
Michael R Speicher

ListiofiPublicationsibyiCitations

Source:ihttps://exalyycom/authorxpdf/7231558/michaelxrxspeicherxpublicationsxbyxcitationsypdf

Version:i2024x04x25i

ThisidocumentihasibeenigeneratedibasedionitheipublicationsiandicitationsirecordedibyiexalyycomyiFori

theilatestiversioniofithisipublicationilistvivisititheilinkigiveniabovey

TheithirdicolumniisitheiimpactifactorirIFsiofitheijournalvianditheifourthicolumniisitheinumberiofi

citationsiofitheiarticley

190
papers

17,025
citations

59
h-index

129
g-index

196
ext. papers

20,013
ext. citations

10.1
avg, IF

6.47
L-index



l Paper IF Citations

190 SpatiotemporalIdynamicsIofIintratumoralIimmuneIcellsIrevealItheIimmuneIlandscapeIinIhumanI
cancerXIImmunityVI2013VIdjVIhicWjf 32.3 1595

189 KaryotypingIhumanIchromosomesIbyIcombinatorialImultiWfluorIwzSyXINaturegGeneticsVI1996VIbcVIdgiWhf 36.3 1089

188 üutationsIinIxNrbbIinIuvealImelanomaXINewgEnglandgJournalgofgMedicineVI2010VIdgdVIcbjbWj 59.2 1069

187 zntegrativeIrnalysesIofItolorectalItancerIShowIzmmunoscoreIzsIaIStrongerIPredictorIofIPatientI
SurvivalIThanIüicrosatelliteIznstabilityXIImmunityVI2016VIeeVIgjiWhbb 32.3 602

186 ThreeWdimensionalImapsIofIallIchromosomesIinIhumanImaleIfibroblastInucleiIandIprometaphaseI
rosettesXIPLoSgBiologyVI2005VIdVIebfh 9.7 577

185 xermlineImutationsIinIsrPbIpredisposeItoImelanocyticItumorsXINaturegGeneticsVI2011VIedVIbabiWcb 36.3 562

184 uetectionIofIcompleteIandIpartialIchromosomeIgainsIandIlossesIbyIcomparativeIgenomicIinIsituI
hybridizationXIHumangGeneticsVI1993VIjaVIfjaWgba 6.3 501

183 turrentIandIfutureIperspectivesIof´ liquidIbiopsiesIinIgenomicsWdrivenIoncologyXINaturegReviewsg
GeneticsVI2019VIcaVIhbWii 30.1 485

182 tomplexItumorIgenomesIinferredIfromIsingleIcirculatingItumorIcellsIbyIarrayWtxyIandI
nextWgenerationIsequencingXICancergResearchVI2013VIhdVIcjgfWhf 10.1 442

181 rIsurveyIofItoolsIforIvariantIanalysisIofInextWgenerationIgenomeIsequencingIdataXIBriefingsging
BioinformaticsVI2014VIbfVIcfgWhi 13.4 394

180 tomparativeIgenomicIhybridizationVIlossIofIheterozygosityVIandIuNrIsequenceIanalysisIofIsingleI
cellsXIProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaVI1999VIjgVIeejeWj 11.5 371

179 SecurinIisIrequiredIforIchromosomalIstabilityIinIhumanIcellsXICellVI2001VIbafVIeefWfh 56.2 335

178 TheInewIcytogeneticskIblurringItheIboundariesIwithImolecularIbiologyXINaturegReviewsgGeneticsVI
2005VIgVIhicWjc 30.1 329

177 TheIbiologyIofIcirculatingItumorIcellsXIOncogeneVI2016VIdfVIbcbgWce 9.2 295

176 TheItumorImicroenvironmentIandIzmmunoscoreIareIcriticalIdeterminantsIofIdisseminationItoI
distantImetastasisXISciencegTranslationalgMedicineVI2016VIiVIdchracg 17.5 291

