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193 yγwTYctstructureVtrjITVsellIReceptorITRIParatopeIandIPeptideYγajorIxistocompatibilityIpγxI
sontactISitesIandIupitopeWIMethodsgingMoleculargBiologyUI2022UIeccVegZ 1.4 0

192 yγwT´fiIymmunoinformaticsIToolsIforIStandardizedIVVtOγqyδIqnalysisWIMethodsgingMolecularg
BiologyUI2022UIdggVeca 1.4

191 ProfilingItheITIsellIReceptorIqlphaYteltaIβocusIinISalmonidsWIFrontiersgingImmunologyUI2021UIabUIgecifZ 8.4 1

190 TheITIsellIReceptorIQTRrRIβocusIinIjIvromISequenceItoIStructureIofItheIqlphaYretaIxeterodimerIinI
theIxumanYtolphinIsomparisonWIGenesUI2021UIabUI 4.2 2

189 wenomicIanalysisIofIaIsecondIrainbowItroutIlineIQqrleeRIleadsItoIanIextendedIdescriptionIofItheIywxI
VtzIgeneIrepertoireWIDevelopmentalgandgComparativegImmunologyUI2021UIaahUIaZciih 3.2 4

188 riologicalIcontrolsIforIstandardizationIandIinterpretationIofIadaptiveIimmuneIreceptorIrepertoireI
profilingWIELifeUI2021UIaZUI 8.9 3

187 xigherVorderIconnectionsIbetweenIstereotypedIsubsetsjIimplicationsIforIimprovedIpatientI
classificationIinIsββWIBloodUI2021UIacgUIacfeVacgf 2.2 26

186 yγwT´fiIriocurationIandIsomparativeIStudyIofItheITIsellIReceptorIretaIβocusIofIVeterinaryISpeciesI
rasedIonITRrWIFrontiersgingImmunologyUI2020UIaaUIhba 8.4 10

185 uvolutionIofItheITVsellIReceptorIQTRRIβociIinItheIqdaptiveIymmuneIResponsejITheITaleIofItheITRwI
βocusIinIγammalsWIGenesUI2020UIaaUI 4.2 20

184 qntimalarialIantibodyIrepertoireIdefinedIbyIplasmaIywIproteomicsIandIsingleIrIcellIywIsequencingWI
JCIgInsightUI2020UIeUI 9.9 3

183 yγwTIriocurationIandIsomparativeIqnalysisIofIandITRqYTRtIβociWIGenesUI2020UIabUI 4.2 5

182 TopologyIandIexpressedIrepertoireIofItheIvelisIcatusITIcellIreceptorIlociWIBMCgGenomicsUI2020UIbaUIbZ 4.5 9

181 ymmunoglobulinsIorIqntibodiesjIyγwTIrridgingIwenesUIStructuresIandIvunctionsWIBiomedicinesUI2020
UIhUI 4.8 18

180 yγwTIandIcZIYearsIofIymmunoinformaticsIynsightIinIqntibodyIVIandIsItomainIStructureIandI
vunctionWIAntibodiesUI2019UIhUI 7 12

179 ynferredIqllelicIVariantsIofIymmunoglobulinIReceptorIwenesjIqISystemIforITheirIuvaluationUI
tocumentationUIandIδamingWIFrontiersgingImmunologyUI2019UIaZUIdce 8.4 37

178 TheITIcellIreceptorIQTRqRIlocusIinItheIrabbitIQOryctolagusIcuniculusRjIwenomicIfeaturesIandI
consequencesIforIinvariantITIcellsWIEuropeangJournalgofgImmunologyUI2019UIdiUIbadfVbaeh 6.1 6

177 StandardizedIyγwT´fiIδomenclatureIofISalmonidaeIywxIwenesUItheIParadigmIofIqtlanticISalmonIandI
RainbowITroutjIvromIwenomicsItoIRepertoiresWIFrontiersgingImmunologyUI2019UIaZUIbeda 8.4 15
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176 tiseaseVbiasedIandIsharedIcharacteristicsIofItheIimmunoglobulinIgeneIrepertoiresIinImarginalIzoneI
rIcellIlymphoproliferationsWIJournalgofgPathologyUI2019UIbdgUIdafVdba 9.4 14

175 ymmunogeneticIfactorsIdrivingIformationIofIultralongIVxIstRcIinIrosItaurusIantibodiesWICellularg
andgMoleculargImmunologyUI2019UIafUIecVfd 15.4 27

174 somprehensiveIannotationIandIevolutionaryIinsightsIintoItheIcanineIQsanisIlupusIfamiliarisRIantigenI
receptorIlociWIImmunogeneticsUI2018UIgZUIbbcVbcf 3.2 12

173 δoIimprovementIinIlongVtermIsurvivalIoverItimeIforIchronicIlymphocyticIleukemiaIpatientsIinI
stereotypedIsubsetsILaIandILbItreatedIwithIchemoQimmunoRtherapyWIHaematologicaUI2018UIaZcUIeaehVeafa6.6 14

172
souplingIofISingleIγoleculeUIβongIReadISequencingIwithIyγwTYxighVVQUuSTIqnalysisIuxpeditesI
ydentificationIofISyVIgpadZVSpecificIqntibodiesIfromIscvvIPhageItisplayIβibrariesWIFrontiersging
ImmunologyUI2018UIiUIcbi

8.4 10

171 UseIofIyγwTItatabasesIandIToolsIforIqntibodyIungineeringIandIxumanizationWIMethodsging
MoleculargBiologyUI2018UIahbgUIceVfi 1.4 7

170 xighVThroughputIymmunogeneticsIforIslinicalIandIResearchIqpplicationsIinIymmunohematologyjI
PotentialIandIshallengesWIJournalgofgImmunologyUI2017UIaihUIcgfeVcggd 5.3 46

169 shronicIβymphocyticIβeukemiaIwithIγutatedIywxVdVcdIReceptorsjISharedIandItistinctI
ymmunogeneticIveaturesIandIslinicalIOutcomesWIClinicalgCancergResearchUI2017UIbcUIebibVecZa 12.9 20

