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Phaeoacremonium aleophilum Using a gfp Marked Strain and Cutting Systems. PLoS ONE, 2015, 10,
e0126851.
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72 Metabolic potential of endophytic bacteria. Current Opinion in Biotechnology, 2014, 27, 30-37. 3.3 496



6

Angela Sessitsch

# Article IF Citations

73
The endophyte Enterobacter sp. FD17: a maize growth enhancer selected based on rigorous testing of
plant beneficial traits and colonization characteristics. Biology and Fertility of Soils, 2014, 50,
249-262.
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86 Seasonal variation in functional properties of microbial communities in beech forest soil. Soil
Biology and Biochemistry, 2013, 60, 95-104. 4.2 131

87 Bacterially Induced Weathering of Ultramafic Rock and Its Implications for Phytoextraction. Applied
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