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40 StructureNandNdynamicsNofNtheNquaternaryNhunchbackNmRNxNtranslationNrepressionNcomplexdNNucleicr
AcidsrResearchbN2021bNkpbNoommcoool 20.1 0

39 StructuralNbasisNofNP¹TISzONcomplexNassemblyNduringNpiRNxNbiogenesisNindNGenesrandrDevelopmentbN
2021bNilbNgifkcgihi 12.6 0

38 TitinNkinaseNubiquitinationNalignsNautophagyNreceptorsNwithNmechanicalNsignalsNinNtheNsarcomeredN
EMBOrReportsbN2021bNhhbNekofgo 6.5 4

37 yioaccumulationNofNtherapeuticNdrugsNbyNhumanNgutNbacteriadNNaturebN2021bNlpnbNliiclio 50.4 29

36 MacrocyclicNPeptidesNUncoverNaNNovelNyindingNModeNforNReversibleNInhibitorsNofNLS³gdNACSrOmegabN
2020bNlbNipnpcippl 3.9 14

35 PseudocRNxcyindingN³omainsNMediateNRNxNStructureNSpecificityNinNUpstreamNofNNcRasdNCellrReports
bN2020bNihbNgfnpif 10.6 10

34 StructuralNyasisNofNanNxsymmetricNzondensinNxTPaseNzycledNMolecularrCellbN2019bNnkbNggnlcggoodep 17.6 41

33 ImprovingNtheNsensitivityNofN⁵TcNMRNspectroscopyNbyNapodizationNweightedNsamplingdNJournalrofr
BiomolecularrNMRbN2019bNnibNgllcgml 3 13

32 StructurebNdynamicsNandNroXhclncRNxNbindingNofNtandemNdoublecstrandedNRNxNbindingNdomainsN
dsRy³gbhNofN³rosophilaNhelicaseNMalelessdNNucleicrAcidsrResearchbN2019bNknbNkigpckiii 20.1 7

31 StructureNandNdynamicsNofNtheNplateletNintegrincbindingNzkNdomainNofNvonNWillebrandNfactordNBloodbN
2019bNgiibNimmcinm 2.2 9

30 ³¹NRcMzTSgNheterodimerizationNandNtRNxNrecruitmentNareNrequiredNforNtranslationNreinitiationdN
PLoSrBiologybN2018bNgmbNehfflgmf 9.7 16

29 StructuralNbasisNforNterminalNloopNrecognitionNandNstimulationNofNpricmiRNxcgoaNprocessingNbyN
hnRNPNxgdNNaturerCommunicationsbN2018bNpbNhknp 17.4 41

28 SegmentalbN³omaincSelectiveNPerdeuterationNandNSmallcxngleNNeutronNScatteringNforNStructuralN
xnalysisNofNMultic³omainNProteinsdNAngewandterChemier-rInternationalrEditionbN2017bNlmbNpihhcpihl 16.4 39

27 ⁵emlcPTyhN³imerizationNMimicsN⁵emlcxPPNInteractiondNFrontiersrinrMolecularrNeurosciencebN2017bNgfbNgkf6.1 6

26 ResolvingNtheN˛–cglycosidicNlinkageNofNargininecrhamnosylatedNtranslationNelongationNfactorNPN
triggersNgenerationNofNtheNfirstNxrgNspecificNantibodydNChemicalrSciencebN2016bNnbNmpplcnffg 9.4 17

25 SynthesisNofNHighlyNSelectiveNSubmicromolarNMicrocystincyasedNInhibitorsNofNProteinNPhosphataseN
XPPYhxNoverNPPgdNAngewandterChemiebN2016bNghobNgkgpgcgkgpl 3.6 3

24 xNbromodomainc³NxNinteractionNfacilitatesNacetylationcdependentNbivalentNnucleosomeN
recognitionNbyNtheNy¹TNproteinNyR³TdNNaturerCommunicationsbN2016bNnbNgioll 17.4 66

Bernd Simon

2



23 xutomatedNstructureNmodelingNofNlargeNproteinNassembliesNusingNcrosslinksNasNdistanceNrestraintsdN
NaturerMethodsbN2016bNgibNlglchf 21.6 44

22 SynthesisNofNHighlyNSelectiveNSubmicromolarNMicrocystincyasedNInhibitorsNofNProteinNPhosphataseN
XPPYhxNoverNPPgdNAngewandterChemier-rInternationalrEditionbN2016bNllbNgipolcgipop 16.4 16

21 ¹xplorationNofNpathomechanismsNtriggeredNbyNaNsinglecnucleotideNpolymorphismNinNtitinWsNIcbandqN
theNcardiomyopathyclinkedNmutationNThlofIdNOpenrBiologybN2016bNmbN 7 8

