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n Paper IF Citations

223
ReducedLvancomycinLsusceptibilityLinL₁taphylococcusLaureusXLincludingLvancomycinYintermediateL
andLheterogeneousLvancomycinYintermediateLstrainsiLresistanceLmechanismsXLlaboratoryLdetectionXL
andLclinicalLimplicationsZLClinicaleMicrobiologyeReviewsXL2010XLabXLhhY_bh

34 655

222 xnsightsLfromLtheLcompleteLgenomeLsequenceLofLMycobacteriumLmarinumLonLtheLevolutionLofL
MycobacteriumLtuberculosisZLGenomeeResearchXL2008XL_gXLfahYc_ 9.7 389

221 viantLplasmidYencodedLpolyketideLsynthasesLproduceLtheLmacrolideLtoxinLofLMycobacteriumL
ulceransZLProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL2004XL_]_XL_bcdYh11.5 303

220 ReductiveLevolutionLandLnicheLadaptationLinferredLfromLtheLgenomeLofLMycobacteriumLulceransXL
theLcausativeLagentLofLquruliLulcerZLGenomeeResearchXL2007XL_fXL_haYa]] 9.7 296

219 venomicLanalysisLofLsmoothLtubercleLbacilliLprovidesLinsightsLintoLancestryLandLpathoadaptationLofL
MycobacteriumLtuberculosisZLNatureeGeneticsXL2013XLcdXL_faYh 36.3 215

218 tvolutionLofLmultidrugLresistanceLduringL₁taphylococcusLaureusLinfectionLinvolvesLmutationLofLtheL
essentialLtwoLcomponentLregulatorLαalzRZLPLoSePathogensXL2011XLfXLe_]]abdh 7.6 213

217 MycobacteriumLulceransLinLmosquitoesLcapturedLduringLoutbreakLofLquruliLulcerXLsoutheasternL
pustraliaZLEmergingeInfectiouseDiseasesXL2007XL_bXL_edbYe] 10.2 172

216 xsolatesLwithLlowYlevelLvancomycinLresistanceLassociatedLwithLpersistentLmethicillinYresistantL
₁taphylococcusLaureusLbacteremiaZLAntimicrobialeAgentseandeChemotherapyXL2006XLd]XLb]bhYcf 5.9 172

215 quruliLulcerLTMZLulceransLinfectionUiLnewLinsightsXLnewLhopeLforLdiseaseLcontrolZLPLoSeMedicineXL2005
XLaXLe_]g 11.6 171

214 ₄woLnovelLpointLmutationsLinLclinicalL₁taphylococcusLaureusLreduceLlinezolidLsusceptibilityLandL
switchLonLtheLstringentLresponseLtoLpromoteLpersistentLinfectionZLPLoSePathogensXL2010XLeXLe_]]]hcc 7.6 155

213 örospectiveLαholeYvenomeL₁equencingLtnhancesLNationalL₁urveillanceLofLListeriaLmonocytogenesZL
JournaleofeClinicaleMicrobiologyXL2016XLdcXLbbbYca 9.7 152

212
sevelopmentLandLapplicationLofLtwoLmultiplexLrealYtimeLörRLassaysLforLtheLdetectionLofL
MycobacteriumLulceransLinLclinicalLandLenvironmentalLsamplesZLAppliedeandeEnvironmentale
MicrobiologyXL2007XLfbXLcfbbYc]

4.8 151

211 qacterialLmembraneLvesiclesLtransportLtheirLsNpLcargoLintoLhostLcellsZLScientificeReportsXL2017XLfXLf]fa 4.9 145

210 quruliLulceriLreductiveLevolutionLenhancesLpathogenicityLofLMycobacteriumLulceransZLNaturee
ReviewseMicrobiologyXL2009XLfXLd]Ye] 22.2 145

209 pLmajorLroleLforLmammalsLinLtheLecologyLofLMycobacteriumLulceransZLPLoSeNeglectedeTropicale
DiseasesXL2010XLcXLefh_ 4.8 130

208 romparativeLgeneticLanalysisLofLMycobacteriumLulceransLandLMycobacteriumLmarinumLrevealsL
evidenceLofLrecentLdivergenceZLJournaleofeBacteriologyXL2000XL_gaXLebaaYb] 3.5 129

207 MycobacterialLtoxinLinducesLanalgesiaLinLburuliLulcerLbyLtargetingLtheLangiotensinLpathwaysZLCellXL
2014XL_dfXL_dedYfe 56.2 126
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206
pquaticLplantsLstimulateLtheLgrowthLofLandLbiofilmLformationLbyLMycobacteriumLulceransLinLaxenicL
cultureLandLharborLtheseLbacteriaLinLtheLenvironmentZLAppliedeandeEnvironmentaleMicrobiologyXL2004
XLf]XL_]hfY_]b

4.8 125

205 xdentificationLandLcharacterizationLofLx₁ac]cLandLx₁ae]eiLtwoLdistinctLrepeatedLsequencesLforL
detectionLofLMycobacteriumLulceransLbyLörRZLJournaleofeClinicaleMicrobiologyXL1999XLbfXL_]_gYab 9.7 124

204
venomicLanalysisLrevealsLaLpointLmutationLinLtheLtwoYcomponentLsensorLgeneLgra₁LthatLleadsLtoL
intermediateLvancomycinLresistanceLinLclinicalL₁taphylococcusLaureusZLAntimicrobialeAgentseande
ChemotherapyXL2008XLdaXLbfddYea

5.9 121

203 vlobalLspreadLofLthreeLmultidrugYresistantLlineagesLofL₁taphylococcusLepidermidisZLNaturee
MicrobiologyXL2018XLbXL__fdY__gd 26.6 120

202 wumanLbloodLMpx₄LcellLsubsetsLdefinedLusingLMR_LtetramersZLImmunologyeandeCelleBiologyXL2018XL
heXLd]fYdad 5 115

201 venomicLinsightsLtoLcontrolLtheLemergenceLofLvancomycinYresistantLenterococciZLMBioXL2013XLcXL 7.8 112

200 énLtheLoriginLofLMycobacteriumLulceransXLtheLcausativeLagentLofLquruliLulcerZLBMCeGenomicsXL2012XL
_bXLadg 4.5 111

199 rompleteLqypassLofLRestrictionL₁ystemsLforLMajorL₁taphylococcusLaureusLLineagesZLMBioXL2015XLeXLe]]b]gY_d7.8 105

198 xncreasingLtoleranceLofLhospitalLtoLhandwashLalcoholsZLScienceeTranslationaleMedicineXL2018XL_]XL 17.5 102

197 romparativeLanalysisLofLtheLfirstLcompleteLtnterococcusLfaeciumLgenomeZLJournaleofeBacteriologyXL
2012XL_hcXLabbcYc_ 3.5 97

196 ₄rackingLtheLréΦxsY_hLpandemicLinLpustraliaLusingLgenomicsZLNatureeCommunicationsXL2020XL__XLcbfe 17.4 97

