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j Paper IF Citations

113 LiquidNbiopsyNdetectionNofNgenomicNalterationsNinNpediatricNbrainNtumorsNfromNcellafreeNxNuNinN
peripheralNbloodZNwSzZNandNurinebbNNeuro-OncologyZN2022ZN 1 4

112 MassivelyNparallelNenrichmentNofNlowafrequencyNallelesNenablesNduplexNsequencingNatNlowNdepthbbN
NaturenBiomedicalnEngineeringZN2022ZN 19 1

111 wopperNinducesNcellNdeathNbyNtargetingNlipoylatedNTwuNcycleNproteinsbbNScienceZN2022ZNgkiZNefihaefje 33.3 89

110 xNuabasedNcopyNnumberNanalysisNconfirmsNgenomicNevolutionNofNPxXNmodelsbbNNpjnPrecisionn
OncologyZN2022ZNjZNgd 9.8 1

109 uNfirstagenerationNpediatricNcancerNdependencyNmapbNNaturenGeneticsZN2021ZNigZNifmaigl 36.3 21

108 SelectiveNModulationNofNaNPanayssentialNProteinNasNaNTherapeuticNStrategyNinNwancerbNCancern
DiscoveryZN2021ZNeeZNfflfaffmm 24.4 4

107 zuTTYNuwIxNSYNTHySISNISNRyQUIRyxNzORNvRyuSTNwuNwyRNvRuINNMyTuSTuSISbNNaturenCancerZN
2021ZNfZNhehahfl 15.4 31

106 ’enomeascaleNscreensNidentifyNfactorsNregulatingNtumorNcellNresponsesNtoNnaturalNkillerNcellsbNNaturen
GeneticsZN2021ZNigZNeemjaefdj 36.3 9

105 NoncanonicalNopenNreadingNframesNencodeNfunctionalNproteinsNessentialNforNcancerNcellNsurvivalbN
NaturenBiotechnologyZN2021ZNgmZNjmkakdh 44.5 17

104 wancerNresearchNneedsNaNbetterNmapbNNatureZN2021ZNilmZNiehaiej 50.4 19

103 uneuploidyNrendersNcancerNcellsNvulnerableNtoNmitoticNcheckpointNinhibitionbNNatureZN2021ZNimdZNhljahme 50.4 34

102 uNmetastasisNmapNofNhumanNcancerNcellNlinesbNNatureZN2020ZNillZNggeaggj 50.4 76

101 wasmNactivatesNtheNpigNpathwayNandNselectsNforNpigainactivatingNmutationsbNNaturenGeneticsZN2020ZN
ifZNjjfajjl 36.3 69

100 TheNwxKNinhibitorNwRlNactsNasNaNmolecularNglueNdegraderNthatNdepletesNcyclinNKbNNatureZN2020ZNiliZNfmgafmk50.4 93

99 SensitiveNxetectionNofNMinimalNResidualNxiseaseNinNPatientsNTreatedNforNyarlyaStageNvreastNwancerbN
ClinicalnCancernResearchZN2020ZNfjZNfiijafijh 12.9 32

98 TheNungiosarcomaNProjectnNenablingNgenomicNandNclinicalNdiscoveriesNinNaNrareNcancerNthroughN
patientapartneredNresearchbNNaturenMedicineZN2020ZNfjZNeleaelk 50.5 69

97 xiscoveringNtheNantiacancerNpotentialNofNnonaoncologyNdrugsNbyNsystematicNviabilityNprofilingbN
NaturenCancerZN2020ZNeZNfgiafhl 15.4 137
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96 yXTHagkbNTuR’yTIN’NyPI’yNyTIwNVULNyRuvILITIySNIxyNTIzIyxNzROMNuNwRISPRNSwRyyNNINN
HgbgKfkMNxIP’bNNeuro-OncologyZN2020ZNffZNiimiaiimi 1

95 TvIOafjbNNONawuNONIwuLNOPyNNRyuxIN’NzRuMySNyNwOxyNzUNwTIONuLNPROTyINSNySSyNTIuLN
zORNwuNwyRNwyLLNSURVIVuLbNNeuro-OncologyZN2020ZNffZNiiihkeaiiihke 1 78