175 QuantitativeIanalysisIofIcomparativeIgenomicIhybridizationXICytometryVI1995VIbjVIchWeb 264

174 TumorWassociatedIcopyInumberIchangesIinItheIcirculationIofIpatientsIwithIprostateIcancerI
identifiedIthroughIwholeWgenomeIsequencingXIGenomegMedicineVI2013VIfVIda 14.4 246
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173 thromosomalItranslocationsIareIassociatedIwithIpoorIprognosisIinIchronicIlymphocyticIleukemiaXI
BloodVI2006VIbahVIhecWfb 2.2 230

172 uefiningIQchromosomalIinstabilityQXITrendsgingGeneticsVI2008VIceVIgeWj 8.5 225

171 znheritanceIofIgeneIdensityWrelatedIhigherIorderIchromatinIarrangementsIinInormalIandItumorIcellI
nucleiXIJournalgofgCellgBiologyVI2003VIbgcVIiajWca 7.3 212

170 yematogenousIdisseminationIofIglioblastomaImultiformeXISciencegTranslationalgMedicineVI2014VIgVIcehrabab17.5 193

169 uigitalIkaryotypingXIProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaVI
2002VIjjVIbgbfgWgb 11.5 191

168
ThreeWdimensionalIreconstructionIofIpaintedIhumanIinterphaseIchromosomeskIactiveIandIinactiveIXI
chromosomeIterritoriesIhaveIsimilarIvolumesIbutIdifferIinIshapeIandIsurfaceIstructureXIJournalgofg
CellgBiologyVI1996VIbdfVIbechWea

7.3 185

167 yumanizedIlargeWscaleIexpandedIendothelialIcolonyWformingIcellsIfunctionIinIvitroIandIinIvivoXI
BloodVI2009VIbbdVIghbgWcf 2.2 179

166 znferringIexpressedIgenesIbyIwholeWgenomeIsequencingIofIplasmaIuNrXINaturegGeneticsVI2016VIeiVIbchdWi36.3 171

165 vmergingIconceptsIinIliquidIbiopsiesXIBMCgMedicineVI2017VIbfVIhf 11.4 157

164 tonjunctivalImelanomasIharborIsRrwIandINRrSImutationsIandIcopyInumberIchangesIsimilarItoI
cutaneousIandImucosalImelanomasXIClinicalgCancergResearchVI2013VIbjVIdbedWfc 12.9 150

163 RadialIchromatinIpositioningIisIshapedIbyIlocalIgeneIdensityVInotIbyIgeneIexpressionXIChromosomaVI
2007VIbbgVIcifWdag 2.8 150

162
yeterogeneousIproliferativeIpotentialIofIoccultImetastaticIcellsIinIboneImarrowIofIpatientsIwithI
solidIepithelialItumorsXIProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofg
AmericaVI2002VIjjVIccegWfb

11.5 146

161 wunctionalInetworkIpipelineIrevealsIgeneticIdeterminantsIassociatedIwithIinIsituIlymphocyteI
proliferationIandIsurvivalIofIcancerIpatientsXISciencegTranslationalgMedicineVI2014VIgVIcciradh 17.5 141

160 tarcinogenWspecificIinductionIofIgeneticIinstabilityXIProceedingsgofgthegNationalgAcademygofgSciencesg
ofgthegUnitedgStatesgofgAmericaVI2001VIjiVIfhhaWf 11.5 140

159 vstablishmentIofItumorWspecificIcopyInumberIalterationsIfromIplasmaIuNrIofIpatientsIwithIcancerXI
InternationalgJournalgofgCancerVI2013VIbddVIdegWfg 7.5 135

158 thangesIinIcolorectalIcarcinomaIgenomesIunderIantiWvxwRItherapyIidentifiedIbyIwholeWgenomeI
plasmaIuNrIsequencingXIPLoSgGeneticsVI2014VIbaVIebaaechb 6 132

157 TargetedIinactivationIofIpfdIinIhumanIcellsIdoesInotIresultIinIaneuploidyXICancergResearchVI2002VI
gcVIbbcjWdd 10.1 123