195 tmergenceLofLaLribotypeLaccLstrainLofLrlostridiumLdifficileLassociatedLwithLsevereLdiseaseLandL
relatedLtoLtheLepidemicLribotypeL]afLstrainZLClinicaleInfectiouseDiseasesXL2014XLdgXL_fabYb] 11.6 93

194
sifferentLbacterialLgeneLexpressionLpatternsLandLattenuatedLhostLimmuneLresponsesLareL
associatedLwithLtheLevolutionLofLlowYlevelLvancomycinLresistanceLduringLpersistentL
methicillinYresistantL₁taphylococcusLaureusLbacteraemiaZLBMCeMicrobiologyXL2008XLgXLbh

4.5 92

193 tnterococcalLvanqLresistanceLlocusLinLanaerobicLbacteriaLinLhumanLfaecesZLLancetteTheXL2001XLbdfXLgddYe 40 91

192 tvolutionLofLvirulenceLinLtnterococcusLfaeciumXLaLhospitalYadaptedLopportunisticLpathogenZLCurrente
OpinioneineMicrobiologyXL2018XLc_XLfeYga 7.9 87

191 ₄heLevolutionLofLvancomycinLintermediateL₁taphylococcusLaureusLTΦx₁pULandLheterogenousYΦx₁pZL
InfectionteGeneticseandeEvolutionXL2014XLa_XLdfdYga 4.5 81

190 xdentificationLofLMycobacteriumLulceransLinLtheLenvironmentLfromLregionsLinL₁outheastLpustraliaLinL
whichLitLisLendemicLwithLsequenceLcaptureYörRZLAppliedeandeEnvironmentaleMicrobiologyXL2000XLeeXLba]eY_b4.8 80

189 NaturalLproductLdiversityLassociatedLwithLtheLnematodeLsymbiontsLöhotorhabdusLandL
βenorhabdusZLNatureeMicrobiologyXL2017XLaXL_efeY_egd 26.6 78

(2017-2004)
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188 pLsustainedLhospitalLoutbreakLofLvancomycinYresistantLtnterococcusLfaeciumLbacteremiaLdueLtoL
emergenceLofLvanqLtZLfaeciumLsequenceLtypeLa]bZLJournaleofeInfectiouseDiseasesXL2010XLa]aXL_afgYge 7 78

187
₁ensitiveLandLrapidLdetectionLofLviableLviardiaLcystsLandLrryptosporidiumLparvumLoocystsLinL
largeYvolumeLwaterLsamplesLwithLwoundLfiberglassLcartridgeLfiltersLandLreverseLtranscriptionYörRZL
AppliedeandeEnvironmentaleMicrobiologyXL1998XLecXL_fcbYh

4.8 75

186 éutbreakLinvestigationLusingLhighYthroughputLgenomeLsequencingLwithinLaLdiagnosticL
microbiologyLlaboratoryZLJournaleofeClinicaleMicrobiologyXL2013XLd_XL_bheYc]_ 9.7 73

185 rommonLevolutionaryLoriginLforLtheLunstableLvirulenceLplasmidLpM₈MLfoundLinLgeographicallyL
diverseLstrainsLofLMycobacteriumLulceransZLJournaleofeBacteriologyXL2005XL_gfXL_eegYfe 3.5 71

184
zeyLexperimentalLevidenceLofLchromosomalLsNpLtransferLamongLselectedLtuberculosisYcausingL
mycobacteriaZLProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL2016
XL__bXLhgfeYg_

11.5 69

183 MycolactonesLandLMycobacteriumLulceransLdiseaseZLLancetteTheXL2003XLbeaXL_]eaYc 40 69

182 pLglimpseLintoLtheLpastLandLpredictionsLforLtheLfutureiLtheLmolecularLevolutionLofLtheLtuberculosisL
agentZLMoleculareMicrobiologyXL2014XLhbXLgbdYda 4.1 66

181 uunctionalLanalysisLandLannotationLofLtheLvirulenceLplasmidLpM₈M]]_LfromLMycobacteriumL
ulceransZLMicrobiologyeoUnitedeKingdompXL2005XL_d_XLegbYeha 2.9 64

180 pksdYrecombinationYmediatedLsurfaceLremodellingLinLMycobacteriumLtuberculosisLemergenceZL
NatureeMicrobiologyXL2016XL_XL_d]_h 26.6 63

179 MycobacteriumLchimaeraL₁preadLfromLweatingLandLroolingL₈nitsLinLweartL₁urgeryZLNeweEnglande
JournaleofeMedicineXL2017XLbfeXLe]]Ye]a 59.2 62

178 pnalysisLofLtheLsmallLRNpLtranscriptionalLresponseLinLmultidrugYresistantL₁taphylococcusLaureusL
afterLantimicrobialLexposureZLAntimicrobialeAgentseandeChemotherapyXL2013XLdfXLbgecYfc 5.9 61

177
₄heLRpoqLwâ��â��â��γLrifampicinLresistanceLmutationLandLanLactiveLstringentLresponseLreduceLvirulenceL
andLincreaseLresistanceLtoLinnateLimmuneLresponsesLinL₁taphylococcusLaureusZLJournaleofeInfectiouse
DiseasesXL2013XLa]fXLhahYbh

7 60

176 ₄heLdominantLpustralianLcommunityYacquiredLmethicillinYresistantL₁taphylococcusLaureusLcloneL
₁₄hbYxΦL[aq]LisLhighlyLvirulentLandLgeneticallyLdistinctZLPLoSeONEXL2011XLeXLeadggf 3.7 56

175 MolecularLepidemiologyLofLenterococcalLbacteremiaLinLpustraliaZLJournaleofeClinicaleMicrobiologyXL
2014XLdaXLghfYh]d 9.7 53

174 pLsimpleLörRLmethodLforLrapidLgenotypeLanalysisLofLMycobacteriumLulceransZLJournaleofeClinicale
MicrobiologyXL2000XLbgXL_cgaYf 9.7 53

173 secipheringLtheLgeneticLbasisLforLpolyketideLvariationLamongLmycobacteriaLproducingL
mycolactonesZLBMCeGenomicsXL2008XLhXLcea 4.5 48

172 venomicLepidemiologyLandLantimicrobialLresistanceLofLNeisseriaLgonorrhoeaeLinLNewLZealandZL
JournaleofeAntimicrobialeChemotherapyXL2018XLfbXLbdbYbec 5.1 45

171 ronvergentLadaptationLinLtheLdominantLglobalLhospitalLcloneL₁₄abhLofLmethicillinYresistantL
₁taphylococcusLaureusZLMBioXL2015XLeXLe]]]g] 7.8 44
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170
rompleteLgenomeLsequenceLofL₁taphylococcusLaureusLstrainLyzse]]gXLanL₁₄abhLcloneLofL
methicillinYresistantL₁taphylococcusLaureusLwithLintermediateYlevelLvancomycinLresistanceZLJournale
ofeBacteriologyXL2010XL_haXLdgcgYh

3.5 44

169 ₁ingleLnucleotideLpolymorphismLtypingLofLMycobacteriumLulceransLrevealsLfocalLtransmissionLofL
buruliLulcerLinLaLhighlyLendemicLregionLofLvhanaZLPLoSeNeglectedeTropicaleDiseasesXL2010XLcXLefd_ 4.8 44

