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94 tgingYβnducedLwysbiosisLofLzutLMicrobiotaLasLaLRiskLyactorLforLβncreasedLβnfectionaLFrontiershinh
ImmunologyXL2021XLdeXLijefhf 8.4 7

93 wynamicsXLwiversityXLandLVirulenceLofLaLinLΒomesteadLPondLWaterLinLvoastalLuangladeshaLFrontiershinh
PublichHealthXL2021XLlXLiledii 6 0
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MicrobiomeLsignaturesLofLprogressionLtowardLceliacLdiseaseLonsetLinLatYriskLchildrenLinLaL
longitudinalLprospectiveLcohortLstudyaLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedh
StateshofhAmericaXL2021XLddkXL

11.5 18

91 xvaluationLofLaLvombinedLMultilocusLSequenceLTypingLandLWholeYzenomeLSequencingLTwoYStepL
tlgorithmLforLRoutineLTypingLofaLJournalhofhClinicalhMicrobiologyXL2021XLhlXL 9.7 2

90 MetagenomicLSequencingLandLQuantitativeLRealYTimeLPvRLforLyecalLPollutionLtssessmentLinLanL
UrbanLWatershedaLFrontiershinhWaterXL2021XLfXLieikgl 2.6 2

89 NanoporeYbasedLmetagenomicsLanalysisLrevealsLprevalenceLofLmobileLantibioticLandLheavyLmetalL
resistomeLinLwastewateraLEcotoxicologyXL2021XLfcXLdhjeYdhkh 2.9 3

88
TreatmentLofLfreshLproduceLwithLaLSalmonellaYtargetedLbacteriophageLcocktailLisLcompatibleLwithL
chlorineLorLperaceticLacidLandLmoreLconsistentlyLpreservesLtheLmicrobialLcommunityLonLproduceaL
JournalhofhFoodhSafetyXL2020XLgcXLedejif

2 5

87
SYNYccjXLanLOrallyLtdministeredLuetaYLactamaseLxnzymeXLProtectsLtheLzutLMicrobiomeLfromLOralL
tmoxicillinbvlavulanateLwithoutLtdverselyLtffectingLtntibioticLSystemicLtbsorptionLinLwogsaL
MicroorganismsXL2020XLkXL

4.9 4

86 tLcomparativeLanalysisLofLdrinkingLwaterLemployingLmetagenomicsaLPLoShONEXL2020XLdhXLecefdedc 3.7 14

85 tLNewLWholeLzenomeLvultureYβndependentLwiagnosticLTestLTWzYvβwTULforLRapidLwetectionLofLinL
LettuceaLFrontiershinhMicrobiologyXL2020XLddXLice 5.7 3

84 MultipleLNwMYhYxxpressingLβsolatesLyromLanLβmmunocompromisedLPediatricLΒostaLOpenhForumh
InfectioushDiseasesXL2020XLjXLofaacdk 1 4

83 MultiYomicsLanalysisLrevealsLtheLinfluenceLofLgeneticLandLenvironmentalLriskLfactorsLonLdevelopingL
gutLmicrobiotaLinLinfantsLatLriskLofLceliacLdiseaseaLMicrobiomeXL2020XLkXLdfc 16.6 28

82 TemporalLResistomeLandLMicrobialLvommunityLwynamicsLinLanLβntensiveLtquacultureLyacilityLwithL
ProphylacticLtntimicrobialLTreatmentaLMicroorganismsXL2020XLkXL 4.9 5

81 MetagenomeLsequencingYbasedLstrainYlevelLandLfunctionalLcharacterizationLofLsupragingivalL
microbiomeLassociatedLwithLdentalLcariesLinLchildrenaLJournalhofhOralhMicrobiologyXL2019XLddXLdhhjlki 6.3 33

80 OralLuetaYLactamaseLProtectsLtheLvanineLzutLMicrobiomeLfromLOralLtmoxicillinYMediatedLwamageaL
MicroorganismsXL2019XLjXL 4.9 5