168 xumanIymmunoglobulinIxeavyIwammaIshainIPolymorphismsjIγolecularIsonfirmationIOfI
ProteomicIqssessmentWIMoleculargandgCellulargProteomicsUI2017UIafUIhbdVhci 7.6 8

167 qdaptiveIymmuneIReceptorIRepertoireIsommunityIrecommendationsIforIsharingI
immuneVrepertoireIsequencingIdataWINaturegImmunologyUI2017UIahUIabgdVabgh 19.1 95

166 ywIandITRIsingleIchainIfragmentIvariableIQscvvRIsequenceIanalysisjIaInewIadvancedIfunctionalityIofI
yγwTYVVQUuSTIandIyγwTYxighVVQUuSTWIBMCgImmunologyUI2017UIahUIce 3.7 15

165 δovelIStructuralIParametersIofIygVqgIsomplexesIYieldIaIQuantitativeItescriptionIofIynteractionI
SpecificityIandIrindingIqffinityWIFrontiersgingImmunologyUI2017UIhUIcd 8.4 16

164 ReproducibilityIandIReuseIofIqdaptiveIymmuneIReceptorIRepertoireItataWIFrontiersgingImmunologyUI
2017UIhUIadah 8.4 63

163
PacificIriosciencesISequencingIandIyγwTYxighVVQUuSTIqnalysisIofIvullVβengthISingleIshainI
vragmentIVariableIfromIanISelectedIPhageVtisplayIsombinatorialIβibraryWIFrontiersgingImmunologyUI
2017UIhUIagif

8.4 15

162 synomolgusImacaqueIQγacacaIfascicularisRIimmunoglobulinIheavyIchainIlocusIdescriptionWI
ImmunogeneticsUI2016UIfhUIdagVdbh 3.2 7

161
wenomicIandIexpressionIanalysesIofITursiopsItruncatusITIcellIreceptorIgammaIQTRwRIandI
alphaYdeltaIQTRqYTRtRIlociIrevealIaIsimilarIbasicIpublicI˛‡˛·IrepertoireIinIdolphinIandIhumanWIBMCg
GenomicsUI2016UIagUIfcd

4.5 14

160 yγwTYStatslonotypeIforIPairwiseIuvaluationIandIVisualizationIofIδwSIywIandITRIyγwTIslonotypeI
QqqRItiversityIorIuxpressionIfromIyγwTYxighVVQUuSTWIFrontiersgingImmunologyUI2016UIgUIcci 8.4 28

159
RestrictingInonclassicalIγxsIgenesIcoevolveIwithITRqVIgenesIusedIbyIinnateVlikeITIcellsIinI
mammalsWIProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaUI2016UI
aacUIubihcVib

11.5 45
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158 sombinedIy®ZvaIandIywImarkersIasInewItoolsIforIdiagnosisIandIminimalIresidualIdiseaseI
assessmentIinITunisianIrVqββWIBulletingDugCancerUI2016UIaZcUIhbbVhbh 2.4 1

157 yγwT´fiUItheIinternationalIymγunoweneTicsIinformationIsystem´fiIbeIyearsIonWINucleicgAcidsg
ResearchUI2015UIdcUItdacVbb 20.1 316

156 yγwT´fiIymmunoglobulinIRepertoireIqnalysisIandIqntibodyIxumanizationI2015UIdhaVead 2

155 ymmunoglobulinIheavyIvariableIQywxVRIgenesIandIallelesjInewIentitiesUInewInamesIandIimplicationsI
forIresearchIandIprognosticationIinIchronicIlymphocyticIleukaemiaWIImmunogeneticsUI2015UIfgUIfaVf 3.2 19

154 δotIallIywxVcVbaIchronicIlymphocyticIleukemiasIareIequaljIprognosticIconsiderationsWIBloodUI2015UI
abeUIhefVi 2.2 55

153 SheepIQOvisIariesRITIcellIreceptorIalphaIQTRqRIandIdeltaIQTRtRIgenesIandIgenomicIorganizationIofI
theITRqYTRtIlocusWIBMCgGenomicsUI2015UIafUIgZi 4.5 19

152
yγwTYxighVVQUuSTIStatisticalISignificanceIofIyγwTIslonotypeIQqqRItiversityIperIweneIforI
StandardizedIsomparisonsIofIδextIwenerationISequencingIymmunoprofilesIofIymmunoglobulinsI
andITIsellIReceptorsWIPLoSgONEUI2015UIaZUIeZadbcec

3.7 29

151 qIbroadIrangeIofImutationsIinIxyVVaIneutralizingIhumanImonoclonalIantibodiesIspecificIforIVbUIVcUI
andItheIstdIbindingIsiteWIMoleculargImmunologyUI2015UIffUIcfdVgd 4.3 21

150 qntibodyIVIandIsIdomainIsequenceUIstructureUIandIinteractionIanalysisIwithIspecialIreferenceItoI
yγwT´fiWIMethodsgingMoleculargBiologyUI2014UIaacaUIccgVha 1.4 17

149 sharacterizationIofIaInewIVIgeneIreplacementIinItheIabsenceIofIactivationVinducedIcytidineI
deaminaseIandIitsIcontributionItoIhumanIrVcellIreceptorIdiversityWIImmunologyUI2014UIadaUIbfhVge 7.8 5

148 slinicalIeffectIofIstereotypedIrVcellIreceptorIimmunoglobulinsIinIchronicIlymphocyticIleukaemiajIaI
retrospectiveImulticentreIstudyWILancetgHaematologyutheUI2014UIaUIegdVhd 14.6 76

147 xowItoIUseIyγwT´fiIforITherapeuticIqntibodyIungineeringI2014UIbbiVbfd

146 qntibodyIinformaticsIforIdrugIdiscoveryWIBiochimicagEtgBiophysicagActagvgProteinsgandgProteomicsUI
2014UIahddUIbZZbVbZae 4 43

145 sharacteristicsIofItheIsomaticIhypermutationIinItheIsamelusIdromedariusITIcellIreceptorIgammaI
QTRwRIandIdeltaIQTRtRIvariableIdomainsWIDevelopmentalgandgComparativegImmunologyUI2014UIdfUIcZZVac 3.2 28