168 ₄heLgenomeXLevolutionLandLdiversityLofLMycobacteriumLulceransZLInfectionteGeneticseandeEvolutionXL
2012XL_aXLdaaYh 4.5 43

167 MycobacteriumLulceransLlowLinfectiousLdoseLandLmechanicalLtransmissionLsupportLinsectLbitesLandL
puncturingLinjuriesLinLtheLspreadLofLquruliLulcerZLPLoSeNeglectedeTropicaleDiseasesXL2017XL__XLe]]]dddb 4.8 43

166 secreasedLvancomycinLsusceptibilityLinL₁taphylococcusLaureusLcausedLbyLx₁adeLtemperingLofLαalzRL
expressionZLAntimicrobialeAgentseandeChemotherapyXL2013XLdfXLbac]Yh 5.9 42

165 romparativeLanalysisLofLtheLcompleteLgenomeLofLanLepidemicLhospitalLsequenceLtypeLa]bLcloneLofL
vancomycinYresistantLtnterococcusLfaeciumZLBMCeGenomicsXL2013XL_cXLdhd 4.5 41

164
ΦalidationLofLaLsingleYstepXLsingleYtubeLreverseLtranscriptionLloopYmediatedLisothermalL
amplificationLassayLforLrapidLdetectionLofL₁pR₁YroΦYaLRNpZLJournaleofeMedicaleMicrobiologyXL2020XL
ehXL__ehY__fg

3.2 39

163 tvaluationLofLΦN₄RLtypingLforLtheLidentificationLofLMycobacteriumLulceransLinLenvironmentalL
samplesLfromLΦictoriaXLpustraliaZLFEMSeMicrobiologyeLettersXL2008XLagfXLad]Yd 2.9 38

162 wyperexpressionLofL˛–YhemolysinLexplainsLenhancedLvirulenceLofLsequenceLtypeLhbL
communityYassociatedLmethicillinYresistantL₁taphylococcusLaureusZLBMCeMicrobiologyXL2014XL_cXLb_ 4.5 37

161 öathogenicityLinLtheLtubercleLbacillusiLmolecularLandLevolutionaryLdeterminantsZLBioEssaysXL2009XL
b_XLbfgYgg 4.1 37

160 MycobacteriumLulceransLandLotherLmycolactoneYproducingLmycobacteriaLshouldLbeLconsideredLaL
singleLspeciesZLPLoSeNeglectedeTropicaleDiseasesXL2010XLcXLeeeb 4.8 36

159 rompleteLgenomeLsequenceLofLtheLfrogLpathogenLMycobacteriumLulceransLecovarLLiflandiiZLJournale
ofeBacteriologyXL2013XL_hdXLddeYec 3.5 35

158
₄ranslatingLgenomicsLintoLpracticeLforLrealYtimeLsurveillanceLandLresponseLtoL
carbapenemaseYproducingLtnterobacteriaceaeiLevidenceLfromLaLcomplexLmultiYinstitutionalLzörL
outbreakZLPeerJXL2018XLeXLeca_]

3.1 35

157 RapidLtmergenceLandLtvolutionLofL₁taphylococcusLaureusLrlonesLwarboringLfusrYrontainingL
₁taphylococcalLrassetteLrhromosomeLtlementsZLAntimicrobialeAgentseandeChemotherapyXL2016XLe]XLabdhYed5.9 34

156 venomicsYsrivenLsiscoveryLofLNéYsonatingLsiazeniumdiolateL₁iderophoresLinLsiverseL
ölantYpssociatedLqacteriaZLAngewandteeChemieeueInternationaleEditionXL2019XLdgXL_b]acY_b]ah 16.4 34

155 rompleteLgenomeLsequenceLofL₁taphylococcusLaureusLstrainLyzse_dhXLaLuniqueLpustralianLcloneLofL
₁₄hbYxΦLcommunityLmethicillinYresistantL₁taphylococcusLaureusZLJournaleofeBacteriologyXL2010XL_haXLdddeYf3.5 32

154 MycolactoneLgeneLexpressionLisLcontrolledLbyLstrongL₁igpYlikeLpromotersLwithLutilityLinLstudiesLofL
MycobacteriumLulceransLandLburuliLulcerZLPLoSeNeglectedeTropicaleDiseasesXL2009XLbXLeddb 4.8 32

153 ₄heLmolecularLepidemiologyLofLtheLhighlyLvirulentL₁₄hbLpustralianLcommunityL₁taphylococcusL
aureusLstrainZLPLoSeONEXL2012XLfXLecb]bf 3.7 32

(2012-2010)
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152
₈nstableLchromosomeLrearrangementsLinLcauseLphenotypeLswitchingLassociatedLwithLpersistentL
infectionsZLProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL2019XL
__eXLa]_bdYa]_c]

11.5 32

151 tmergenceLofLendemicLML₁₄LnonYtypeableLvancomycinYresistantLtnterococcusLfaeciumZLJournaleofe
AntimicrobialeChemotherapyXL2016XLf_XLbbefYbbf_ 5.1 31

150 MycobacterialLöathogenomicsLandLtvolutionZLMicrobiologyeSpectrumXL2014XLaXLMvMaY]]adYa]_b 8.9 31

149 RapidLandLsensitiveLdetectionLofLMycobacteriumLulceransLbyLuseLofLaLloopYmediatedLisothermalL
amplificationLtestZLJournaleofeClinicaleMicrobiologyXL2012XLd]XL_fbfYc_ 9.7 31

148 tvolutionaryLoriginsLofLtheLemergentL₁₄fheLcloneLofLvancomycinLresistantZLPeerJXL2017XLdXLeah_e 3.1 31

147 venomicsLforLMolecularLtpidemiologyLandLsetectingL₄ransmissionLofLrarbapenemaseYöroducingLinL
ΦictoriaXLpustraliaXLa]_aLtoLa]_eZLJournaleofeClinicaleMicrobiologyXL2019XLdfXL 9.7 30

146 setectionLofLpathogenicLγersiniaLenterocoliticaLinLenvironmentalLwatersLbyLörRZLJournaleofeAppliede
BacteriologyXL1996XLg]XLbafYba 30

145 xnYvitroLactivityLofLavermectinsLagainstLMycobacteriumLulceransZLPLoSeNeglectedeTropicaleDiseasesXL
2015XLhXLe]]]bdch 4.8 29

144 MultipleLxntroductionsLandLRecentL₁preadLofLtheLtmergingLwumanLöathogenLMycobacteriumL
ulceransLacrossLpfricaZLGenomeeBiologyeandeEvolutionXL2017XLhXLc_cYcae 3.9 29

143 éngoingLgenomeLreductionLinLMycobacteriumLulceransZLEmergingeInfectiouseDiseasesXL2007XL_bXL_]]gY_d 10.2 29

142 ronvergentLtvolutionLsrivenLbyLRifampinLtxacerbatesLtheLvlobalLqurdenLofLsrugYResistantZL
MSphereXL2018XLbXL 5 28