79 MetagenomicLProfilingLofLMicrobialLPathogensLinLtheLLittleLuighornLRiverXLMontanaaLInternationalh
JournalhofhEnvironmentalhResearchhandhPublichHealthXL2019XLdiXL 4.6 34

78 LowLdoseLoralLbetaYlactamaseLprotectsLtheLgutLmicrobiomeLfromLoralLbetaYlactamYmediatedL
damageLinLdogsaLAIMShPublichHealthXL2019XLiXLgjjYgkj 1.9 4
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ProstheticLjointLinfectionsLpresentLdiverseLandLuniqueLmicrobialLcommunitiesLusingLcombinedL
wholeYgenomeLshotgunLsequencingLandLculturingLmethodsaLJournalhofhMedicalhMicrobiologyXL2019XL
ikXLdhcjYdhdi

3.2 8

76 OralLMetalloYuetaYLactamaseLProtectsLtheLzutLMicrobiomeLyromLvarbapenemYMediatedLwamageL
andLReducesLPropagationLofLtntibioticLResistanceLinLPigsaLFrontiershinhMicrobiologyXL2019XLdcXLdcd 5.7 22
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ijfaLNovelLwelayedYReleaseLyormulationLofLanLOralL˛†YLactamaseLPreventsLzutLMicrobiomeLwamageL
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withLtmoxicillinLSystemicLtbsorptionLinLwogsaLOpenhForumhInfectioushDiseasesXL2019XLiXLSfcjYSfcj

1 78

74
TiSSLandLxxotLofLfleshYeatingLinLperitonitisLandLnecrotizingLfasciitisLduringLmonoYLandL
polymicrobialLinfectionsaLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericaXL2019XLddiXLegckgYegcle

11.5 10

73 uiofilmsLvompriseLaLvomponentLofLtheLtnnualLvycleLofLVibrioLcholeraeLinLtheLuayLofLuengalL
xstuaryaLMBioXL2018XLlXL 7.8 16

72 MicrobialLdiversityLchangesLwithLrhizosphereLandLhydrocarbonsLinLcontrastingLsoilsaLEcotoxicologyh
andhEnvironmentalhSafetyXL2018XLdhiXLgfgYgge 7 20

71 wistinctLconsequencesLofLamoxicillinLandLertapenemLexposureLinLtheLporcineLgutLmicrobiomeaL
AnaerobeXL2018XLhfXLkeYlf 2.8 21

70 vomparisonLofLβnfantLzutLandLSkinLMicrobiotaXLResistomeLandLVirulomeLuetweenLNeonatalL
βntensiveLvareLUnitLTNβvUULxnvironmentsaLFrontiershinhMicrobiologyXL2018XLlXLdfid 5.7 24

69
iecaLOralL˛†YLactamaseLTherapiesLPreventLMicrobiomeLwamageLandLtttenuateLtntibioticLResistanceL
yromLβVLandLOralLtntibioticsLinLLargeLtnimalLModelsLofLtntibioticYMediatedLzutLwysbiosisaLOpenh
ForumhInfectioushDiseasesXL2018XLhXLSeeiYSeei

1 1

68 vharacterizationLofLtheLMicrobiomeLatLtheLWorldSsLLargestLPotableLWaterLReuseLyacilityaLFrontiersh
inhMicrobiologyXL2018XLlXLegfh 5.7 28

67 tLMetagenomicLtpproachLtoLxvaluatingLSurfaceLWaterLQualityLinLΒaitiaLInternationalhJournalhofh
EnvironmentalhResearchhandhPublichHealthXL2018XLdhXL 4.6 20

66
SadkflLYLOrallyLweliveredLuetaYLactamaseLPreventsLzutLMicrobiomeLwysbiosisLvausedLbyLβVLandL
OralLtntibioticsLandLMitigatesLPropagationLofLtntibioticLResistanceLinLPorcineLandLvanineLModelsaL
GastroenterologyXL2018XLdhgXLSYgdh