144 qntibodyIynformaticsjIyγwTUItheIynternationalIymγunoweneTicsIynformationISystemWIMicrobiologyg
SpectrumUI2014UIbUI 8.9 13

143 ymmunoglobulinsjIbeIyearsIofIimmunoinformaticsIandIyγwTVOδTOβOwYWIBiomoleculesUI2014UIdUIaaZbVci5.9 19

142 ymmunoglobulinIandITIsellIReceptorIwenesjIyγwTQ´fiRIandItheIrirthIandIRiseIofIymmunoinformaticsWI
FrontiersgingImmunologyUI2014UIeUIbb 8.4 119

141 ymmunoinformaticsIofItheIVUIsUIandIwIdomainsjIyγwT´fiIdefinitiveIsystemIforIywUITRIandIygSvUIγxUI
andIγhSvWIMethodsgingMoleculargBiologyUI2014UIaahdUIeiVaZg 1.4 13

Marie-Paule Lefranc

4



140 yγwTYxighVIQUuSTIparadigmIforITIcellIreceptorIyγwTIclonotypeIdiversityIandInextIgenerationI
repertoireIimmunoprofilingWINaturegCommunicationsUI2013UIdUIbccc 17.4 151

139 TeleostIfishImountIcomplexIclonalIygγIandIygTIresponsesIinIspleenIuponIsystemicIviralIinfectionWI
PLoSgPathogensUI2013UIiUIeaZZcZih 7.6 120

138 TheIpastUIpresentUIandIfutureIofIimmuneIrepertoireIbiologyIVItheIriseIofInextVgenerationIrepertoireI
analysisWIFrontiersgingImmunologyUI2013UIdUIdac 8.4 116

137 uvolutionIofItheIporcineIQSusIscrofaIdomesticaRIimmunoglobulinIkappaIlocusIthroughIgermlineI
geneIconversionWIImmunogeneticsUI2012UIfdUIcZcVaa 3.2 28

136 StereotypedIrVcellIreceptorsIinIoneVthirdIofIchronicIlymphocyticIleukemiajIaImolecularI
classificationIwithIimplicationsIforItargetedItherapiesWIBloodUI2012UIaaiUIddfgVge 2.2 289

135
yγwTQ´fiRItoolsIforItheInucleotideIanalysisIofIimmunoglobulinIQywRIandITIcellIreceptorIQTRRIVVQtRVzI
repertoiresUIpolymorphismsUIandIywImutationsjIyγwTYVVQUuSTIandIyγwTYxighVVQUuSTIforIδwSWI
MethodsgingMoleculargBiologyUI2012UIhhbUIefiVfZd

1.4 317

134 yγwTYtomainwapqlignjItheIyγwT´fiItoolIforItheIanalysisIofIywUITRUIγxUIygSvUIandIγhSvIdomainI
aminoIacidIpolymorphismWIMethodsgingMoleculargBiologyUI2012UIhhbUIfZeVcc 1.4 20

133 xumanIwmUI®mUIandIqmIallotypesIandItheirImolecularIcharacterizationjIaIremarkableI
demonstrationIofIpolymorphismWIMethodsgingMoleculargBiologyUI2012UIhhbUIfceVhZ 1.4 87

132 UseIofIyγwTQ´fiRIdatabasesIandItoolsIforIantibodyIengineeringIandIhumanizationWIMethodsging
MoleculargBiologyUI2012UIiZgUIcVcg 1.4 29

131 tiversityUImolecularIcharacterizationIandIexpressionIofITIcellIreceptorI˛‡IinIaIteleostIfishUItheIseaI
bassIQticentrarchusIlabraxUIβRWIPLoSgONEUI2012UIgUIedgieg 3.7 34

130 yγwTVOδTOβOwYIbZabWIFrontiersgingGeneticsUI2012UIcUIgi 4.5 32

129 OrganizationUIcomplexityIandIallelicIdiversityIofItheIporcineIQSusIscrofaIdomesticaRIimmunoglobulinI
lambdaIlocusWIImmunogeneticsUI2012UIfdUIciiVdZg 3.2 28

128 sytomegalovirusVspecificIsthTITIcellsItargetingIdifferentIpeptideYxβqIcombinationsIdemonstrateI
varyingITVcellIreceptorIdiversityWIImmunologyUI2012UIaceUIbgVci 7.8 7

127 γassIspectrometryIdetectionIofIwcmIandIywxwcIallelesIandIfollowVupIofIdifferentialImotherIandI
neonateIygwcWIPLoSgONEUI2012UIgUIedfZig 3.7 22

126
vromIyγwTVOδTOβOwYIytuδTyvysqTyOδIaxiomItoIyγwTIstandardizedIkeywordsjIforI
immunoglobulinsIQywRUITIcellIreceptorsIQTRRUIandIconventionalIgenesWIColdgSpringgHarborgProtocolsUI
2011UIbZaaUIfZdVac

1.2 28

125 vromIyγwTVOδTOβOwYItuSsRyPTyOδIaxiomItoIyγwTIstandardizedIlabelsjIforIimmunoglobulinIQywRI
andITIcellIreceptorIQTRRIsequencesIandIstructuresWIColdgSpringgHarborgProtocolsUI2011UIbZaaUIfadVbf 1.2 28

124 yγwTYjunctionanalysisjIyγwTIstandardizedIanalysisIofItheIVVzIandIVVtVzIjunctionsIofItheIrearrangedI
immunoglobulinsIQywRIandITIcellIreceptorsIQTRRWIColdgSpringgHarborgProtocolsUI2011UIbZaaUIgafVbe 1.2 79

123 yγwTUItheIynternationalIymγunoweneTicsIynformationISystemWIColdgSpringgHarborgProtocolsUI2011UI
bZaaUIeieVfZc 1.2 95

(2011-2013)
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122
uxpressionIandIgenomicIanalysesIofIsamelusIdromedariusITIcellIreceptorIdeltaIQTRtRIgenesIrevealI
aIvariableIdomainIrepertoireIenlargementIdueItoIstRcIdiversificationIandIsomaticImutationWI
MoleculargImmunologyUI2011UIdhUIachdVif