141 αholeYgenomeLsequencingLrevealsLtransmissionLofLgonococcalLantibioticLresistanceLamongLmenL
whoLhaveLsexLwithLmeniLanLobservationalLstudyZLSexuallyeTransmittedeInfectionsXL2018XLhcXL_d_Y_df 2.8 27

140 pnalysisLofLaLNovelLpncpLMutationLforL₁usceptibilityLtoLöyrazinamideL₄herapyZLAmericaneJournaleofe
RespiratoryeandeCriticaleCareeMedicineXL2018XL_hgXLdc_Ydcc 10.2 26

139 romprehensiveLproteomeLanalysisLofLMycobacteriumLulceransLandLquantitativeLcomparisonLofL
mycolactoneLbiosynthesisZLProteomicsXL2008XLgXLb_acYbg 4.8 26

138 öopulationLgeneticsLandLtheLevolutionLofLvirulenceLinL₁taphylococcusLaureusZLInfectionteGeneticseande
EvolutionXL2014XLa_XLddcYea 4.5 25

137
pdaptiveLchangeLinferredLfromLgenomicLpopulationLanalysisLofLtheL₁₄hbLepidemicLcloneLofL
communityYassociatedLmethicillinYresistantL₁taphylococcusLaureusZLGenomeeBiologyeandeEvolutionXL
2014XLeXLbeeYfg

3.9 25

136 ₁erologicalLevaluationLofLMycobacteriumLulceransLantigensLidentifiedLbyLcomparativeLgenomicsZL
PLoSeNeglectedeTropicaleDiseasesXL2010XLcXLegfa 4.8 25

135 venomeLcomparisonsLprovideLinsightsLintoLtheLroleLofLsecondaryLmetabolitesLinLtheLpathogenicL
phaseLofLtheLöhotorhabdusLlifeLcycleZLBMCeGenomicsXL2016XL_fXLdbf 4.5 25
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134 xnvestigatingLtheLroleLofLfreeYlivingLamoebaeLasLaLreservoirLforLMycobacteriumLulceransZLPLoSe
NeglectedeTropicaleDiseasesXL2014XLgXLeb_cg 4.8 24

133 membraneLvesiclesLcontainLimmunostimulatoryLsNpXLRNpLandLpeptidoglycanLthatLactivateLinnateL
immuneLreceptorsLandLinduceLautophagyZLJournaleofeExtracellulareVesiclesXL2021XL_]XLe_a]g] 16.4 23

132 xdentificationLofLtheLMycobacteriumLulceransLproteinLM₈L_bfa]LasLaLpromisingLtargetLforLtheL
developmentLofLaLdiagnosticLtestLforLquruliLulcerZLPLoSeNeglectedeTropicaleDiseasesXL2015XLhXLe]]]bcff 4.8 22

131 romparativeLvenomicsL₁howsL₄hatLMycobacteriumLulceransLMigrationLandLtxpansionLörecededLtheL
RiseLofLquruliL₈lcerLinL₁outheasternLpustraliaZLAppliedeandeEnvironmentaleMicrobiologyXL2018XLgcXL 4.8 21

130 pnalysisLofLtheLvaccineLpotentialLofLplasmidLsNpLencodingLnineLmycolactoneLpolyketideLsynthaseL
domainsLinLMycobacteriumLulceransLinfectedLmiceZLPLoSeNeglectedeTropicaleDiseasesXL2014XLgXLeae]c 4.8 21

129 uirstLcaseLofLMycobacteriumLulceransLdiseaseLTqairnsdaleLorLquruliLulcerULacquiredLinLNewL₁outhL
αalesZLMedicaleJournaleofeAustraliaXL2007XL_geXLeaYb 4 21

128 ZincYbindingLtoLtheLcytoplasmicLöp₁LdomainLregulatesLtheLessentialLαalzLhistidineLkinaseLofL
₁taphylococcusLaureusZLNatureeCommunicationsXL2019XL_]XLb]ef 17.4 20

127 qystanderLpctivationLofLöulmonaryL₄rmLrellsLpttenuatesLtheL₁everityLofLqacterialLöneumoniaLbyL
tnhancingLNeutrophilLRecruitmentZLCelleReportsXL2019XLahXLcabeYcaccZeb 10.6 20

126 txposureLRiskLforLxnfectionLandLLackLofLwumanYtoYwumanL₄ransmissionLofLMycobacteriumLulceransL
siseaseXLpustraliaZLEmergingeInfectiouseDiseasesXL2017XLabXLgbfYgc] 10.2 19

125 venomicLexplorationLofLsequentialLclinicalLisolatesLrevealsLaLdistinctiveLmolecularLsignatureLofL
persistentL₁taphylococcusLaureusLbacteraemiaZLGenomeeMedicineXL2018XL_]XLed 14.4 19

124 RegulationLofLmycolactoneXLtheLMycobacteriumLulceransLtoxinXLdependsLonLnutrientLsourceZLPLoSe
NeglectedeTropicaleDiseasesXL2013XLfXLead]a 4.8 19

123 ₄heLlipoproteinLLpqαLisLessentialLforLtheLmannosylationLofLperiplasmicLglycolipidsLinL
rorynebacteriaZLJournaleofeBiologicaleChemistryXL2012XLagfXLcafaeYbg 5.4 19

122 venomicLpnalysisLofLMultiresistantL₁taphylococcusLcapitisLpssociatedLwithLNeonatalL₁epsisZL
AntimicrobialeAgentseandeChemotherapyXL2018XLeaXL 5.9 19

121 ₄heLchangingLlandscapeLofLvancomycinYresistantLtnterococcusLfaeciumLinLpustraliaiLaL
populationYlevelLgenomicLstudyZLJournaleofeAntimicrobialeChemotherapyXL2018XLfbXLbaegYbafg 5.1 19

120 romprehensiveLantibioticYlinkedLmutationLassessmentLbyLresistanceLmutationLsequencingL
TRMYseqUZLGenomeeMedicineXL2018XL_]XLeb 14.4 19

119 öredictingLnitroimidazoleLantibioticLresistanceLmutationsLinLMycobacteriumLtuberculosisLwithL
proteinLengineeringZLPLoSePathogensXL2020XL_eXLe_]]gagf 7.6 18

118 ₁ubtractiveLhybridizationLrevealsLaLtypeLxLpolyketideLsynthaseLlocusLspecificLtoLMycobacteriumL
ulceransZLJournaleofeBacteriologyXL2003XL_gdXLegf]Yga 3.5 18

117 venomicsLofLvancomycinYresistantLtnterococcusLfaeciumZLMicrobialeGenomicsXL2019XLdXL 4.4 18

(2019-2014)
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116 αholeLgenomeLcomparisonsLsuggestLrandomLdistributionLofLMycobacteriumLulceransLgenotypesLinL
aLquruliLulcerLendemicLregionLofLvhanaZLPLoSeNeglectedeTropicaleDiseasesXL2015XLhXLe]]]beg_ 4.8 17

115 venomicLxnsightsLintoLaL₁ustainedLNationalLéutbreakLofLγersiniaLpseudotuberculosisZLGenomee
BiologyeandeEvolutionXL2016XLgXLbg]eYbg_c 3.9 17