13.3 2

65 SYNYccgLTribaxamaseUXLanLoralLbetaYlactamaseXLmitigatesLantibioticYmediatedLdysbiosisLinLaLporcineL
gutLmicrobiomeLmodelaLJournalhofhAppliedhMicrobiologyXL2017XLdefXLiiYjl 4.7 22

64 tLcommunalLcatalogueLrevealsLxarthSsLmultiscaleLmicrobialLdiversityaLNatureXL2017XLhhdXLghjYgif 50.4 1076

63 zutLtntibioticLβnactivationLbyL˛�YLactamasesLβsLβntendedLtoLPreventLMicrobiomeLwamageLandL
tttenuateLtntibioticLResistanceLinLLargeLtnimalLModelsaLOpenhForumhInfectioushDiseasesXL2017XLgXLSefeYSeff1 1

62 vomprehensiveLbenchmarkingLandLensembleLapproachesLforLmetagenomicLclassifiersaLGenomeh
BiologyXL2017XLdkXLdke 18.3 152

61 wifferencesLinLtheLStoolLandLSkinLMicrobiomeXLVirulenceLyactorLandLtntimicrobialLResistanceLzenesL
inLaLPrivateLRoomLVersusLaLSharedLSpaceLNeonatalLβntensiveLvareLUnitaLGastroenterologyXL2017XLdheXLSedfYSedg13.3 2

60 TheLmicrobiomesLofLblowfliesLandLhousefliesLasLbacterialLtransmissionLreservoirsaLScientifichReportsXL
2017XLjXLdifeg 4.9 63

(2017-2019)

3



59 vharacterizationLofLMicrobialLSignaturesLyromLtdvancedLTreatedLWastewaterLuiofilmsaLJournalhwh
AmericanhWaterhWorkshAssociationXL2017XLdclXLxhcfYxhde 0.5 18

58 vomparativeLgenomicLanalysisLandLcharacterizationLofLincompatibilityLgroupLyβuLplasmidLencodedL
virulenceLfactorsLofLSalmonellaLentericaLisolatedLfromLfoodLsourcesaLBMChGenomicsXL2017XLdkXLhjc 4.5 16

57 MembraneLuioreactorYuasedLWastewaterLTreatmentLPlantLinLSaudiLtrabiamLReductionLofLViralL
wiversityXLLoadXLandLβnfectiousLvapacityaLWaterhrSwitzerlandsXL2017XLlXLhfg 3 22

56 OdLwithLReducedLSusceptibilityLtoLviprofloxacinLandLtzithromycinLβsolatedLfromLaLRuralLvoastalL
treaLofLuangladeshaLFrontiershinhMicrobiologyXL2017XLkXLehe 5.7 14

55 vharacterizationLofLTwoLvrypticLPlasmidsLβsolatedLinLΒaitiLfromLvlinicalLNonYOdbNonYOdflaLFrontiersh
inhMicrobiologyXL2017XLkXLeekf 5.7 5

54 vharacterizationLofLPathogenicLfromLtheLvhesapeakeLuayXLMarylandaLFrontiershinhMicrobiologyXL2017XL
kXLegic 5.7 15

53 zenotypicLandLphenotypicLcharacterizationLofLmultidrugLresistantLSalmonellaLTyphimuriumLandL
SalmonellaLKentuckyLstrainsLrecoveredLfromLchickenLcarcassesaLPLoShONEXL2017XLdeXLecdjilfk 3.7 9

52 wevelopmentLofLSYNYccgXLanLoralLbetaYlactamaseLtreatmentLtoLprotectLtheLgutLmicrobiomeLfromL
antibioticYmediatedLdamageLandLpreventLvlostridiumLdifficileLinfectionaLAnaerobeXL2016XLgdXLhkYij 2.8 42

51 PhylogeneticLwiversityLofLVibrioLcholeraeLtssociatedLwithLxndemicLvholeraLinLMexicoLfromLdlldLtoL
ecckaLMBioXL2016XLjXLecedic 7.8 20