4.3 20

121 yγwTIsollierIdeIPerlesIforItheIvariableIQVRUIconstantIQsRUIandIgrooveIQwRIdomainsIofIywUITRUIγxUIygSvUI
andIγhSvWIColdgSpringgHarborgProtocolsUI2011UIbZaaUIfdcVea 1.2 49

120 yγwTYVVQUuSTjIyγwTIstandardizedIanalysisIofItheIimmunoglobulinIQywRIandITIcellIreceptorIQTRRI
nucleotideIsequencesWIColdgSpringgHarborgProtocolsUI2011UIbZaaUIfieVgae 1.2 212

119 yγwTYsollierIdeIPerlesjIyγwTIstandardizedIrepresentationIofIdomainsIQywUITRUIandIygSvIvariableIandI
constantIdomainsUIγxIandIγhSvIgrooveIdomainsRWIColdgSpringgHarborgProtocolsUI2011UIbZaaUIgbfVcf 1.2 46

118 yγwTYtomainwapqlignjIyγwTIstandardizedIanalysisIofIaminoIacidIsequencesIofIvariableUIconstantUI
andIgrooveIdomainsIQywUITRUIγxUIygSvUIγhSvRWIColdgSpringgHarborgProtocolsUI2011UIbZaaUIgcgVdi 1.2 53

117
yγwTYctstructureVtrjIqueryingItheIyγwTIdatabaseIforIctIstructuresIinIimmunologyIandI
immunoinformaticsIQywIorIantibodiesUITRUIγxUIRPyUIandIvPyqRWIColdgSpringgHarborgProtocolsUI2011UI
bZaaUIgeZVfa

1.2 52

116
vromIyγwTVOδTOβOwYIsβqSSyvysqTyOδIqxiomItoIyγwTIstandardizedIgeneIandIalleleI
nomenclaturejIforIimmunoglobulinsIQywRIandITIcellIreceptorsIQTRRWIColdgSpringgHarborgProtocolsUI
2011UIbZaaUIfbgVcb

1.2 37

115 yγwTIuniqueInumberingIforItheIvariableIQVRUIconstantIQsRUIandIgrooveIQwRIdomainsIofIywUITRUIγxUI
ygSvUIandIγhSvWIColdgSpringgHarborgProtocolsUI2011UIbZaaUIfccVdb 1.2 70

114 qInovelIparadigmIforIcellIandImoleculeIinteractionIontologyjIfromItheIsγγImodelItoI
yγwTVOδTOβOwYWIImmunomegResearchUI2010UIfUIa 15

113 yγwTYctstructureVtrIandIyγwTYtomainwapqlignjIaIdatabaseIandIaItoolIforIimmunoglobulinsIorI
antibodiesUITIcellIreceptorsUIγxsUIygSvIandIγhcSvWINucleicgAcidsgResearchUI2010UIchUItcZaVg 20.1 170

112 ymmunowridjItowardsIagentVbasedIsimulationsIofItheIhumanIimmuneIsystemIatIaInaturalIscaleWI
PhilosophicalgTransactionsgSeriesgAugMathematicalugPhysicalugandgEngineeringgSciencesUI2010UIcfhUIbgiiVhae3 35

111 RestrictedIVIgeneIusageIandIVxYVβIpairingIofImouseIhumoralIresponseIagainstItheIδVterminalI
immunodominantIepitopeIofItheIamyloidI˛†IpeptideWIMoleculargImmunologyUI2010UIdhUIeiVgb 4.3 18

110
vromIyγwTVOδTOβOwYItoIyγwTYβywγotifjItheIyγwTIstandardizedIapproachIforIimmunoglobulinI
andITIcellIreceptorIgeneIidentificationIandIdescriptionIinIlargeIgenomicIsequencesWIBMCg
BioinformaticsUI2010UIaaUIbbc

3.6 23

109 qnnotationIandIclassificationIofItheIbovineITIcellIreceptorIdeltaIgenesWIBMCgGenomicsUI2010UIaaUIaZZ 4.5 29

108 StandardizedISequenceIandIStructureIqnalysisIofIqntibodyIUsingIyγwT´fiI2010UIaaVca 12

107 xumanIimmunoglobulinIallotypesjIpossibleIimplicationsIforIimmunogenicityWIMAbsUI2009UIaUIccbVh 6.6 151

106 yγwTUItheIinternationalIymγunoweneTicsIinformationIsystemWINucleicgAcidsgResearchUI2009UIcgUItaZZfVab20.1 547

105 ysolationIofIaIhumanVlikeIantibodyIfragmentIQscvvRIthatIneutralizesIricinIbiologicalIactivityWIBMCg
BiotechnologyUI2009UIiUIfZ 3.5 69
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104 TheIrgIfamilyIofIimmunoregulatoryIreceptorsjIaIcomparativeIandIevolutionaryIperspectiveWI
MoleculargImmunologyUI2009UIdfUIdegVgb 4.3 81

103 ymmunowridUIanIintegrativeIenvironmentIforIlargeVscaleIsimulationIofItheIimmuneIsystemIforI
vaccineIdiscoveryUIdesignIandIoptimizationWIBriefingsgingBioinformaticsUI2009UIaZUIccZVdZ 13.4 29

102 RecoveringIprobabilitiesIforInucleotideItrimmingIprocessesIforITIcellIreceptorITRqIandITRwIVVzI
junctionsIanalyzedIwithIyγwTItoolsWIBMCgBioinformaticsUI2008UIiUIdZh 3.6 6

101 yγwTVOδTOβOwYUIyγwT´fiItatabasesUIToolsUIandIWebIResourcesIforIymmunoinformaticsI2008UIaVah 5

100 wermlineIhumanizationIofIaInonVhumanIprimateIantibodyIthatIneutralizesItheIanthraxItoxinUIbyIinI
vitroIandIinIsilicoIengineeringWIJournalgofgMoleculargBiologyUI2008UIchdUIadZZVg 6.5 77