114 multiYantigenLsequenceLtypingLforZLMicrobialeGenomicsXL2016XLaXLe]]]]fe 4.4 17

113 venomicsYinformedLresponsesLinLtheLeliminationLofLréΦxsY_hLinLΦictoriaXLpustraliaiLanL
observationalXLgenomicLepidemiologicalLstudyZLLancetePubliceHealthteTheXL2021XLeXLedcfYedde 22.4 17

112
tmergenceLofLmultidrugLresistanceLinLlocallyYacquiredLhumanLinfectionsLwithL₁almonellaL
₄yphimuriumLinLpustraliaLowingLtoLaLnewLcladeLharbouringLblaZLInternationaleJournaleofe
AntimicrobialeAgentsXL2017XLd]XL_]_Y_]d

14.3 16

111 RegulationLofLtheL_gLksaLheatLshockLproteinLinLMycobacteriumLulceransiLanLalphaYcrystallinL
orthologueLthatLpromotesLbiofilmLformationZLMoleculareMicrobiologyXL2010XLfgXL_a_eYb_ 4.1 16

110 vlobalLanalysisLofLadenylateYformingLenzymesLrevealsL˛†YlactoneLbiosynthesisLpathwayLinL
pathogenicZLJournaleofeBiologicaleChemistryXL2020XLahdXL_cgaeY_cgbh 5.4 16

109
öossibleLhealthcareYassociatedLtransmissionLasLaLcauseLofLsecondaryLinfectionLandLpopulationL
structureLofL₁taphylococcusLaureusLisolatesLfromLtwoLwoundLtreatmentLcentresLinLvhanaZLNewe
MicrobeseandeNeweInfectionsXL2016XL_bXLhaY_]_

4.1 16

108 ΦancomycinYintermediateL₁taphylococcusLaureusLisolatesLareLattenuatedLforLvirulenceLwhenL
comparedLwithLsusceptibleLprogenitorsZLClinicaleMicrobiologyeandeInfectionXL2017XLabXLfefYffb 9.5 15

107
₄opicalLpntibioticL₈seLroselectsLforLtheLrarriageLofLMobileLveneticLtlementsLronferringLResistanceL
toL₈nrelatedLpntimicrobialsLinL₁taphylococcusLaureusZLAntimicrobialeAgentseandeChemotherapyXL
2018XLeaXL

5.9 15

106 rorrespondenceiL₁pontaneousLsecondaryLmutationsLconfoundLanalysisLofLtheLessentialL
twoYcomponentLsystemLαalzRLinL₁taphylococcusLaureusZLNatureeCommunicationsXL2017XLgXL_cc]b 17.4 14

105 ₄heLcellLwallYassociatedLmycolactoneLpolyketideLsynthasesLareLnecessaryLbutLnotLsufficientLforL
mycolactoneLbiosynthesisZLPLoSeONEXL2013XLgXLef]da] 3.7 14

104 venomicLanalysisLofL₁₄ggLcommunityYacquiredLmethicillinLresistantLinLvhanaZLPeerJXL2017XLdXLeb]cf 3.1 14

103 pLphylogenomicLframeworkLforLassessingLtheLglobalLemergenceLandLevolutionLofLclonalLcomplexL
bhgLmethicillinYresistantZLMicrobialeGenomicsXL2017XLbXLe]]]_]d 4.4 14

102 ΦancomycinYresistantLsequenceLtypeLfheLYLrapidLinternationalLdisseminationLofLaLnewLepidemicL
cloneZLAntimicrobialeResistanceeandeInfectioneControlXL2018XLfXLcc 6.2 13

101 ₄argetY₁pecificLpssayLforLRapidLandLQuantitativeLsetectionLofLMycobacteriumLchimaeraLsNpZL
JournaleofeClinicaleMicrobiologyXL2017XLddXL_gcfY_gde 9.7 12

100 sualLveneLtxpressionLpnalysisLxdentifiesLuactorsLpssociatedLwithL₁taphylococcusLaureusLΦirulenceL
inLsiabeticLMiceZLInfectioneandeImmunityXL2019XLgfXL 3.7 12

99 ₁haringLxsLraringiLxnternationalL₁haringLofLsataLtnhancesLvenomicL₁urveillanceLofLListeriaL
monocytogenesZLClinicaleInfectiouseDiseasesXL2016XLebXLgceYg 11.6 12
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98 venomicsYsrivenLsiscoveryLofLNéYsonatingLsiazeniumdiolateL₁iderophoresLinLsiverseL
ölantYpssociatedLqacteriaZLAngewandteeChemieXL2019XL_b_XL_b_dgY_b_eb 3.6 12

97 venomeLsequenceLcomparisonsLofLserialLmultiYdrugYresistantLisolatesLoverLa_LyearsLofLinfectionLinLaL
singleLpatientZLMicrobialeGenomicsXL2015XL_XLe]]]]bf 4.4 12

96
venomicLanalysisLofLteicoplaninLresistanceLemergingLduringLtreatmentLofLvanqL
vancomycinYresistantLtnterococcusLfaeciumLinfectionsLinLsolidLorganLtransplantLrecipientsLincludingL
donorYderivedLcasesZLJournaleofeAntimicrobialeChemotherapyXL2013XLegXLa_bcYh

5.1 12

95 uunctionalLanalysisLofLtheLfirstLcompleteLgenomeLsequenceLofLaLmultidrugLresistantLsequenceLtypeL
aZLMicrobialeGenomicsXL2016XLaXLe]]]]ff 4.4 12

94
MultiYsiteLassessmentLofLrapidXLpointYofYcareLantigenLtestingLforLtheLdiagnosisLofL₁pR₁YroΦYaL
infectionLinLaLlowYprevalenceLsettingiLpLvalidationLandLimplementationLstudyZLTheeLanceteRegionale
HealtheueWesternePacificXL2021XLhXL_]]__d

5 12

93 ₁tructureLandLqiosynthesisLofLxsatropolonesXLqioactiveLpmineY₁cavengingLuluorescentLNaturalL
öroductsLfromL₁treptomycesLvˆ¶eeZLAngewandteeChemieeueInternationaleEditionXL2017XLdeXLchcdYchch 16.4 11

92 MycobacteriumLulceransLöopulationLvenomicsL₄oLxnformLonLtheL₁preadLofLquruliL₈lcerLacrossL
rentralLpfricaZLMSphereXL2019XLcXL 5 11

91 pLvenomicLppproachLtoLResolvingLRelapseLversusLReinfectionLamongLuourLrasesLofLquruliL₈lcerZL
PLoSeNeglectedeTropicaleDiseasesXL2015XLhXLe]]]c_dg 4.8 11

90
₄ransferXLstableLmaintenanceLandLexpressionLofLtheLmycolactoneLpolyketideLmegasynthaseLmlsL
genesLinLaLrecombinationYimpairedLMycobacteriumLmarinumZLMicrobiologyeoUnitedeKingdompXL2009XL
_ddXL_habY_hbb

2.9 11

89 LargeLtandemLchromosomeLexpansionsLfacilitateLnicheLadaptationLduringLpersistentLinfectionLwithL
drugYresistantZLMicrobialeGenomicsXL2015XL_XLe]]]]ae 4.4 11