50
vrossYtalkLamongLfleshYeatingLteromonasLhydrophilaLstrainsLinLmixedLinfectionLleadingLtoL
necrotizingLfasciitisaLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaXL
2016XLddfXLjeeYj

11.5 65

49 xnrichmentLdynamicsLofLListeriaLmonocytogenesLandLtheLassociatedLmicrobiomeLfromLnaturallyL
contaminatedLiceLcreamLlinkedLtoLaLlisteriosisLoutbreakaLBMChMicrobiologyXL2016XLdiXLejh 4.5 83

48 NontoxigenicLVibrioLcholeraeLnonYOdbOdflLisolateLfromLaLcaseLofLhumanLgastroenteritisLinLtheLUaSaL
zulfLvoastaLJournalhofhClinicalhMicrobiologyXL2015XLhfXLlYdg 9.7 10

47 weepYseaLhydrothermalLventLbacteriaLrelatedLtoLhumanLpathogenicLVibrioLspeciesaLProceedingshofh
thehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaXL2015XLddeXLxekdfYl 11.5 38

46 ΒybridLVibrioLcholeraeLxlLTorLlackingLSXTLidentifiedLasLtheLcauseLofLaLcholeraLoutbreakLinLtheL
PhilippinesaLMBioXL2015XLiXL 7.8 8

45 NonYOdbnonYOdflLVibrioLcholeraeLcarryingLmultipleLvirulenceLfactorsLandLVaLcholeraeLOdLinLtheL
vhesapeakeLuayXLMarylandaLAppliedhandhEnvironmentalhMicrobiologyXL2015XLkdXLdlclYdk 4.8 51

44 voncordanceLandLdiscordanceLofLsequenceLsurveyLmethodsLforLmolecularLepidemiologyaLPeerJXL
2015XLfXLejid 3.1 5

43 LongitudinalLanalysisLofLmicrobialLinteractionLbetweenLhumansLandLtheLindoorLenvironmentaL
ScienceXL2014XLfghXLdcgkYhe 33.3 543

42
OccurrenceLinLMexicoXLdllkYecckXLofLVibrioLcholeraeLvTXWLxlLTorLcarryingLanLadditionalLtruncatedL
vTXLprophageaLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaXL
2014XLdddXLlldjYee

11.5 17
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41 ΒowLcommunityLecologyLcanLimproveLourLunderstandingLofLcholeraLdynamicsaLFrontiershinh
MicrobiologyXL2014XLhXLdfj 5.7 4

40 MicrobialLcommunityLprofilingLofLhumanLsalivaLusingLshotgunLmetagenomicLsequencingaLPLoShONEXL
2014XLlXLeljill 3.7 102

39 zenomicLandLphenotypicLcharacterizationLofLVibrioLcholeraeLnonYOdLisolatesLfromLaLUSLzulfLvoastL
choleraLoutbreakaLPLoShONEXL2014XLlXLekieig 3.7 26
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zxNOTYPxLtNwLwRUzLRxSβSTtNvxLOyLvLβNβvtLLtNwLxNVβRONMxNTtLLVβuRβOLvΒOLxRtxL
NONYOdbNONYOdflLβNLNORTΒxtSTxRNLTΒtβLtNwaLSoutheasthAsianhJournalhofhTropicalhMedicineh
andhPublichHealthXL2014XLghXLdfhgYig

1 2

37 tLnewLintegrativeLconjugativeLelementLdetectedLinLΒaitianLisolatesLofLVibrioLcholeraeL
nonYOdbnonYOdflaLResearchhinhMicrobiologyXL2013XLdigXLkldYklf 4 11

36 wrugLresponseLandLgeneticLpropertiesLofLVibrioLcholeraeLassociatedLwithLendemicLcholeraLinL
northYeasternLThailandXLeccfYecddaLJournalhofhMedicalhMicrobiologyXL2013XLieXLhllYicl 3.2 10

35 zenomeLSequencesLofLvlinicalLVibrioLcholeraeLβsolatesLfromLanLOysterYuorneLvholeraLOutbreakLinL
yloridaaLGenomehAnnouncementsXL2013XLdXL 5