99 yγwTV®aleidoscopeUItheIformalIyγwTVOδTOβOwYIparadigmWIBiochimieUI2008UIiZUIegZVhc 4.6 43

98
WxOVyUySIδomenclatureISubcommitteeIforIimmunoglobulinsIandITIcellIreceptorsIreportIqugustI
bZZgUIacthIynternationalIsongressIofIymmunologyUIRioIdeIzaneiroUIrrazilWIDevelopmentalgandg
ComparativegImmunologyUI2008UIcbUIdfaVc

3.2 40

97 yγwTUIaIsystemIandIanIontologyIthatIbridgeIbiologicalIandIcomputationalIspheresIinIbioinformaticsWI
BriefingsgingBioinformaticsUI2008UIiUIbfcVge 13.4 45

96 yγwTYVVQUuSTjItheIhighlyIcustomizedIandIintegratedIsystemIforIywIandITRIstandardizedIVVzIandI
VVtVzIsequenceIanalysisWINucleicgAcidsgResearchUI2008UIcfUIWeZcVh 20.1 815

95
yγwTUItheIynternationalIymγunoweneTicsIynformationISystemIforIymmunoinformaticsIjImethodsIforI
queryingIyγwTIdatabasesUItoolsUIandIwebIresourcesIinItheIcontextIofIimmunoinformaticsWIMolecularg
BiotechnologyUI2008UIdZUIaZaVaa

3 40

94 yγwTIStandardizationIforIγolecularIsharacterizationIofItheITVcellIReceptorYPeptideYγxsI
somplexesI2008UIaiVdi 11

93 ywUITRIandIygSvUIγxsIandIγhcSvjIwhatIdoIweIlearnIfromItheIyγwTIsolliersIdeIPerlesoWIBriefingsging
FunctionalgGenomicsgngProteomicsUI2007UIfUIbecVfd 53

92 StructureVfunctionIrelationshipsIofItheIvariableIdomainsIofImonoclonalIantibodiesIapprovedIforI
cancerItreatmentWICriticalgReviewsgingOncologyxHematologyUI2007UIfdUIbaZVbe 7 53

91 WxOVyUySIδomenclatureISubcommitteeIforIimmunoglobulinsIandITIcellIreceptorsIreportWI
ImmunogeneticsUI2007UIeiUIhiiViZb 3.2 56

90
xighVaffinityUIhumanIantibodyVlikeIantibodyIfragmentIQsingleVchainIvariableIfragmentRIneutralizingI
theIlethalIfactorIQβvRIofIracillusIanthracisIbyIinhibitingIprotectiveIantigenVβvIcomplexIformationWI
AntimicrobialgAgentsgandgChemotherapyUI2007UIeaUIbgehVfd

5.9 90

89 yγwTIsolliersIdeIPerlesjIStandardizedISequenceVStructureIRepresentationsIofItheIygSvIandIγhcSvI
SuperfamilyItomainsWICurrentgBioinformaticsUI2007UIbUIbaVcZ 4.7 37

88 tiversityIinItheIcomplementarityVdeterminingIregionIcIQstRcRIofIantibodiesIfromImiceIwithI
evolvingIantiVthyroidVstimulatingIhormoneIreceptorIantibodyIresponsesWIEndocrinologyUI2007UIadhUIgebVfa4.8 6

87 TheIgenomicIsequenceIofItheIbovineITIcellIreceptorIgammaITRwIlociIandIlocalizationIofItheITRwseI
cassetteWIVeterinarygImmunologygandgImmunopathologyUI2007UIaaeUIcdfVef 2 33
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86 sostimulatoryIreceptorsIinIjawedIvertebratesjIconservedIstbhUIoddIsTβqdIandImultipleIrTβqsWI
DevelopmentalgandgComparativegImmunologyUI2007UIcaUIbeeVga 3.2 64

85
yγwTIsolliersIdeIPerlesIandIygSvIdomainIstandardizationIforITIcellIcostimulatoryIactivatoryIQstbhUI
ysOSRIandIinhibitoryIQsTβqdUIPtstaIandIrTβqRIreceptorsWIDevelopmentalgandgComparativeg
ImmunologyUI2007UIcaUIaZeZVgb

3.2 24

84
yγwTUItheIinternationalIymγunoweneTicsIinformationIsystemIforIymmunoinformaticsWIγethodsIforI
queryingIyγwTIdatabasesUItoolsUIandIWebIresourcesIinItheIcontextIofIimmunoinformaticsWIMethodsg
ingMoleculargBiologyUI2007UIdZiUIaiVdb

1.4 12

83 rovineITIcellIreceptorIgammaIvariableIandIconstantIgenesjIcombinatorialIusageIbyIcirculatingI
gammadeltaITIcellsWIImmunogeneticsUI2006UIehUIachVea 3.2 34

82 yγwTYweneynfojITIcellIreceptorIgammaITRwIandIdeltaITRtIgenesIinIdatabaseIgiveIaccessItoIallITRI
potentialIVQtRzIrecombinationsWIBMCgBioinformaticsUI2006UIgUIbbd 3.6 13

81 yγwTYβywγVtrUItheIyγwTIcomprehensiveIdatabaseIofIimmunoglobulinIandITIcellIreceptorI
nucleotideIsequencesWINucleicgAcidsgResearchUI2006UIcdUItghaVd 20.1 207

80 qIsimpleImethodItoIpredictIproteinVbindingIfromIalignedIsequencesVVapplicationItoIγxsI
superfamilyIandIbetabVmicroglobulinWIBioinformaticsUI2006UIbbUIdecVi 7.2 20

79 shemiluminescentIdetectionIofIclonalIimmunoglobulinIandITIcellIreceptorIgeneIrearrangementsIinI
TunisianIlymphoidImalignanciesUIleukemiasIandIlymphomasWILeukemiagandgLymphomaUI2006UIdgUIaabiVcg1.9 2

78 yγwTIstandardizationIforIstatisticalIanalysesIofITIcellIreceptorIjunctionsjItheITRqVVTRqzIexampleWI
IngSilicogBiologyUI2006UIfUIegcVhh 2 8

