectingVJstoringVJandJqueryingJbiologicalJpathwaysXJBMCf
BioinformaticsVJ2006VJgVJdig 3.6 83

34 κathguidejJaJpathwayJresourceJlistXJNucleicfAcidsfResearchVJ2006VJcdVJteZdWf 20.1 326

33 rioκqXJâ��JbiologicalJpathwayJdataJexchangeJformatJ2006VJ 6

32 κathwayJinformationJforJsystemsJbiologyXJFEBSfLettersVJ2005VJegiVJahaeWbZ 3.8 83

31 TheJxUκβJκSyQsJmolecularJinteractionJformatWWaJcommunityJstandardJforJtheJrepresentationJofJ
proteinJinteractionJdataXJNaturefBiotechnologyVJ2004VJbbVJaggWhc 44.5 504

30 wlobalJmappingJofJtheJyeastJgeneticJinteractionJnetworkXJScienceVJ2004VJcZcVJhZhWac 33.3 1700

29 vunctionalJgenomicsJandJproteomicsjJchartingJaJmultidimensionalJmapJofJtheJyeastJcellXJTrendsfinf
CellfBiologyVJ2003VJacVJcddWef 18.3 102

28 κreryαtJandJTextomyWWminingJtheJbiomedicalJliteratureJforJproteinWproteinJinteractionsJusingJaJ
supportJvectorJmachineXJBMCfBioinformaticsVJ2003VJdVJaa 3.6 174

27 qnJautomatedJmethodJforJfindingJmolecularJcomplexesJinJlargeJproteinJinteractionJnetworksXJBMCf
BioinformaticsVJ2003VJdVJb 3.6 3136

26 vunctionalJgenomicsJofJintracellularJpeptideJrecognitionJdomainsJwithJcombinatorialJbiologyJ
methodsXJCurrentfOpinionfinfChemicalfBiologyVJ2003VJgVJigWaZb 9.7 20

(2003-2008)
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25 ryαtjJtheJriomolecularJynteractionJαetworkJtatabaseXJNucleicfAcidsfResearchVJ2003VJcaVJbdhWeZ 20.1 862

24 κeptideJRecognitionJModuleJαetworksjJsombiningJκhageJtisplayJwithJTwoWxybridJqnalysisJtoJ
tefineJκroteinWκroteinJynteractionsJ2003VJcaaWcae

23 SeqxoundjJbiologicalJsequenceJandJstructureJdatabaseJasJaJplatformJforJbioinformaticsJresearchXJ
BMCfBioinformaticsVJ2002VJcVJcb 3.6 37

22 SystematicJidentificationJofJproteinJcomplexesJinJSaccharomycesJcerevisiaeJbyJmassJspectrometryXJ
NatureVJ2002VJdaeVJahZWc 50.4 3069

21 qnalyzingJyeastJproteinWproteinJinteractionJdataJobtainedJfromJdifferentJsourcesXJNaturef
BiotechnologyVJ2002VJbZVJiiaWg 44.5 431

20 qJcombinedJexperimentalJandJcomputationalJstrategyJtoJdefineJproteinJinteractionJnetworksJforJ
peptideJrecognitionJmodulesXJScienceVJ2002VJbieVJcbaWd 33.3 582

19 SystematicJgeneticJanalysisJwithJorderedJarraysJofJyeastJdeletionJmutantsXJScienceVJ2001VJbidVJbcfdWh 33.3 1676

18 ynteractionJtatabasesJ2001VJciiWdaf

17 ryαtWWaJdataJspecificationJforJstoringJandJdescribingJbiomolecularJinteractionsVJmolecularJ
complexesJandJpathwaysXJBioinformaticsVJ2000VJafVJdfeWgg 7.2 156

16 κroteinJynteractionJtatabasesdccWdei

15 uvaluationJofJmethodsJtoJassignJcellJtypeJlabelsJtoJcellJclustersJfromJsingleWcellJRαqWsequencingJ
dataXJF1yyyResearchVhVJbif 3.6 2

14 MolecularJatlasJofJtheJhumanJbrainJvasculatureJatJtheJsingleWcellJlevel 3

13 ynteractionJtatabasesciiWdac

12 MacromolecularJsonnectivityJ andscapeJofJMammalianJrrainXJSSRNfElectronicfJournalV 1 1

11 TowardsJreliableJnamedJentityJrecognitionJinJtheJbiomedicalJdomain 2

10 yntegrativeJpharmacogenomicsJtoJinferJlargeWscaleJdrugJtaxonomy 3

9 qRw UaJisJaJwlucocorticoidJReceptorJsoactivatorJandJSplicingJModulatorJymportantJinJStressJ
xormoneJSignalingJandJrrainJtevelopment 2

8 TheJhumanJbrainJvasculatureJshowsJaJdistinctJexpressionJpatternJofJSqRSWsoVWbJentryJfactors 3

GaryuDuBader

16



7 κathwayJenrichmentJanalysisJofJWomicsJdata 4

6 SingleWcellJtranscriptomicsJofJtheJagedJmouseJbrainJrevealsJconvergentVJdivergentJandJuniqueJagingJsignatures4

5 uvaluationJofJmethodsJtoJassignJcellJtypeJlabelsJtoJcellJclustersJfromJsingleWcellJRαqsequencingJdata 4

4 qJreferenceJmapJofJtheJhumanJproteinJinteractome 13

3 sapturingJscientificJknowledgeJinJcomputableJform 1

2 SingleJsellVJSingleJαucleusJandJSpatialJRαqJSequencingJofJtheJxumanJ iverJydentifiesJxepaticJ
StellateJsellJandJsholangiocyteJxeterogeneity 4

1 ryβαysjJriologicalJαetworkJyntegrationJusingJsonvolutions 1
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