88 _XaXcYéxadiazoleLantimicrobialsLactLsynergisticallyLwithLdaptomycinLandLdisplayLrapidLkillLkineticsL
againstLMsRLtnterococcusLfaeciumZLJournaleofeAntimicrobialeChemotherapyXL2018XLfbXL_deaY_deh 5.1 10

87 uromLMarinumLtoL₈lceransiLaLMycobacterialLwumanLöathogenLtmergesZLMicrobeeMagazineXL2007XLaXL_gfY_hc 10

86 ReconstructionLofLtheLvenomesLofLsrugYResistantLöathogensLforLéutbreakLxnvestigationLthroughL
MetagenomicL₁equencingZLMSphereXL2019XLcXL 5 9

85 ₈seLofLbacterialLwholeYgenomeLsequencingLtoLunderstandLandLimproveLtheLmanagementLofL
invasiveL₁taphylococcusLaureusLinfectionsZLExperteRevieweofeAntiuInfectiveeTherapyXL2016XL_cXL_]abY_]be 5.5 9

84 venomeLMiningLRevealsLtndopyrrolesLfromLaLNonribosomalLöeptideLpssemblyLLineL₄riggeredLinL
uungalYqacterialL₁ymbiosisZLACSeChemicaleBiologyXL2019XL_cXL_g__Y_g_g 4.9 9

83 MycobacteriumLulceransLsNpLnotLdetectedLinLfaecalLsamplesLfromLquruliLulcerLpatientsiLresultsLofLaL
pilotLstudyZLPLoSeONEXL2011XLeXLe_he__ 3.7 9

82 venomeLMiningLandLweterologousLtxpressionLRevealL₄woLsistinctLuamiliesLofLLassoLöeptidesL
wighlyLronservedLinLtndofungalLqacteriaZLACSeChemicaleBiologyXL2020XL_dXL__ehY__fe 4.9 9

81 ₄ranscriptionalLandLepiYtranscriptionalLdynamicsLofL₁pR₁YroΦYaLduringLcellularLinfectionZLCelle
ReportsXL2021XLbdXL_]h_]g 10.6 9
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80 qiosynthesisLandLttherYqridgeLuormationLinLNargenicinLMacrolidesZLAngewandteeChemieeue
InternationaleEditionXL2019XLdgXLbhheYc]]_ 16.4 8

79 RemodelingLofLp₁z_LuamilyLölasmidsLandLtnhancedLrhlorhexidineL₄oleranceLinLaLsominantLwospitalL
LineageLofLMethicillinYResistantZLAntimicrobialeAgentseandeChemotherapyXL2019XLebXL 5.9 8

78 romprehensiveLvenomicLxnvestigationLofLpdaptiveLMutationsLsrivingLtheLLowYLevelLéxacillinL
ResistanceLöhenotypeLinL₁taphylococcusLaureusZLMBioXL2020XL__XL 7.8 8

77 γycwLandLγycxLRegulateLtxpressionLofLputolysinsLbyLpctivationLofLαalRzLöhosphorylationZL
MicroorganismsXL2020XLgXL 4.9 8

76 MiningL₁ymbiontsLofLaL₁piderY₄ransmittedLuungusLxlluminatesL₈nchartedLqiosyntheticLöathwaysLtoL
rytotoxicLqenzolactonesZLAngewandteeChemieeueInternationaleEditionXL2020XLdhXLffeeYfff_ 16.4 8

75 MethicillinLResistantL₄ransmissionLinLaLvhanaianLqurnL₈nitiL₄heLxmportanceLofLpctiveL₁urveillanceLinL
ResourceYLimitedL₁ettingsZLFrontierseineMicrobiologyXL2017XLgXL_h]e 5.7 8

74 ₁napshotLfecalLsurveyLofLdomesticLanimalsLinLruralLvhanaLforLMycobacteriumLulceransZLPeerJXL2016XL
cXLea]ed 3.1 8

73 MiningLtheLMethylomeLRevealsLtxtensiveLsiversityLinL₁taphylococcusLepidermidisLRestrictionL
ModificationZLMBioXL2019XL_]XL 7.8 8

72 qurkholderiaLlataLxnfectionsLfromLxntrinsicallyLrontaminatedLrhlorhexidineLMouthwashXLpustraliaXL
a]_eZLEmergingeInfectiouseDiseasesXL2018XLacXLa_]hYa___ 10.2 8

71 öroteomicLcharacterizationLofLaLnaturalLhostYpathogenLinteractioniLrepertoireLofLinLvivoLexpressedL
bacterialLandLhostLsurfaceYassociatedLproteinsZLJournaleofeProteomeeResearchXL2015XL_cXL_a]Yba 5.6 7

70 éakYpssociatedLNegativicuteLtquippedLwithLpncestralLpromaticLöolyketideL₁ynthaseLöroducesL
pntimycobacterialLsendrubinsZLChemistryeueAeEuropeaneJournalXL2020XLaeXL_b_cfY_b_d_ 4.8 7

69 uunctionalLgenomicsLofL₁taphylococcusLaureusZLBriefingseineFunctionaleGenomicsXL2013XL_aXLb]dY_d 4.9 7

68 xntracellularL₁taphylococcusLaureusLandLhostLcellLdeathLpathwaysZLCellulareMicrobiologyXL2021XLabXLe_bb_f3.9 7

67 ΦaccineY₁pecificLxmmuneLResponsesLagainstLMycobacteriumLulceransLxnfectionLinLaLLowYsoseL
MurineLrhallengeLModelZLInfectioneandeImmunityXL2020XLggXL 3.7 6

66 ₄heLuirstLxsolationLandLαholeLvenomeL₁equencingLofLMurrayLΦalleyLtncephalitisLΦirusLfromL
rerebrospinalLuluidLofLaLöatientLwithLtncephalitisZLVirusesXL2018XL_]XL 6.2 6

65 zeyLparametersLforLgenomicsYbasedLrealYtimeLdetectionLandLtrackingLofLmultidrugYresistantL
bacteriaiLaLsystematicLanalysisZZLLanceteMicrobeteTheXL2021XLaXLedfdYedgb 22.2 6

64 ₈nderstandingLtheLtransmissionLofLMycobacteriumLulceransiLpLstepLtowardsLcontrollingLquruliL
ulcerZLPLoSeNeglectedeTropicaleDiseasesXL2021XL_dXLe]]]hefg 4.8 6

63 qacterialLendosymbiontsLprotectLbeneficialLsoilLfungusLfromLnematodeLattackZLProceedingseofethee
NationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL2021XL__gXL 11.5 6
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62 venomewideLörofilingLofLtheLtnterococcusLfaecalisL₄ranscriptionalLResponseLtoL₄eixobactinL
RevealsLrroR₁LasLanLtssentialLRegulatorLofLpntimicrobialL₄oleranceZLMSphereXL2019XLcXL 5 5

61 MetabolomicLprofilesLdelineateLmycolactoneLsignatureLinLquruliLulcerLdiseaseZLScientificeReportsXL
2015XLdXL_fehb 4.9 5