77
SelectionIofIaImacaqueIvabIwithIframeworkIregionsIlikeIthoseIinIhumansUIhighIaffinityUIandIabilityI
toIneutralizeItheIprotectiveIantigenIQPqRIofIracillusIanthracisIbyIbindingItoItheIsegmentIofIPqI
betweenIresiduesIfhfIandIfidWIAntimicrobialgAgentsgandgChemotherapyUI2005UIdiUIcdadVbZ

5.9 52

76 yγwTIuniqueInumberingIforIimmunoglobulinIandITIcellIreceptorIconstantIdomainsIandIygI
superfamilyIsVlikeIdomainsWIDevelopmentalgandgComparativegImmunologyUI2005UIbiUIaheVbZc 3.2 187

75 yγwTIuniqueInumberingIforIγxsIgrooveIwVtOγqyδIandIγxsIsuperfamilyIQγhcSvRI
wVβy®uVtOγqyδWIDevelopmentalgandgComparativegImmunologyUI2005UIbiUIiagVch 3.2 80

74 yγwTYwuδuVtrjIaIcomprehensiveIdatabaseIforIhumanIandImouseIimmunoglobulinIandITIcellI
receptorIgenesWINucleicgAcidsgResearchUI2005UIccUItbefVfa 20.1 343

73 yγwTUItheIinternationalIymγunoweneTicsIinformationIsystemWINucleicgAcidsgResearchUI2005UIccUIteicVg 20.1 227

72 yγwTUItheIinternationalIymγunoweneTicsIinformationIsystemjIaIstandardizedIapproachIforI
immunogeneticsIandIimmunoinformaticsWIImmunomegResearchUI2005UIaUIc 43

71 yγwTVshoreographyIforIimmunogeneticsIandIimmunoinformaticsWIIngSilicogBiologyUI2005UIeUIdeVfZ 2 58

70 ymmunogeneticsISequenceIqnnotationjItheIStrategyIofIyγwTIbasedIonIyγwTVOδTOβOwYWIStudiesging
HealthgTechnologygandgInformaticsUI2005UIaafUIcVh 0.5 29

69 TIcellIreceptorYpeptideYγxsImolecularIcharacterizationIandIstandardizedIpγxsIcontactIsitesIinI
yγwTYctstructureVtrWIIngSilicogBiologyUI2005UIeUIeZeVbh 2 33
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68 yγwTYweneynfojIenhancingIVQtRzIrecombinationIdatabaseIaccessibilityWINucleicgAcidsgResearchUI2004
UIcbUIteaVd 20.1 28

67 yγwTYctstructureVtrIandIyγwTYStructuralQueryUIaIdatabaseIandIaItoolIforIimmunoglobulinUITIcellI
receptorIandIγxsIstructuralIdataWINucleicgAcidsgResearchUI2004UIcbUItbZhVaZ 20.1 106

66 yγwTIstandardizedIcriteriaIforIstatisticalIanalysisIofIimmunoglobulinIVVRuwyOδIaminoIacidI
propertiesWIJournalgofgMoleculargRecognitionUI2004UIagUIagVcb 2.6 169

65 yγwTYVVQUuSTUIanIintegratedIsoftwareIprogramIforIimmunoglobulinIandITIcellIreceptorIVVzIandI
VVtVzIrearrangementIanalysisWINucleicgAcidsgResearchUI2004UIcbUIWdceVdZ 20.1 239

64 yγwTYzunctionqnalysisjItheIfirstItoolIforItheIanalysisIofItheIimmunoglobulinIandITIcellIreceptorI
complexIVVzIandIVVtVzIzUδsTyOδsWIBioinformaticsUI2004UIbZISupplIaUIicgiVhe 7.2 249

63 yγwTUITheIynternationalIymγunoweneTicsIynformationISystemUIhttpjYYimgtWcinesWfrWIMethodsging
MoleculargBiologyUI2004UIbdhUIbgVdi 1.4 36

62 yγwTVOδTOβOwYIandIyγwTIdatabasesUItoolsIandIWebIresourcesIforIimmunogeneticsIandI
immunoinformaticsWIMoleculargImmunologyUI2004UIdZUIfdgVfZ 4.3 63

61 qIhighVaffinityImacaqueIantibodyIvabIwithIhumanVlikeIframeworkIregionsIobtainedIfromIaIsmallI
phageIdisplayIimmuneIlibraryWIMoleculargImmunologyUI2004UIdaUIeciVdf 4.3 35

60 yγwTVOδTOβOwYIforIimmunogeneticsIandIimmunoinformaticsWIIngSilicogBiologyUI2004UIdUIagVbi 2 73

59 yγwTIuniqueInumberingIforIimmunoglobulinIandITIcellIreceptorIvariableIdomainsIandIygI
superfamilyIVVlikeIdomainsWIDevelopmentalgandgComparativegImmunologyUI2003UIbgUIeeVgg 3.2 592

58 TheImouseIQγusImusculusRITIcellIreceptorIalphaIQTRqRIandIdeltaIQTRtRIvariableIgenesWI
DevelopmentalgandgComparativegImmunologyUI2003UIbgUIdfeVig 3.2 55

57 yγwTYPhylowenejIanIonVlineItoolIforIcomparativeIanalysisIofIimmunoglobulinIandITIcellIreceptorI
genesWIDevelopmentalgandgComparativegImmunologyUI2003UIbgUIgfcVgi 3.2 37

56 yγwTUItheIinternationalIymγunoweneTicsIdatabaseWINucleicgAcidsgResearchUI2003UIcaUIcZgVaZ 20.1 180

55 yγwTUItheIinternationalIymγunoweneTicsIinformationIsystemUIhttpjYYimgtWcinesWfrjItheIreferenceIinI
immunoinformaticsWIStudiesgingHealthgTechnologygandgInformaticsUI2003UIieUIgdVi 0.5 14

54 yγwTUItheIinternationalIymγunoweneTicsIinformationIsystemUIhttpjYYimgtWcinesWfrWINovartisg
FoundationgSymposiumUI2003UIbedUIabfVcfkIdiscussionIacfVdbUIbafVbbUIbeZVb 7