156 yighIresolutionIarrayWtxyIanalysisIofIsingleIcellsXINucleicgAcidsgResearchVI2007VIdfVIebf 20.1 120
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155 üaleIandIfemaleImiceIderivedIfromItheIsameIembryonicIstemIcellIcloneIbyItetraploidIembryoI
complementationXINaturegBiotechnologyVI2002VIcaVIeffWj 44.5 110

154 tirculatingItumorIcellsIandIuNrIasIliquidIbiopsiesXIGenomegMedicineVI2013VIfVIhd 14.4 99

153 xenomicIprofilingIofIviableIandIproliferativeImicrometastaticIcellsIfromIearlyWstageIbreastIcancerI
patientsXIClinicalgCancergResearchVI2004VIbaVIdefhWge 12.9 99

152 WholeWgenomeIplasmaIsequencingIrevealsIfocalIamplificationsIasIaIdrivingIforceIinImetastaticI
prostateIcancerXINaturegCommunicationsVI2016VIhVIbcaai 17.4 98

151 tomprehensiveIStudyIofItheItlinicalIPhenotypeIofIxermlineIsrPbIVariantWtarryingIwamiliesI
WorldwideXIJournalgofgthegNationalgCancergInstituteVI2018VIbbaVIbdciWbdeb 9.7 97

150 PersistenceIofIuNrIthreadsIinIhumanIanaphaseIcellsIsuggestsIlateIcompletionIofIsisterIchromatidI
decatenationXIChromosomaVI2008VIbbhVIbcdWdf 2.8 95

149 üultiplexWwzSyIforIpreWIandIpostnatalIdiagnosticIapplicationsXIAmericangJournalgofgHumangGeneticsVI
1999VIgfVIeeiWgc 11 94

148 TheIdynamicIrangeIofIcirculatingItumorIuNrIinImetastaticIbreastIcancerXIBreastgCancergResearchVI
2014VIbgVIecb 8.3 93

147 pfdIdeletionIimpairsIclearanceIofIchromosomalWinstableIstemIcellsIinIagingItelomereWdysfunctionalI
miceXINaturegGeneticsVI2009VIebVIbbdiWed 36.3 89

146 thromosomalIbarIcodesIproducedIbyImulticolorIfluorescenceIinIsituIhybridizationIwithImultipleI
YrtIclonesIandIwholeIchromosomeIpaintingIprobesXIHumangMoleculargGeneticsVI1993VIcVIfafWbc 5.6 87

145 TowardIanIimprovedIdefinitionIofItheItumorIspectrumIassociatedIwithIsrPbIgermlineImutationsXI
JournalgofgClinicalgOncologyVI2012VIdaVIeddhWea 2.2 86

144 TheIpotentialIofIliquidIbiopsiesIforItheIearlyIdetectionIofIcancerXINpjgPrecisiongOncologyVI2017VIbVIdg 9.8 82

143 TumorIsignaturesIinItheIbloodXINaturegBiotechnologyVI2014VIdcVIeebWd 44.5 82

142 rnIoptimizedVIfullyIautomatedIsystemIforIfastIandIaccurateIidentificationIofIchromosomalI
rearrangementsIbyImultiplexWwzSyIRüWwzSySXICytogeneticgandgGenomegResearchVI1998VIicVIbgaWhb 1.9 82

141 szWcfITItzRtUärTzNxITUüORItvääSIzNIxäzOsärSTOürXINeurouOncologyVI2014VIbgVIvciWvcj 1 78

140 RapidIzdentificationIofIPlasmaIuNrISamplesIwithIzncreasedIctuNrIäevelsIbyIaIüodifiedIwrSTWSeqSI
rpproachXIClinicalgChemistryVI2015VIgbVIidiWej 5.5 76

139 xermlineImutationsIinItheIuNrIdamageIresponseIgenesIsRtrbVIsRtrcVIsrRubIandITPfdIinI
patientsIwithItherapyIrelatedImyeloidIneoplasmsXIJournalgofgMedicalgGeneticsVI2012VIejVIeccWi 5.8 72