94 MultiplexedNsingleacellNtranscriptionalNresponseNprofilingNtoNdefineNcancerNvulnerabilitiesNandN
therapeuticNmechanismNofNactionbNNaturenCommunicationsZN2020ZNeeZNhfmj 17.4 37

93 SyntheticNLethalNInteractionNbetweenNtheNySwRTNParalogNynzymesNVPShuNandNVPShvNinNwancersN
HarboringNLossNofNwhromosomeNelqNorNejqbNCellnReportsZN2020ZNggZNedlhmg 10.6 7

92 SmallaMoleculeNandNwRISPRNScreeningNwonvergeNtoNRevealNReceptorNTyrosineNKinaseNxependenciesN
inNPediatricNRhabdoidNTumorsbNCellnReportsZN2019ZNflZNfggeafghhbel 10.6 20

91 LiquidNversusNtissueNbiopsyNforNdetectingNacquiredNresistanceNandNtumorNheterogeneityNinN
gastrointestinalNcancersbNNaturenMedicineZN2019ZNfiZNeheiaehfe 50.5 161

90 MitochondrialNmetabolismNpromotesNadaptationNtoNproteotoxicNstressbNNaturenChemicalnBiologyZN
2019ZNeiZNjleajlm 11.7 62

89 NextagenerationNcharacterizationNofNtheNwancerNwellNLineNyncyclopediabNNatureZN2019ZNijmZNidgaidl 50.4 962

88 WRNNhelicaseNisNaNsyntheticNlethalNtargetNinNmicrosatelliteNunstableNcancersbNNatureZN2019ZNijlZNiieaiij 50.4 137

87 StructuralNmechanismNofNsynergisticNactivationNofNuuroraNkinaseNvcwNbyNphosphorylatedNINwyNPbN
NaturenCommunicationsZN2019ZNedZNgejj 17.4 9

86 uNMultiacenterNStudyNonNtheNReproducibilityNofNxrugaResponseNussaysNinNMammalianNwellNLinesbNCelln
SystemsZN2019ZNmZNgiahlbei 10.6 46

85 ReaprogramingNwhromatinNwithNaNvifunctionalNLSxecHxuwNInhibitorNInducesNTherapeuticN
xifferentiationNinNxIP’bNCancernCellZN2019ZNgjZNiflaihhbeed 24.3 66

84 ugreementNbetweenNtwoNlargeNpanacancerNwRISPRawasmNgeneNdependencyNdataNsetsbNNaturen
CommunicationsZN2019ZNedZNilek 17.4 70

83 ’enomicNevolutionNofNcancerNmodelsnNperilsNandNopportunitiesbNNaturenReviewsnCancerZN2019ZNemZNmkaedm 31.3 104

82 xevelopmentalNandNoncogenicNprogramsNinNHgKfkMNgliomasNdissectedNbyNsingleacellNRNuaseqbN
ScienceZN2018ZNgjdZNggeaggi 33.3 255

81 uNLibraryNofNPhosphoproteomicNandNwhromatinNSignaturesNforNwharacterizingNwellularNResponsesNtoN
xrugNPerturbationsbNCellnSystemsZN2018ZNjZNhfhahhgbek 10.6 47

80 TheNLibraryNofNIntegratedNNetworkavasedNwellularNSignaturesNNIHNProgramnNSystemaLevelN
watalogingNofNHumanNwellsNResponseNtoNPerturbationsbNCellnSystemsZN2018ZNjZNegafh 10.6 199

79 MolecularNsubtypesNofNdiffuseNlargeNvNcellNlymphomaNareNassociatedNwithNdistinctNpathogenicN
mechanismsNandNoutcomesbNNaturenMedicineZN2018ZNfhZNjkmajmd 50.5 659

(2018-2020)
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78 SelectiveNgeneNdependenciesNinNMYwNaamplifiedNneuroblastomaNincludeNtheNcoreNtranscriptionalN
regulatoryNcircuitrybNNaturenGeneticsZN2018ZNidZNefhdaefhj 36.3 94

77 ’eneticNandNtranscriptionalNevolutionNaltersNcancerNcellNlineNdrugNresponsebNNatureZN2018ZNijdZNgfiaggd 50.4 379