20 StructuralNxnalysisNofNProteincRNxNzomplexesNinNSolutionNUsingNNMRNParamagneticNRelaxationN
¹nhancementsdNMethodsrinrEnzymologybN2015bNllobNiiicimh 1.7 15

19 TheNstructureNofNtheNSOL¹NelementNofNoskarNmRNxdNRnabN2015bNhgbNgkkkcli 5.8 13

18 RNxNstructureNdeterminationNbyNsolidcstateNNMRNspectroscopydNNaturerCommunicationsbN2015bNmbNnfhk 17.4 58

17 NMRNapproachesNforNstructuralNanalysisNofNmultidomainNproteinsNandNcomplexesNinNsolutiondN
ProgressrinrNuclearrMagneticrResonancerSpectroscopybN2014bNofbNhmcmi 10.4 130

16 ´„HbN´„´‡zbNandN´„â�µNNchemicalNshiftNassignmentsNofNtheNphosphotyrosineNbindingNdomainNhNXPTyhYNofN
humanN⁵¹mldNBiomolecularrNMRrAssignmentsbN2014bNobNpicl 0.7 1

15 ¹fficientNdetectionNofNhydrogenNbondsNinNdynamicNregionsNofNRNxNbyNsensitivitycoptimizedNNMRN
pulseNsequencesdNAngewandterChemier-rInternationalrEditionbN2013bNlhbNgfkoncpf 16.4 20

14 TheNstructureNofNtheNboxNze³NenzymeNrevealsNregulationNofNRNxNmethylationdNNaturebN2013bNlfhbNlgpchi 50.4 127

13 ¹fficientN³etectionNofNHydrogenNyondsNinN³ynamicNRegionsNofNRNxNbyNSensitivitycOptimizedNNMRN
PulseNSequencesdNAngewandterChemiebN2013bNghlbNgfmogcgfmok 3.6 1

12 RecognitionNofNhWcOcmethylatedNiWcendNofNpiRNxNbyNtheNPxZNdomainNofNaNPiwiNproteindNStructurebN
2011bNgpbNgnhcof 5.2 82

11 MulticdomainNconformationalNselectionNunderliesNprecmRNxNsplicingNregulationNbyNUhx⁵dNNaturebN
2011bNknlbNkfocgg 50.4 156

10 αeneticNvariationNinNtitinNinNarrhythmogenicNrightNventricularNcardiomyopathycoverlapNsyndromesdN
CirculationbN2011bNghkbNonmcol 16.7 225

9 StructureNofNtheNKcturnNUkNRNxqNaNcombinedNNMRNandNSxNSNstudydNNucleicrAcidsrResearchbN2010bNiobNmhnkcol20.1 45

8 xnN¹fficientNProtocolNforNNMRcSpectroscopycyasedNStructureN³eterminationNofNProteinNzomplexesN
inNSolutiondNAngewandterChemiebN2010bNghhbNhfggchfgk 3.6 5

7 xnNefficientNprotocolNforNNMRcspectroscopycbasedNstructureNdeterminationNofNproteinNcomplexesNinN
solutiondNAngewandterChemier-rInternationalrEditionbN2010bNkpbNgpmncnf 16.4 88

6 StructureNofNtheNintracellularNdomainNofNtheNamyloidNprecursorNproteinNinNcomplexNwithN⁵emlcPTyhdN
EMBOrReportsbN2008bNpbNggikckf 6.5 65
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5 SpeedingNupNbiomolecularNNMRNspectroscopydNAngewandterChemier-rInternationalrEditionbN2004bNkibNnohcm16.4 9

4 ³eNnovoNstructureNdeterminationNfromNresidualNdipolarNcouplingsNbyNNMRNspectroscopydN
AngewandterChemier-rInternationalrEditionbN2002bNkgbNkinckf 16.4 25

3 xNTROSYNrelayedNHzzHczOSYNexperimentNforNcorrelatingNadenineNHheHoNresonancesNinNuniformlyN
gizclabeledNRNxNmoleculesdNJournalrofrBiomolecularrNMRbN2001bNhfbNgnicm 3 28

2 TowardsNstructuralNinvestigationsNonNisotopeNlabelledNnativeNbacteriorhodopsinNinNdetergentN
micellesNbyNsolutioncstateNNMRNspectroscopydNJournalrofrBiomolecularrNMRbN1997bNgfbNplcgfm 3 47

1 StructuralNbasisNforNterminalNloopNrecognitionNandNprocessingNofNpricmiRNxcgoaNbyNhnRNPNxg 1
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