60 xnLΦivoLxmagingLofLqioluminescentLiLpL₄oolLtoLRefineLtheLMurineLquruliL₈lcerL₄ailLModelZLAmericane
JournaleofeTropicaleMedicineeandeHygieneXL2019XL_]_XL_b_aY_ba_ 3.2 5

59 xuNY˛‡LandLxLYdLwholeLbloodLresponseLdirectedLagainstLmycolactoneLpolyketideLsynthaseLdomainsLinL
patientsLwithLinfectionZLPeerJXL2018XLeXLedahc 3.1 5

58 wighLantibodyLtitresLinducedLbyLproteinLsubunitLvaccinesLusingLantigensLwsp_gLandLM₈L_bfa]LwithL
aL₄LRYaLagonistLfailLtoLprotectLagainstLquruliLulcerLinLmiceZLPeerJXL2020XLgXLehedh 3.1 5

57 öopulationLgenomicsLprovidesLinsightsLintoLtheLevolutionLandLadaptationLtoLhumansLofLtheL
waterborneLpathogenLMycobacteriumLkansasiiZLNatureeCommunicationsXL2021XL_aXLach_ 17.4 5

56 uromLcloningLtoLmutantLinLdLdaysiLrapidLallelicLexchangeLinZLAccesseMicrobiologyXL2021XLbXL]]]_hb 1 5

55 pustralianLtnterococcalL₁epsisLéutcomeLörogrammeLannualLreportXLa]_bZLCommunicableeDiseasese
IntelligenceXL2014XLbgXLtba]Ye 5

54
NeutrophilsLplayLanLongoingLroleLinLpreventingLbacterialLpneumoniaLbyLblockingLtheLdisseminationL
ofL₁taphylococcusLaureusLfromLtheLupperLtoLtheLlowerLairwaysZLImmunologyeandeCelleBiologyXL2020XL
hgXLdffYdhc

5 4

53 LeprosyLinLredLsquirrelsZLScienceXL2016XLbdcXLf]aYf]b 33.3 4

52 pL₁upervisedL₁tatisticalLLearningLppproachLforLpccurateLLegionellaLpneumophilaL₁ourceL
pttributionLduringLéutbreaksZLAppliedeandeEnvironmentaleMicrobiologyXL2017XLgbXL 4.8 4

51 rhangesLinLproteinLabundanceLareLobservedLinLbacterialLisolatesLfromLaLnaturalLhostZLFrontierseine
CellulareandeInfectioneMicrobiologyXL2015XLdXLf_ 5.9 4

50 ΦalidationLofLaLsingleYstepXLsingleYtubeLreverseLtranscriptionYloopYmediatedLisothermalL
amplificationLassayLforLrapidLdetectionLofL₁pR₁YroΦYaLRNp 4

49 xdentificationLandLMobilizationLofLaLrrypticLpntibioticLqiosynthesisLveneLLocusLfromLaL
wumanYöathogenicLxsolateZLACSeChemicaleBiologyXL2020XL_dXL__e_Y__eg 4.9 4

48 xntroductionLofLMycobacteriumLulceransLdiseaseLinLtheLqankimLwealthLsistrictLofLrameroonLfollowsL
dammingLofLtheLMapˆ'LRiverZLPLoSeNeglectedeTropicaleDiseasesXL2020XL_cXLe]]]gd]_ 4.8 4

47 ₈seLofLemergingLtestingLtechnologiesLandLapproachesLforL₁pR₁YroΦYaiLreviewLofLliteratureLandL
globalLexperienceLinLanLpustralianLcontextZLPathologyXL2021XLdbXLeghYehh 1.6 4

46
ronsiderationsLforLtheLpnalysisLofLqacterialLMembraneLΦesiclesiLMethodsLofLΦesicleLöroductionLandL
QuantificationLranLxnfluenceLqiologicalLandLtxperimentalLéutcomesZZLMicrobiologyeSpectrumXL2021XL
hXLe]_afba_

8.9 4

45 romparativeL₄ranscriptomicLandLuunctionalLpssessmentsLofLLinezolidYResponsiveL₁mallLRNpLvenesL
inL₁taphylococcusLaureusZLMSystemsXL2020XLdXL 7.6 3

(2020-2019)
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44
venomicLinvestigationLofL₁taphylococcusLaureusLrecoveredLfromLvambianLwomenLandLnewbornsL
followingLanLoralLdoseLofLintraYpartumLazithromycinZLJournaleofeAntimicrobialeChemotherapyXL2019XL
fcXLb_f]Yb_fg

5.1 3

43 rompleteLmicrobialLgenomesLforLpublicLhealthLinLpustraliaLandLtheL₁outhwestLöacificZLMicrobiale
GenomicsXL2020XLeXL 4.4 3

42 xncreasingLtoleranceLofLhospitaltnterococcusLfaeciumtoLhandYwashLalcohols 3

41 ₁ymbiosisXLvirulenceLandLnaturalYproductLbiosynthesisLinLentomopathogenicLbacteriaLareLregulatedL
byLaLsmallLRNpZLNatureeMicrobiologyXL2020XLdXL_cg_Y_cgh 26.6 3

40 pustralianLtnterococcalL₁epsisLéutcomeLörogammeXLa]__ZLCommunicableeDiseaseseIntelligenceXL
2014XLbgXLtacfYda 3

39 qiosynthesisLandLttherYqridgeLuormationLinLNargenicinLMacrolidesZLAngewandteeChemieXL2019XL_b_XLc]beYc]c_3.6 2

38 inducesLcellYsurfaceLexpressionLofLimmuneLstimulatoryLNzvasLligandsLonLhumanLmonocytesZL
JournaleofeBiologicaleChemistryXL2020XLahdXL__g]bY__ga_ 5.4 2

37 éptimisingLgenomicLapproachesLforLidentifyingLvancomycinYresistantLtnterococcusLfaeciumL
transmissionLinLhealthcareLsettingsZZLNatureeCommunicationsXL2022XL_bXLd]h 17.4 2

36 öopulationLvenomicsLandLMolecularLtpidemiologyLofLMycobacteriumLulceransL2019XL_]fY__d 2

35 ₁ecretedL₄pLLeffectorsLprotectLsymbioticLbacteriaLfromLentrapmentLwithinLfungalLhyphae 2

34 romprehensiveLantibioticYlinkedLmutationLassessmentLbyLResistanceLMutationL₁equencingLTRMYseqU 2

33 ₄heLchangingLlandscapeLofLΦRtfmLinLΦictoriaXLpustraliaiLaL₁tateYwideLgenomicLsnapshot 2

32 vlobalLanalysisLofLadenylateYformingLenzymesLrevealsL˛†YlactoneLbiosynthesisLpathwayLinLpathogenicNocardia 2

31 ₁ystematicLreviewLofLMZLqovisLqrvLandLotherLcandidateLvaccinesLforLquruliLulcerLprophylaxisZL
VaccineXL2021XLbhXLfabgYfada 4.1 2