76 wRISPRawasmNscreenNrevealsNaNMYwNaamplifiedNneuroblastomaNdependencyNonNyZHfbNJournalnofn
ClinicalnInvestigationZN2018ZNeflZNhhjahjf 15.9 72

75 ProtectionNofNtissueNphysicochemicalNpropertiesNusingNpolyfunctionalNcrosslinkersbNNaturen
BiotechnologyZN2018ZN 44.5 123

74 ussociationNofNwellazreeNxNuNTumorNzractionNandNSomaticNwopyNNumberNulterationsNWithNSurvivalNinN
MetastaticNTripleaNegativeNvreastNwancerbNJournalnofnClinicalnOncologyZN2018ZNgjZNihgaiig 2.2 113

73 ImprovedNestimationNofNcancerNdependenciesNfromNlargeascaleNRNuiNscreensNusingNmodelabasedN
normalizationNandNdataNintegrationbNNaturenCommunicationsZN2018ZNmZNhjed 17.4 155

72 xrugNandNdiseaseNsignatureNintegrationNidentifiesNsynergisticNcombinationsNinNglioblastomabNNaturen
CommunicationsZN2018ZNmZNigei 17.4 44

71 TheNxrugNRepurposingNHubnNaNnextagenerationNdrugNlibraryNandNinformationNresourcebNNaturen
MedicineZN2017ZNfgZNhdiahdl 50.5 381

70 xecouplingNgeneticsZNlineagesZNandNmicroenvironmentNinNIxHamutantNgliomasNbyNsingleacellN
RNuaseqbNScienceZN2017ZNgiiZN 33.3 455

69 womputationalNcorrectionNofNcopyNnumberNeffectNimprovesNspecificityNofNwRISPRawasmNessentialityN
screensNinNcancerNcellsbNNaturenGeneticsZN2017ZNhmZNekkmaeklh 36.3 740

68 wommonNandNcellatypeNspecificNresponsesNtoNantiacancerNdrugsNrevealedNbyNhighNthroughputN
transcriptNprofilingbNNaturenCommunicationsZN2017ZNlZNeelj 17.4 38

67 PatientaderivedNxenograftsNundergoNmouseaspecificNtumorNevolutionbNNaturenGeneticsZN2017ZNhmZNeijkaeiki36.3 384

66 PotentialNroleNofNintratumorNbacteriaNinNmediatingNtumorNresistanceNtoNtheNchemotherapeuticNdrugN
gemcitabinebNScienceZN2017ZNgikZNeeijaeejd 33.3 577

65 xefiningNaNwancerNxependencyNMapbNCellZN2017ZNekdZNijhaikjbeej 56.2 844

64 uNNextN’enerationNwonnectivityNMapnNLedddNPlatformNandNtheNzirstNeZdddZdddNProfilesbNCellZN2017ZN
ekeZNehgkaehifbeek 56.2 1132

63 ScalableNwholeaexomeNsequencingNofNcellafreeNxNuNrevealsNhighNconcordanceNwithNmetastaticN
tumorsbNNaturenCommunicationsZN2017ZNlZNegfh 17.4 314

62 xirectNevidenceNforNaNpolygenicNetiologyNinNfamilialNmultipleNmyelomabNBloodnAdvancesZN2017ZNeZNjemajfg 7.8 13

61 yvaluationNofNRNuiNandNwRISPRNtechnologiesNbyNlargeascaleNgeneNexpressionNprofilingNinNtheN
wonnectivityNMapbNPLoSnBiologyZN2017ZNeiZNefddgfeg 9.7 99
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60 TheNlandscapeNofNchromosomalNaberrationsNinNbreastNcancerNmouseNmodelsNrevealsNdriveraspecificN
routesNtoNtumorigenesisbNNaturenCommunicationsZN2016ZNkZNefejd 17.4 36

59 SingleacellNRNuaseqNsupportsNaNdevelopmentalNhierarchyNinNhumanNoligodendrogliomabNNatureZN2016
ZNigmZNgdmageg 50.4 561

58 ’eneticNinterrogationNofNcirculatingNmultipleNmyelomaNcellsNatNsingleacellNresolutionbNSciencen
TranslationalnMedicineZN2016ZNlZNgjgraehk 17.5 93