34 βnLresponseaLAmericanhJournalhofhTropicalhMedicinehandhHygieneXL2013XLklXLdefdYdefe 3.2 1

33 VibrioLcholeraeLOdLxlLTorLandLOdflLuengalLstrainsLcarryingLctxuTxTUXLuangladeshaLEmergingh
InfectioushDiseasesXL2013XLdlXLdjdfYh 10.2 15

32 xnvironmentalLfactorsLinfluencingLepidemicLcholeraaLAmericanhJournalhofhTropicalhMedicinehandh
HygieneXL2013XLklXLhljYicj 3.2 93

31 wistributionLofLvirulenceLgenesLinLclinicalLandLenvironmentalLVibrioLcholeraeLstrainsLinLuangladeshaL
AppliedhandhEnvironmentalhMicrobiologyXL2013XLjlXLhjkeYh 4.8 25

30 wistributionLandLdynamicsLofLepidemicLandLpandemicLVibrioLparahaemolyticusLvirulenceLfactorsaL
FrontiershinhCellularhandhInfectionhMicrobiologyXL2013XLfXLlj 5.9 121

29 VibrioLcholeraeLinLanLΒistoricallyLvholeraYyreeLvountryaLEnvironmentalhMicrobiologyhReportsXL2012XL
gXLfkdYfkl 3.7 23

28 wetectionXLisolationXLandLidentificationLofLVibrioLcholeraeLfromLtheLenvironmentaLCurrenthProtocolsh
inhMicrobiologyXL2012XLvhapterLiXLUnititah 7.1 52

27 VibrioLcholeraeLclassicalLbiotypeLstrainsLrevealLdistinctLsignaturesLinLMexicoaLJournalhofhClinicalh
MicrobiologyXL2012XLhcXLeedeYi 9.7 25

26 zenomicLdiversityLofLecdcLΒaitianLcholeraLoutbreakLstrainsaLProceedingshofhthehNationalhAcademyhofh
ScienceshofhthehUnitedhStateshofhAmericaXL2012XLdclXLxecdcYj 11.5 143

25 zenomicLanalysisLofLβvxVchuankmLtnLatypicalLgeneticLelementLinLVibrioLcholeraeaLFEBShLettersXL2012XL
hkiXLdidjYed 3.8 14

24 TemperatureLregulationLofLvirulenceLfactorsLinLtheLpathogenLVibrioLcoralliilyticusaLISMEhJournalXL
2012XLiXLkfhYgi 11.9 149
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xcologyLofLVibrioLparahaemolyticusLandLVibrioLvulnificusLinLtheLcoastalLandLestuarineLwatersLofL
LouisianaXLMarylandXLMississippiXLandLWashingtonLTUnitedLStatesUaLAppliedhandhEnvironmentalh
MicrobiologyXL2012XLjkXLjeglYhj

4.8 140

22 ReplyLtoLMekalanosLetLalamLzenomicLdiversityLofLVibrioLcholeraeaLProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaXL2012XLdclXLxfecjYxfecj 11.5 78

21 ReplyLtoLyrerichsLetLalamLvhasingLtheLgeneticLdiversityXLnotLsourceLattributionaLProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaXL2012XLdclXLxfeclYxfecl 11.5 2

20 RoleLofLShrimpLvhitinLinLtheLxcologyLofLToxigenicLVibrioLcholeraeLandLvholeraLTransmissionaL
FrontiershinhMicrobiologyXL2011XLeXLeic 5.7 27

19 MetagenomicLdiSLrwNtLTargetedLPvRYwzzxLinLweterminingLuacterialLwiversityLinLtquaticL
xcosystemaLBangladeshhJournalhofhMicrobiologyXL2011XLejXLgiYhc 0.6 4

18 RoleLofLzooplanktonLdiversityLinLVibrioLcholeraeLpopulationLdynamicsLandLinLtheLincidenceLofL
choleraLinLtheLuangladeshLSundarbansaLAppliedhandhEnvironmentalhMicrobiologyXL2011XLjjXLidehYfe 4.8 48