138 TargetedImassivelyIparallelIsequencingIofIangiosarcomasIrevealsIfrequentIactivationIofItheI
mitogenIactivatedIproteinIkinaseIpathwayXIOncotargetVI2015VIgVIdgaebWfc 3.3 71
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137 rnIoptimizedIprobeIsetIforItheIdetectionIofIsmallIinterchromosomalIaberrationsIbyIuseIofIceWcolorI
wzSyXIAmericangJournalgofgHumangGeneticsVI2000VIggVIbgieWi 11 71

136
tompleteIkaryotypeIcharacterizationIofItheIKfgcIcellIlineIbyIcombinedIapplicationIofIxWbandingVI
multiplexWfluorescenceIinIsituIhybridizationVIfluorescenceIinIsituIhybridizationVIandIcomparativeI
genomicIhybridizationXILeukemiagResearchVI2001VIcfVIdbdWcc

2.7 68

135 rnalysisIofIgeneIexpressionIpatternsIandIchromosomalIchangesIassociatedIwithIagingXICancerg
ResearchVI2004VIgeVIiffaWh 10.1 66

134 uisruptionIofITrpfdIinIliversIofImiceIinducesIformationIofIcarcinomasIwithIbilinealIdifferentiationXI
GastroenterologyVI2012VIbecVIbccjWbcdjXed 13.3 63

133 SubtelomericIchromosomeIrearrangementsIareIdetectedIusingIanIinnovativeIbcWcolorIwzSyIassayI
RüWTväSXINaturegMedicineVI2001VIhVIejhWfab 50.5 63

132 zdentificationIofIsmallIgainsIandIlossesIinIsingleIcellsIafterIwholeIgenomeIamplificationIonItilingI
oligoIarraysXINucleicgAcidsgResearchVI2009VIdhVIebaf 20.1 59

131 SingleWcellIisolationIfromIcellIsuspensionsIandIwholeIgenomeIamplificationIfromIsingleIcellsItoI
provideItemplatesIforItxyIanalysisXINaturegProtocolsVI2007VIcVIdbhdWie 18.8 56

130 rImissenseImutationIinItheIPzSrIdomainIofIysSrSWgIcausesIautosomalIrecessiveIprimaryI
microcephalyIinIaIlargeIconsanguineousIPakistaniIfamilyXIHumangMoleculargGeneticsVI2014VIcdVIfjeaWj 5.6 55

129 yighWresolutionIgenomicIprofilingIofIoccultImicrometastaticItumorIcellsXIGenesgChromosomesgandg
CancerVI2003VIdgVIbfjWgg 5 55

128 NonWinvasiveIdetectionIofIgenomeWwideIsomaticIcopyInumberIalterationsIbyIliquidIbiopsiesXI
MoleculargOncologyVI2016VIbaVIejeWfac 7.9 54

127 znferenceIofItranscriptionIfactorIbindingIfromIcellWfreeIuNrIenablesItumorIsubtypeIpredictionIandI
earlyIdetectionXINaturegCommunicationsVI2019VIbaVIeggg 17.4 54

126 tellWwreeIuNrIandIrpoptosiskIyowIueadItellsIznformIrboutItheIäivingXITrendsgingMoleculargMedicine
VI2020VIcgVIfbjWfci 11.5 54

125 sehaviourIofIhumanIheterochromaticIregionsIduringItheIsynapsisIofIhomologousIchromosomesXI
HumangReproductionVI2006VIcbVIbejaWh 5.7 53

124 TowardsImanyIcolorsIinIwzSyIonIduWpreservedIinterphaseInucleiXICytogeneticgandgGenomegResearchVI
2006VIbbeVIdghWhi 1.9 52

123 rlterationsIofItheIcellWcycleIinhibitorsIpchRKzPbSIandIpbgRzNKeaSIareIfrequentIinIblasticI
plasmacytoidIdendriticIcellIneoplasmsXIJournalgofgInvestigativegDermatologyVI2010VIbdaVIbbfcWh 4.3 51