57 ’enomicNwopyNNumberNxictatesNaN’eneaIndependentNwellNResponseNtoNwRISPRcwasmNTargetingbN
CancernDiscoveryZN2016ZNjZNmehafm 24.4 343

56 miRaefjNRegulatesNxistinctNSelfaRenewalNOutcomesNinNNormalNandNMalignantNHematopoieticNStemN
wellsbNCancernCellZN2016ZNfmZNfehafl 24.3 118

55 HighathroughputNidentificationNofNgenotypeaspecificNcancerNvulnerabilitiesNinNmixturesNofNbarcodedN
tumorNcellNlinesbNNaturenBiotechnologyZN2016ZNghZNhemafg 44.5 127

54 SystematicNzunctionalNInterrogationNofNRareNwancerNVariantsNIdentifiesNOncogenicNullelesbNCancern
DiscoveryZN2016ZNjZNkehafj 24.4 100

53 TargetableNgeneticNfeaturesNofNprimaryNtesticularNandNprimaryNcentralNnervousNsystemNlymphomasbN
BloodZN2016ZNefkZNljmale 2.2 317

52 HighathroughputNPhenotypingNofNLungNwancerNSomaticNMutationsbNCancernCellZN2016ZNgdZNfehaffl 24.3 119

51 unNecosystemNofNcancerNcellNlineNfactoriesNtoNsupportNaNcancerNdependencyNmapbNNaturenReviewsn
GeneticsZN2015ZNejZNgkgah 30.1 42

50 womprehensiveNassessmentNofNcancerNmissenseNmutationNclusteringNinNproteinNstructuresbN
ProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaZN2015ZNeefZNyihljami 11.5 142

49 ’enomicNworrelateNofNyxceptionalNyrlotinibNResponseNinNHeadNandNNeckNSquamousNwellNwarcinomabN
JAMAnOncologyZN2015ZNeZNfglahh 13.4 41

48 uNMaltoseavindingNProteinNzusionNwonstructNYieldsNaNRobustNwrystallographyNPlatformNforNMwLebN
PLoSnONEZN2015ZNedZNedefided 3.7 23

47 yxpressionNprofilesNofNeieNpediatricNlowagradeNgliomasNrevealNmolecularNdifferencesNassociatedNwithN
locationNandNhistologicalNsubtypebNNeuro-OncologyZN2015ZNekZNehljamj 1 33

46 NicheavasedNScreeningNinNMultipleNMyelomaNIdentifiesNaNKinesinaiNInhibitorNwithNImprovedN
SelectivityNoverNHematopoieticNProgenitorsbNCellnReportsZN2015ZNedZNkiiakkd 10.6 18

45 WidespreadNgeneticNheterogeneityNinNmultipleNmyelomanNimplicationsNforNtargetedNtherapybNCancern
CellZN2014ZNfiZNmeaede 24.3 657

44 IntegratedNgenomicNanalysisNillustratesNtheNcentralNroleNofNJuKaSTuTNpathwayNactivationNinN
myeloproliferativeNneoplasmNpathogenesisbNBloodZN2014ZNefgZNeefgagg 2.2 264

43 WholeaexomeNsequencingNofNcirculatingNtumorNcellsNprovidesNaNwindowNintoNmetastaticNprostateN
cancerbNNaturenBiotechnologyZN2014ZNgfZNhkmalh 44.5 434

(2014-2016)
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42 xiscoveryNandNsaturationNanalysisNofNcancerNgenesNacrossNfeNtumourNtypesbNNatureZN2014ZNidiZNhmiaide 50.4 1990

41 uNfunctionalNscreenNidentifiesNmiRsNthatNinduceNradioresistanceNinNglioblastomasbNMolecularnCancern
ResearchZN2014ZNefZNekjkakl 6.6 19

40
TowardNperformanceadiverseNsmallamoleculeNlibrariesNforNcellabasedNphenotypicNscreeningNusingN
multiplexedNhighadimensionalNprofilingbNProceedingsnofnthenNationalnAcademynofnSciencesnofnthen
UnitednStatesnofnAmericaZN2014ZNeeeZNedmeeaj

11.5 141

39 uNhighathroughputZNmultiplexedNassayNforNsuperfamilyawideNprofilingNofNenzymeNactivitybNNaturen
ChemicalnBiologyZN2014ZNedZNjijajg 11.7 54