17 wiscoveryLofLnovelLVibrioLcholeraeLVSPYββLgenomicLislandsLusingLcomparativeLgenomicLanalysisaL
FEMShMicrobiologyhLettersXL2010XLfckXLdfcYj 2.9 44

16 wiagnosticLlimitationsLtoLaccurateLdiagnosisLofLcholeraaLJournalhofhClinicalhMicrobiologyXL2010XLgkXLfldkYee9.7 64

15 vomparativeLgenomicsLofLclinicalLandLenvironmentalLVibrioLmimicusaLProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaXL2010XLdcjXLeddfgYl 11.5 40

14 zenomeLsequenceLofLhybridLVibrioLcholeraeLOdLMJYdefiXLuYffXLandLvβRSdcdLandLcomparativeL
genomicsLwithLVaLcholeraeaLJournalhofhBacteriologyXL2010XLdleXLfhegYff 3.5 87

13 TheLpreYseventhLpandemicLVibrioLcholeraeLuXLffcekiLxlLTorLgenomemLevidenceLforLtheL
environmentLasLaLgenomeLreservoiraLEnvironmentalhMicrobiologyhReportsXL2010XLeXLeckYdi 3.7 3

12 OccurrenceLofLtheLVibrioLcholeraeLseventhLpandemicLVSPYβLislandLandLaLnewLvariantaLOMICShAh
JournalhofhIntegrativehBiologyXL2010XLdgXLdYj 3.8 30

11 vomparativeLgenomicLanalysisLrevealsLevidenceLofLtwoLnovelLVibrioLspeciesLcloselyLrelatedLtoLVaL
choleraeaLBMChMicrobiologyXL2010XLdcXLdhg 4.5 44

10 RNtLcolonyLblotLhybridizationLmethodLforLenumerationLofLculturableLVibrioLcholeraeLandLVibrioL
mimicusLbacteriaaLAppliedhandhEnvironmentalhMicrobiologyXL2009XLjhXLhgflYgg 4.8 6

9
vomparativeLgenomicsLrevealsLmechanismLforLshortYtermLandLlongYtermLclonalLtransitionsLinL
pandemicLVibrioLcholeraeaLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericaXL2009XLdciXLdhggeYj

11.5 297

8 SerogroupXLvirulenceXLandLgeneticLtraitsLofLVibrioLparahaemolyticusLinLtheLestuarineLecosystemLofL
uangladeshaLAppliedhandhEnvironmentalhMicrobiologyXL2009XLjhXLieikYjg 4.8 27

7
ViableLbutLnonculturableLVibrioLcholeraeLOdLinLbiofilmsLinLtheLaquaticLenvironmentLandLtheirLroleLinL
choleraLtransmissionaLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericaXL2007XLdcgXLdjkcdYi

11.5 169

6 SeasonalLcholeraLcausedLbyLVibrioLcholeraeLserogroupsLOdLandLOdflLinLtheLcoastalLaquaticL
environmentLofLuangladeshaLAppliedhandhEnvironmentalhMicrobiologyXL2006XLjeXLgcliYdcg 4.8 99
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ProteolyticLactivationLofLVibrioLmimicusLTVmULmajorLouterLmembraneLproteinLhaemagglutininLTΒtUL
withLVmYΒtbproteasemLβmplicationLforLunderstandingLbacterialLadherenceaLMicrobiologyhandh
ImmunologyXL2006XLhcXLkghYhc

2.7 3

4 PhenotypicLandLmolecularLcharacteristicsLofLxscherichiaLcoliLisolatedLfromLaquaticLenvironmentLofL
uangladeshaLMicrobiologyhandhImmunologyXL2006XLhcXLfhlYjc 2.7 10

3 xffectLofLtransportLatLambientLtemperatureLonLdetectionLandLisolationLofLVibrioLcholeraeLfromL
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List of Publications

7