122
RetroviralIinsertionalImutagenesisIidentifiesIRUNXIgenesIinvolvedIinIchronicImyeloidIleukemiaI
diseaseIpersistenceIunderIimatinibItreatmentXIProceedingsgofgthegNationalgAcademygofgSciencesgofg
thegUnitedgStatesgofgAmericaVI2007VIbaeVIefjeWj

11.5 51

121 üulticenterIvvaluationIofItirculatingItellWwreeIuNrIvxtractionIandIuownstreamIrnalysesIforItheI
uevelopmentIofIStandardizedIRPreSanalyticalIWorkIwlowsXIClinicalgChemistryVI2020VIggVIbejWbga 5.5 51

120 TelomeraseIabrogatesIaneuploidyWinducedItelomereIreplicationIstressVIsenescenceIandIcellI
depletionXIEMBOgJournalVI2015VIdeVIbdhbWie 13 50
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119 trossoverIfrequencyIandIsynaptonemalIcomplexIlengthkItheirIvariabilityIandIeffectsIonIhumanI
maleImeiosisXIMoleculargHumangReproductionVI2006VIbcVIbcdWdd 4.4 50

118 xermlineIvariantsIinItheISvürerIgeneIpredisposeItoIfamilialIcolorectalIcancerItypeIXXINatureg
CommunicationsVI2014VIfVIfbjb 17.4 47

117 PumaIandIpcbIrepresentIcooperatingIcheckpointsIlimitingIselfWrenewalIandIchromosomalI
instabilityIofIsomaticIstemIcellsIinIresponseItoItelomereIdysfunctionXINaturegCellgBiologyVI2011VIbeVIhdWj 23.4 46

116 yighWresolutionIanalysesIofIcopyInumberIchangesIinIdisseminatedItumorIcellsIofIpatientsIwithI
breastIcancerXIInternationalgJournalgofgCancerVI2012VIbdbVIveafWbf 7.5 46

115 tlassifyingIbyIcolorskIwzSyWbasedIgenomeIanalysisXICytogeneticgandgGenomegResearchVI2001VIjdVIbWba 1.9 46

114 SecurinIisInotIrequiredIforIchromosomalIstabilityIinIhumanIcellsXIPLoSgBiologyVI2005VIdVIeebg 9.7 45

113 wamilialImentalIretardationIsyndromeIrTRWbgIdueItoIanIinheritedIcrypticIsubtelomericI
translocationVItRdlbgSRqcjlpbdXdSXIAmericangJournalgofgHumangGeneticsVI2000VIggVIbgWcf 11 44

112 vvolutionIofIgenomicIinstabilityIinIdiethylnitrosamineWinducedIhepatocarcinogenesisIinImiceXI
HepatologyVI2011VIfdVIijfWjae 11.2 41

111 tlassificationIaccuracyIinImultipleIcolorIfluorescenceIimagingImicroscopyXICytometryVI2000VIebVIbdjWbeh 41

110 äossIofIadiposeItriglycerideIlipaseIisIassociatedIwithIhumanIcancerIandIinducesImouseIpulmonaryI
neoplasiaXIOncotargetVI2016VIhVIddidcWea 3.3 41

109 xenerationIofIchromosomeIpaintingIprobesIfromIsingleIchromosomesIbyIlaserImicrodissectionIandI
linkerWadaptorIPtRXIChromosomegResearchVI2004VIbcVIddhWed 4.4 39

108 TheIcoloringIofIcytogeneticsXINaturegMedicineVI1996VIcVIbaegWi 50.5 39

107 PTvNIactionIinIleukaemiaIdictatedIbyItheItissueImicroenvironmentXINatureVI2014VIfbaVIeacWg 50.4 37

106 rnalysisIofIchromosomalIalterationsIinInonWsmallIcellIlungIcancerIbyImultiplexWwzSyVIcomparativeI
genomicIhybridizationVIandImulticolorIbarIcodingXILaboratorygInvestigationVI2000VIiaVIbadbWeb 5.9 37

105 PatientImonitoringIthroughIliquidIbiopsiesIusingIcirculatingItumorIuNrXIInternationalgJournalgofg
CancerVI2017VIbebVIiihWijg 7.5 35

