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The molecular chaperone TRAP1 in cancer: From the basics of biology to pharmacological targeting.
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SARS-CoV-2 Spike Protein Mutations and Escape from Antibodies: A Computational Model of Epitope

Loss in Variants of Concern. Journal of Chemical Information and Modeling, 2021, 61, 4687-4700. 54 26
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The Answer Lies in the Energy: How Simple Atomistic Molecular Dynamics Simulations May Hold the
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