38 uNphaseNIINstudyNofNtheNy’zRNinhibitorNgefitinibNinNpatientsNwithNacuteNmyeloidNleukemiabNLeukemian
ResearchZN2014ZNglZNhgdah 2.7 18

37 ParallelNgenomeascaleNlossNofNfunctionNscreensNinNfejNcancerNcellNlinesNforNtheNidentificationNofN
contextaspecificNgeneticNdependenciesbNScientificnDataZN2014ZNeZNehddgi 8.2 251

36
womplementaryNgenomicNapproachesNhighlightNtheNPIgKcmTORNpathwayNasNaNcommonNvulnerabilityN
inNosteosarcomabNProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaZN
2014ZNeeeZNyiijhakg

11.5 275

35 LINwSNwanvasNvrowsernNinteractiveNwebNappNtoNqueryZNbrowseNandNinterrogateNLINwSNLedddNgeneN
expressionNsignaturesbNNucleicnAcidsnResearchZN2014ZNhfZNWhhmajd 20.1 204

34 SingleNxiastereomerNofNaNMacrolactamNworeNvindsNSpecificallyNtoNMyeloidNwellNLeukemiaNeNVMwLeWbN
ACSnMedicinalnChemistrynLettersZN2014ZNiZNegdlaef 4.3 22

33 TheNgenomicNlandscapeNofNpediatricNywingNsarcomabNCancernDiscoveryZN2014ZNhZNegfjahe 24.4 302

32 SYKNinhibitionNmodulatesNdistinctNPIgKcuKTaNdependentNsurvivalNpathwaysNandNcholesterolN
biosynthesisNinNdiffuseNlargeNvNcellNlymphomasbNCancernCellZN2013ZNfgZNlfjagl 24.3 120

31 MutationalNheterogeneityNinNcancerNandNtheNsearchNforNnewNcanceraassociatedNgenesbNNatureZN2013ZN
hmmZNfehafel 50.4 3616

30 IntegrativeNanalysisNrevealsNanNoutcomeaassociatedNandNtargetableNpatternNofNpigNandNcellNcycleN
deregulationNinNdiffuseNlargeNvNcellNlymphomabNCancernCellZN2012ZNffZNgimakf 24.3 148

29 TheNwancerNwellNLineNyncyclopediaNenablesNpredictiveNmodellingNofNanticancerNdrugNsensitivitybN
NatureZN2012ZNhlgZNjdgak 50.4 4648

28 TumourNmicroaenvironmentNelicitsNinnateNresistanceNtoNRuzNinhibitorsNthroughNH’zNsecretionbN
NatureZN2012ZNhlkZNiddah 50.4 1308

27
xiscoveryNandNprioritizationNofNsomaticNmutationsNinNdiffuseNlargeNvacellNlymphomaNVxLvwLWNbyN
wholeaexomeNsequencingbNProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofn
AmericaZN2012ZNedmZNglkmalh

11.5 735

26 TheNgenomicNcomplexityNofNprimaryNhumanNprostateNcancerbNNatureZN2011ZNhkdZNfehafd 50.4 984

25 InitialNgenomeNsequencingNandNanalysisNofNmultipleNmyelomabNNatureZN2011ZNhkeZNhjkakf 50.4 1117
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24 TheNlandscapeNofNsomaticNcopyanumberNalterationNacrossNhumanNcancersbNNatureZN2010ZNhjgZNlmmamdi 50.4 2590

23 wounterpointnNxataNfirstbNNatureZN2010ZNhjhZNjkm 50.4 37

22
IntegrativeNanalysisNrevealsNselectiveNmpfhbeNamplificationZNincreasedNPxaeNligandNexpressionZNandN
furtherNinductionNviaNJuKfNinNnodularNsclerosingNHodgkinNlymphomaNandNprimaryNmediastinalNlargeN
vacellNlymphomabNBloodZN2010ZNeejZNgfjlakk

2.2 903

21 IntegratedNgenomicNanalysisNidentifiesNclinicallyNrelevantNsubtypesNofNglioblastomaNcharacterizedNbyN
abnormalitiesNinNPx’zRuZNIxHeZNy’zRZNandNNzebNCancernCellZN2010ZNekZNmlaeed 24.3 4782