104 PredictiveIdiagnosisIofItheIcancerIproneIäiWwraumeniIsyndromeIbyIaccidentkInewIchallengesI
throughIwholeIgenomeIarrayItestingXIJournalgofgMedicalgGeneticsVI2009VIegVIdebWe 5.8 35

103 tharacterizationIofIcirculatingIbreastIcancerIcellsIwithItumorigenicIandImetastaticIcapacityXIEMBOg
MoleculargMedicineVI2020VIbcVIebbjai 12 35

102 SingleItubeIliquidIbiopsyIforIadvancedInonWsmallIcellIlungIcancerXIInternationalgJournalgofgCancerVI
2019VIbeeVIdbchWdbdh 7.5 35
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101 üultiplexWfluorescenceIinIsituIhybridizationIforIchromosomeIkaryotypingXINaturegProtocolsVI2006VIbVIbbhcWie18.8 34

100 xenomicIalterationsIinIplasmaIuNrIfromIpatientsIwithImetastasizedIprostateIcancerIreceivingI
abirateroneIorIenzalutamideXIInternationalgJournalgofgCancerVI2018VIbedVIbcdgWbcei 7.5 33

99 toWoccurrenceIofIüYtIamplificationIandITPfdImutationsIinIhumanIcancerXINaturegGeneticsVI2016VI
eiVIbaeWg 36.3 33

98 PartialItrisomyIofIchromosomeIccIresultingIfromIanIinterstitialIduplicationIofIccqbbXcIinIaIchildI
withItypicalIcatIeyeIsyndromeXIJournalgofgMedicalgGeneticsVI2003VIeaVIegc 5.8 33

97 yeterogeneityIofImutationalImechanismsIandImodesIofIinheritanceIinIauriculocondylarIsyndromeXI
JournalgofgMedicalgGeneticsVI2013VIfaVIbheWig 5.8 32

96 NewIconceptsItoIimproveIresolutionIandIsensitivityIofImolecularIcytogeneticIdiagnosticsIbyI
multicolorIfluorescenceIinIsituIhybridizationXICytometryVI2001VIeeVIhWbf 32

95 rIcellWbasedIscreeningIstrategyIthatIpredictsImutationsIinIoncogenicItyrosineIkinaseskIimplicationsI
forIclinicalIresistanceIinItargetedIcancerItreatmentXICellgCycleVI2005VIeVIeaaWg 4.7 30

94
rIstrategyIforItheIcharacterizationIofIminuteIchromosomeIrearrangementsIusingImultipleIcolorI
fluorescenceIinIsituIhybridizationIwithIchromosomeWspecificIuNrIlibrariesIandIYrtIclonesXIHumang
GeneticsVI1993VIjcVIfchWdc

6.3 28

93 tomputerIimageIanalysisIofIcombinatorialImultiWfluorIwzSyXIBioimagingVI1996VIeVIfcWge 28

92
vffectIofIgenomeWwideIassociationIstudiesVIdirectWtoWconsumerIgeneticItestingVIandIhighWspeedI
sequencingItechnologiesIonIpredictiveIgeneticIcounsellingIforIcancerIriskXILancetgOncologytgTheVI
2010VIbbVIijaWi

21.7 27

91 OrderIofIgeneticIeventsIisIcriticalIdeterminantIofIaberrationsIinIchromosomeIcountIandIstructureXI
GenesgChromosomesgandgCancerVI2004VIeaVIcjiWdag 5 27

90 rInewIstrategyIforItheIdetectionIofIsubtelomericIrearrangementsXIHumangGeneticsVI2001VIbajVIfhgWid 6.3 27

89 rcroüIfluorescentIinIsituIhybridizationIanalysesIofImarkerIchromosomesXIHumangGeneticsVI2001VI
bajVIbfcWi 6.3 26