53 yγwTIgeneIidentificationIandIsolliersIdeIPerlesIofIhumanIimmunoglobulinsIwithIknownIctI
structuresWIImmunogeneticsUI2002UIecUIhegVhc 3.2 94

52 TheIhumanIantiVthyroidIperoxidaseIautoantibodyIrepertoireIinIwravesPIandIxashimotoPsI
autoimmuneIthyroidIdiseasesWIImmunogeneticsUI2002UIedUIadaVeg 3.2 63

51 ReconstructingItheIduplicationIhistoryIofItandemlyIrepeatedIgenesWIMoleculargBiologygandg
EvolutionUI2002UIaiUIbghVhh 8.3 61

(2002-2004)
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50
yγwTUItheIinternationalIymγunoweneTicsIdatabasejIaIhighVqualityIinformationIsystemIforI
comparativeIimmunogeneticsIandIimmunologyWIDevelopmentalgandgComparativegImmunologyUI2002UI
bfUIfigVgZe

3.2 26

49 δomenclatureIofItheIhumanIimmunoglobulinIkappaIQyw®RIgenesWIExperimentalgandgClinicalg
ImmunogeneticsUI2001UIahUIafaVgd 43

48 δomenclatureIandIoverviewIofItheImouseIQγusImusculusIandIγusIspWRIimmunoglobulinIkappaIQyw®RI
genesWIExperimentalgandgClinicalgImmunogeneticsUI2001UIahUIbeeVgi 25

47 tδqIsequenceIvariabilityIofIywxwcIallelesIassociatedItoItheImainIwcmIhaplotypesIinIhumanI
populationsWIEuropeangJournalgofgHumangGeneticsUI2001UIiUIgfeVgb 5.3 47

46 δomenclatureIofItheIhumanIimmunoglobulinIlambdaIQywβRIgenesWIExperimentalgandgClinicalg
ImmunogeneticsUI2001UIahUIbdbVed 35

45 δomenclatureIofItheIhumanIimmunoglobulinIheavyIQywxRIgenesWIExperimentalgandgClinicalg
ImmunogeneticsUI2001UIahUIaZZVaf 68

44 ywxVcVassociatedIrestrictionIfragmentIlengthIpolymorphismsIconferIsusceptibilityItoIbullousI
pemphigoidWIExperimentalgandgClinicalgImmunogeneticsUI2001UIahUIeiVff 1

43 TRqsI2001UIgeVgh 11

42 ProteinIdisplaysIofItheIhumanITIcellIreceptorIalphaUIbetaUIgammaIandIdeltaIvariableIandIjoiningI
regionsWIExperimentalgandgClinicalgImmunogeneticsUI2000UIagUIbZeVae 37

41 TheImouseIQγusImusculusRITIcellIreceptorIbetaIvariableIQTRrVRUIdiversityIQTRrtRIandIjoiningIQTRrzRI
genesWIExperimentalgandgClinicalgImmunogeneticsUI2000UIagUIbafVbh 28

40 TheITeleosteiIimmunoglobulinIheavyIywxIgenesWIExperimentalgandgClinicalgImmunogeneticsUI2000UI
agUIadhVfa 14

39 TheItelosteiIimmunoglobulinIlightIywβaIandIywβbIVUIzIandIsIgenesWIExperimentalgandgClinicalg
ImmunogeneticsUI2000UIagUIafbVgb 14

38 TheIhumanIimmunoglobulinIheavyIvariableIgenesWIExperimentalgandgClinicalgImmunogeneticsUI1999UI
afUIcfVfZ 69

37 TheIhumanIimmunoglobulinIheavyIdiversityIQywxtRIandIjoiningIQywxzRIsegmentsWIExperimentalgandg
ClinicalgImmunogeneticsUI1999UIafUIagcVhd 46

36 qllelicIpolymorphismsIandIRvβPIinItheIhumanIimmunoglobulinIlambdaIlightIchainIlocusWIHumang
GeneticsUI1999UIaZdUIcfaVi 6.3 16

35 ProteinIdisplaysIofItheIhumanIimmunoglobulinIheavyUIkappaIandIlambdaIvariableIandIjoiningI
regionsWIExperimentalgandgClinicalgImmunogeneticsUI1999UIafUIbcdVdZ 52

34 yγwTUItheIynternationalIymγunoweneTicsIdatabaseWINucleicgAcidsgResearchUI1998UIbfUIbigVcZc 20.1 42

33 TheIhumanIimmunoglobulinIkappaIvariableIQyw®VRIgenesIandIjoiningIQyw®zRIsegmentsWIExperimentalg
andgClinicalgImmunogeneticsUI1998UIaeUIagaVhc 63

Marie-Paule Lefranc

10



32 TheIhumanIimmunoglobulinIlambdaIvariableIQywβVRIgenesIandIjoiningIQywβzRIsegmentsWI
ExperimentalgandgClinicalgImmunogeneticsUI1998UIaeUIhVah 63

31 UniqueIdatabaseInumberingIsystemIforIimmunogeneticIanalysisWITrendsgingImmunologyUI1997UIahUIeZi 81

30 ymmunoglobulinIlambdaIlightIchainIorphonsIonIhumanIchromosomeIhqaaWbWIEuropeangJournalgofg
ImmunologyUI1997UIbgUIabfZVe 6.1 27

29 TheIywxwcIgeneIshowsIaIstructuralIpolymorphismIcharacterizedIbyIdifferentIhingeIlengthsjI
sequenceIofIaInewIbVexonIhingeIgeneWIHumangGeneticsUI1997UIiiUIachVda 6.3 16

28 SequenceIandIevolutionIofItheIhumanIgermlineIVIlambdaIrepertoireWIJournalgofgMoleculargBiologyUI
1996UIbfdUIbbZVcb 6.5 193

27
tδqIanalysisIofItheIimmunoglobulinIywxwIlociIinIaIγandenkaIpopulationIfromIeasternISenegaljI
correlationIwithIwmIhaplotypesIandIhypothesesIforItheIevolutionIofItheIygIsxIregionWIHumang
GeneticsUI1996UIihUIcfVdg