20 HighlyNparallelNidentificationNofNessentialNgenesNinNcancerNcellsbNProceedingsnofnthenNationalnAcademyn
ofnSciencesnofnthenUnitednStatesnofnAmericaZN2008ZNediZNfdgldai 11.5 424

19 IdentificationNofNRPSehNasNtheNiqaSyndromeN’eneNbyNRNuNInterferenceNScreenbbNBloodZN2007ZNeedZNeae 2.2 9

18 uNmethodNforNhighathroughputNgeneNexpressionNsignatureNanalysisbNGenomenBiologyZN2006ZNkZNRje 18.3 175

17 TheNwonnectivityNMapnNusingNgeneaexpressionNsignaturesNtoNconnectNsmallNmoleculesZNgenesZNandN
diseasebNScienceZN2006ZNgegZNemfmagi 33.3 3392

16 Hodgkinâ��sNLymphomaNReedNSternbergNwellsNoverNyxpressNtheNTawellNInhibitoryNwarbohydrateavindingN
LectinZN’alectinNenNRoleNofNuPaeNandNLikelyNMechanismNofNTumorNImmuneNyscapebbNBloodZN2006ZNedlZNhjmahjm2.2 1

15 ullNMemoryNLymphocytesNShareNaNwommonNxifferentiationNProgrambbNBloodZN2006ZNedlZNljialji 2.2

14 MolecularNprofilingNofNdiffuseNlargeNvacellNlymphomaNidentifiesNrobustNsubtypesNincludingNoneN
characterizedNbyNhostNinflammatoryNresponsebNBloodZN2005ZNediZNelieaje 2.2 654

13
’eneNsetNenrichmentNanalysisnNaNknowledgeabasedNapproachNforNinterpretingNgenomeawideN
expressionNprofilesbNProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaZN
2005ZNedfZNeiihiaid

11.5 24578

12 uctivatingNmutationNinNtheNtyrosineNkinaseNJuKfNinNpolycythemiaNveraZNessentialNthrombocythemiaZN
andNmyeloidNmetaplasiaNwithNmyelofibrosisbNCancernCellZN2005ZNkZNglkamk 24.3 2353

11 wharacterizationNofNxistinctNMolecularNSignaturesNinNMyeloproliferativeNxiseasesNwithNtheN
JuKfVjekzNMutationNandNWildNTypeNJuKfbbNBloodZN2005ZNedjZNeemaeem 2.2

10 MetagenesNandNmolecularNpatternNdiscoveryNusingNmatrixNfactorizationbNProceedingsnofnthenNationaln
AcademynofnSciencesnofnthenUnitednStatesnofnAmericaZN2004ZNedeZNhejham 11.5 1178

9 uNmolecularNsignatureNofNmetastasisNinNprimaryNsolidNtumorsbNNaturenGeneticsZN2003ZNggZNhmaih 36.3 1973

8 uNmechanismNofNcyclinNxeNactionNencodedNinNtheNpatternsNofNgeneNexpressionNinNhumanNcancerbNCellZN
2003ZNeehZNgfgagh 56.2 353

7 PhosphateNdysregulationNviaNtheNXPRenKIxINSffdNproteinNcomplexNisNaNtherapeuticNvulnerabilityNinN
ovarianNcancer 1

(-2010)
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6 MultiplexedNsingleacellNprofilingNofNpostaperturbationNtranscriptionalNresponsesNtoNdefineNcancerN
vulnerabilitiesNandNtherapeuticNmechanismNofNaction 3

5 ’eneNexpressionNhasNmoreNpowerNforNpredictingNinNvitroNcancerNcellNvulnerabilitiesNthanNgenomics 12

4 NonacanonicalNopenNreadingNframesNencodeNfunctionalNproteinsNessentialNforNcancerNcellNsurvival 2

3 SelectiveNvulnerabilityNofNaneuploidNhumanNcancerNcellsNtoNinhibitionNofNtheNspindleNassemblyNcheckpoint 4

2 ugreementNbetweenNtwoNlargeNpanacancerNwRISPRawasmNgeneNdependencyNdatasets 2

1 NonaoncologyNdrugsNareNaNsourceNofNpreviouslyNunappreciatedNantiacancerNactivity 6
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