30 LowLincidenceLofLrecurrentLquruliLulcersLinLtreatedLpustralianLpatientsLlivingLinLanLendemicLregionZL
PLoSeNeglectedeTropicaleDiseasesXL2018XL_aXLe]]]efac 4.8 2

29 ₄heLMycolactonesiLqiologicallyLpctiveLöolyketidesLöroducedLbyLMycobacteriumLulceransLandL
RelatedLpquaticLMycobacteriabefYbff 1

28 MycobacterialLöathogenomicsLandLtvolutionafYcf 1

27 saptomycinLResistanceLéccursLöredominantlyLinLY₄ypeLΦancomycinYResistantLinLpustralasiaLandLxsL
pssociatedLαithLweterogeneousLandLNovelLMutationsZLFrontierseineMicrobiologyXL2021XL_aXLfchhbd 5.7 1
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26 ₄heL˛ƒq₄_LlargeLserineLrecombinaseLcatalyzesLsNpLintegrationLatLpseudoYLsitesLinLtheLgenusZLPeerJXL
2018XLeXLecfgc 3.1 1

25 wighLantibodyLtitresLinducedLbyLproteinLsubunitLvaccinesLagainstLquruliLulcerLusingLMycobacteriumL
ulceransLantigensLwsp_gLandLM₈L_bfa] 1

24 quruliLulcersLinLaL₁panishLaidLworkerLafterLaLstayLinLöeruZLInternationaleJournaleofeInfectiouseDiseasesXL
2019XLfgXLhhY_]a 10.5 1

23 ₁ignificantLΦariabilityLexistsLinLtheL₄oxicityLofLvlobalLMethicillinYresistantL₁taphylococcusLaureusLLineages 1

22
ReducingLmosquitoYborneLdiseaseLtransmissionLtoLhumansiLpLsystematicLreviewLofLclusterL
randomisedLcontrolledLstudiesLthatLassessLinterventionsLotherLthanLnonYtargetedLinsecticideZLPLoSe
NeglectedeTropicaleDiseasesXL2021XL_dXLe]]]he]_

4.8 1

21 MultiYémicLpnalysisLofL₁ymbioticLqacteriaLpssociatedLαithLqreedingL₁itesZLFrontierseineMicrobiologyXL
2021XL_aXLf]bf__ 5.7 1

20
pccessibleLölatformLforLwighY₄hroughputLréΦxsY_hLMolecularLsiagnosticsLandLvenomeL₁equencingL
₈singLaLRepurposedLbsLörinterLforLRNpLtxtractionZLACSeBiomaterialseScienceeandeEngineeringXL2021XL
fXLceehYcefe

5.5 1

19 ₄uberculosisLinLpustraliaSsLtropicalLnorthiLaLpopulationYbasedLgenomicLepidemiologicalLstudyZLThee
LanceteRegionaleHealtheueWesternePacificXL2021XL_dXL_]]aah 5 1

18 ₁ignificantLvariabilityLexistsLinLtheLcytotoxicityLofLglobalLmethicillinYresistantLlineagesZZLMicrobiologye
oUnitedeKingdompXL2021XL_efXL 2.9 1

17 LongYreadLRNpLsequencingLidentifiesLpolyadenylationLelongationLandLdifferentialLtranscriptLusageL
ofLhostLtranscriptsLduringL₁pR₁YroΦYaLinLvitroLinfection 1

16 xnhibitionLofLtheLmasterLregulatorLofLListeriaLmonocytogenesLvirulenceLenablesLbacterialLclearanceL
fromLspaciousLreplicationLvacuolesLinLinfectedLmacrophagesZZLPLoSePathogensXL2022XL_gXLe_]_]_ee 7.6 0

15 LowYrostXLépenY₁ourceLseviceLforLwighYöerformanceLuluorescenceLsetectionLofLxsothermalLNucleicL
pcidLpmplificationLReactionsZLACSeBiomaterialseScienceeandeEngineeringXL2021XLfXLchgaYchh] 5.5 0

14 LongYReadLRNpL₁equencingLxdentifiesLöolyadenylationLtlongationLandLsifferentialL₄ranscriptL
₈sageLofLwostL₄ranscriptsLsuringL₁pR₁YroΦYaLxnfectionZZLFrontierseineImmunologyXL2022XL_bXLgbaaab 8.4 0

13 LabYinYaYvaniLRapidL₁pR₁YroΦYaLtestingLresponseLwithLaLmobileLlaboratoryZZLEBioMedicineXL2022XLfhXL_]bhgb8.8 0

12 setectionLofLrhimericLrellulariLwxΦLmRNpsLveneratedL₄hroughLpberrantL₁plicingLinLwxΦY_LLatentlyL
xnfectedLRestingLrscWL₄LrellsZZLFrontierseineCellulareandeInfectioneMicrobiologyXL2022XL_aXLgddah] 5.9 0

11 pntimicrobialLtoleranceLandLitsLroleLinLtheLdevelopmentLofLresistanceiLLessonsLfromLenterococciZL
AdvanceseineMicrobialePhysiologyXL2022XL 4.4 0

10 rommentLoniLqenchmarkingLofLmethodsLforLidentificationLofLantimicrobialLresistanceLgenesLinL
bacterialLwholeLgenomeLdataZLJournaleofeAntimicrobialeChemotherapyXL2017XLfaXLebdYebe 5.1

9 MiningL₁ymbiontsLofLaL₁piderY₄ransmittedLuungusLxlluminatesL₈nchartedLqiosyntheticLöathwaysLtoL
rytotoxicLqenzolactonesZLAngewandteeChemieXL2020XL_baXLfgc]Yfgcd 3.6
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8 pLglimpseLintoLtheLpastLandLpredictionsLforLtheLfutureiLtheLmolecularLevolutionLofLtheLtuberculosisL
agentZLMoleculareMicrobiologyXL2014XLhcXLfcaYfca 4.1

7 ReplyLtoLNxnternetYbasedLsolutionsLforLanalysisLofLnextYgenerationLsequenceLdataNZLJournaleofe
ClinicaleMicrobiologyXL2013XLd_XLb_eb 9.7

6 ₄heLMycobacteriaiLaLöostgenomicLΦiewchYgh

5 xnLvitroLactivityLofL₁öRf_hLagainstLMycobacteriumLulceransXLMycobacteriumLmarinumLandL
MycobacteriumLchimaeraZLPLoSeNeglectedeTropicaleDiseasesXL2021XL_dXLe]]]hebe 4.8

4 öredictingLnitroimidazoleLantibioticLresistanceLmutationsLinLMycobacteriumLtuberculosisLwithL
proteinLengineeringL2020XL_eXLe_]]gagf

3 öredictingLnitroimidazoleLantibioticLresistanceLmutationsLinLMycobacteriumLtuberculosisLwithL
proteinLengineeringL2020XL_eXLe_]]gagf

2 öredictingLnitroimidazoleLantibioticLresistanceLmutationsLinLMycobacteriumLtuberculosisLwithL
proteinLengineeringL2020XL_eXLe_]]gagf

1 öredictingLnitroimidazoleLantibioticLresistanceLmutationsLinLMycobacteriumLtuberculosisLwithL
proteinLengineeringL2020XL_eXLe_]]gagf
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