6.3 19

26 OrganizationIofItheIhumanIimmunoglobulinIlambdaIlightVchainIlocusIonIchromosomeIbbqaaWbWI
HumangMoleculargGeneticsUI1995UIdUIihcVia 5.6 112

25
gammaIdeltaIlineageVspecificItranscriptionIofIhumanITIcellIreceptorIgammaIgenesIbyIaI
combinationIofIaInonVlineageVspecificIenhancerIandIsilencersWIEuropeangJournalgofgImmunologyUI
1995UIbeUIfagVbb

6.1 7

24 γolecularIanalysisIofItheITagIimmunoglobulinIsxImultigeneIdeletionIQdelIqaVwPVwbVwdVuRWIHumang
GeneticsUI1994UIicUIebZVh 6.3 20

23 qIhumanIimmunoglobulinIywxwcIalleleIQwmbZUbaUccUceUuRIwithIanIywxwdIconvertedIregionIandI
threeIhingeIexonsWIImmunogeneticsUI1989UIcZUIbeZVg 3.2 38

22 teletionUIinsertionUIandIrestrictionIsiteIpolymorphismIofItheITVcellIreceptorIgammaIvariableIlocusI
inIvrenchUIβebaneseUITunisianUIandIblackIqfricanIpopulationsWIImmunogeneticsUI1989UIcZUIceZVfZ 3.2 20

21 uxonIduplicationIandItriplicationIinItheIhumanITVcellIreceptorIgammaIconstantIregionIgenesIandI
RvβPIinIvrenchUIβebaneseUITunisianUIandIblackIqfricanIpopulationsWIImmunogeneticsUI1989UIbiUIafaVgb 3.2 46

20 TheIhumanITVcellIreceptorIgammaIQTRwRIgenesWITrendsgingBiochemicalgSciencesUI1989UIadUIbadVh 10.3 62

19 qImultigeneIdeletionIinItheIhumanIywxIconstantIregionIlocusIinvolvesIhighlyIhomologousIhotIspotsI
ofIrecombinationWIGenomicsUI1989UIeUIdcaVda 4.3 38

18 tefinitionIofItheIRvβPIallelesIinItheIhumanIimmunoglobulinIywxwIgeneIlocusWIEuropeangJournalgofg
ImmunologyUI1988UIahUIaZeiVfe 6.1 44

17 RestrictionIfragmentIhaplotypesIinItheIhumanIimmunoglobulinIywxwIlocusIandItheirIcorrelationI
withItheIwmIpolymorphismWIEuropeangJournalgofgImmunologyUI1988UIahUIaZfgVgb 6.1 25

16
xumanIygIsuperfamilyIsTβqVdIgenejIchromosomalIlocalizationIandIidentityIofIproteinIsequenceI
betweenImurineIandIhumanIsTβqVdIcytoplasmicIdomainsWIEuropeangJournalgofgImmunologyUI1988UI
ahUIaiZaVe

6.1 239

15 TheIhumanITVcellIrearrangingIgammaIQTRwRIgenesIandItheIgammaITVcellIreceptorWIBiochimieUI1988UI
gZUIiZaVh 4.6 17

(1988-1998)
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14 RearrangementsItoItheIzPaUIzPIandIzPbIsegmentsIinItheIhumanITVcellIrearrangingIgammaIgeneI
QTRwIgammaRIlocusWIFEBSgLettersUI1987UIbbdUIbiaVf 3.8 102

13 xumanIimmunoglobulinIheavyVchainImultigeneIdeletionsIinIhealthyIindividualsWIFEBSgLettersUI1987UI
bacUIbcaVg 3.8 17

12 weneIconversionIinIhumanIimmunoglobulinIgammaIlocusIshownIbyIunusualIlocationIofIygwI
allotypesWIFEBSgLettersUI1986UIaifUIifVaZb 3.8 21

11 TwoItandemlyIorganizedIhumanIgenesIencodingItheITVcellIgammaIconstantVregionIsequencesIshowI
multipleIrearrangementIinIdifferentITVcellItypesWINatureUI1985UIcafUIdfdVf 50.4 347

10 xumanIimmunoglobulinIheavyIchainIqbIgeneIallotypeIdeterminationIbyIrestrictionIfragmentIlengthI
polymorphismWINucleicgAcidsgResearchUI1984UIabUIacZcVaa 20.1 52

9 γechanismsIofIdivergenceIandIconvergenceIofItheIhumanIimmunoglobulinIalphaIaIandIalphaIbI
constantIregionIgeneIsequencesWICellUI1984UIcfUIfhaVh 56.2 194

8 SimultaneousIabsenceIofItheIhumanIygwaUIygwbUIygwdIandIygqaIsubclassesjIimmunologicalIandI
immunogeneticalIconsiderationsWIEuropeangJournalgofgImmunologyUI1983UIacUIbdZVd 6.1 53

7 xumanIygwIqllotypesIsoVOccurringIinIγoreIthanIOneIygwISubclassWIVoxgSanguinisUI1982UIdcUIcZaVcZi 3.1 9

6 xumanIygwIallotypesIcoVoccurringIinImoreIthanIoneIygwIsubclassWIVoxgSanguinisUI1982UIdcUIcZaVi 3.1 21

5 UnusualIheavyIchainsIofIhumanIygwIimmunoglobulinsjIrearrangementsIofItheIchIdomainIexonsWI
InternationalgJournalgofgImmunogeneticsUI1982UIiUIaVi 14

4 ynheritedIdeletionIofIimmunoglobulinIheavyIchainIconstantIregionIgenesIinInormalIhumanI
individualsWINatureUI1982UIcZZUIgfZVb 50.4 156

3 wmUIqmIandI®mIimmunoglobulinIallotypesIofItwoIpopulationsIinITunisiaWIHumangGeneticsUI1979UIeZUIaiiVbaa6.3 52

2 qntibodyItatabasesIandIToolsjITheIyγwT´fiIuxperienceiaVaad 19

1 qntibodyIynformaticsjIyγwTUItheIynternationalIymγunoweneTicsIynformationISystemcfcVcgi 0
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