88 PreexistingITPfdImutationIinItherapyWrelatedIacuteImyeloidIleukemiaXIAnnalsgofgHematologyVI2015VI
jeVIfchWj 3 24

87 SequentialIapplicationIofIinterphaseWwzSyIandItxyItoIsingleIcellsXILaboratorygInvestigationVI2005VI
ifVIficWjc 5.9 24

86 KaryotypingImouseIchromosomesIbyImultiplexWwzSyIRüWwzSySXIChromosomegResearchVI2001VIjVIcbbWe 4.4 24

85 uisruptionIofItheImethyltransferaseWlikeIcdIgeneIüvTTäcdIcausesImildIautosomalIrecessiveI
intellectualIdisabilityXIHumangMoleculargGeneticsVI2014VIcdVIeabfWcd 5.6 23

84 üulticolorIchromosomeIpaintingIinIdiagnosticIandIresearchIapplicationsXIChromosomegResearchVI
2004VIbcVIbfWcd 4.4 23
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83 äiveIcellIcatapultingIandIrecultivationIdoesInotIchangeItheIkaryotypeIofIytTbbgItumorIcellsXI
CancergGeneticsgandgCytogeneticsVI2005VIbgbVIbheWh 23

82 rIcompleteIsetIofIrepeatWdepletedVIPtRWamplifiableVIhumanIchromosomeWspecificIpaintingIprobesXI
CytogeneticgandgGenomegResearchVI1999VIieVIcddWea 1.9 22

81
uetectionIofIaIgermlineImutationIandIsomaticIhomozygousIlossIofItheIvonIyippelWäindauI
tumorWsuppressorIgeneIinIaIfamilyIwithIaIdeInovoImutationXIrIcombinedIgeneticIstudyVIincludingI
cytogeneticsVIPtRYSStPVIwzSyVIandItxyXIHumangGeneticsVI1996VIjhVIhhaWg

6.3 22

80 TechnicalIvvaluationIofItommercialIüutationIrnalysisIPlatformsIandIReferenceIüaterialsIforI
äiquidIsiopsyIProfilingXICancersVI2020VIbcVI 6.6 21

79 üonosomyIbpdgWWaIrecentlyIdelineatedVIclinicallyIrecognizableIsyndromeXIClinicalgDysmorphologyVI
2002VIbbVIedWi 0.9 21

78 yighWresolutionIanalysisIofIalterationsIinImedullaryIthyroidIcarcinomaIgenomesXIInternationalg
JournalgofgCancerVI2012VIbdbVIvggWhd 7.5 19

77 uigitalIkaryotypingIrevealsIfrequentIinactivationIofItheIdystrophinYuüuIgeneIinImalignantI
melanomaXICellgCycleVI2007VIgVIbijWji 4.7 19

76 SingleWcellIanalysiskItowardItheIclinicXIGenomegMedicineVI2013VIfVIhe 14.4 18

75 SpongiousIhypertrophicIcardiomyopathyIinIpatientsIwithImutationsIinItheIfourWandWaWhalfIäzüI
domainIbIgeneXICirculation:gCardiovasculargGeneticsVI2012VIfVIejaWfac 18

74 rImulticolorIwzSyIassayIdoesInotIdetectIuUPcfIinIcontrolIindividualsIorIinIreportedIpositiveIcontrolI
cellsXIAmericangJournalgofgHumangGeneticsVI2003VIhcVIbdejWfc 11 18

73 SevenWfluorochromeImouseIüWwzSyIforIhighWresolutionIanalysisIofIinterchromosomalI
rearrangementsXICytogeneticgandgGenomegResearchVI2003VIbadVIieWi 1.9 18

72
rssignmentIofItheIgeneIencodingImannanWbindingIlectinWassociatedIserineIproteaseIcIRürSPcSItoI
humanIchromosomeIbpdgXdWWopdgXcIbyIinIsituIhybridizationIandIsomaticIcellIhybridIanalysisXI
CytogeneticgandgGenomegResearchVI1999VIieVIbeiWj

1.9 18

71 uetectionIandItharacterizationIofItirculatingITumorItellsIinIPatientsIwithIüerkelItellItarcinomaXI
ClinicalgChemistryVI2019VIgfVIegcWehc 5.5 18

70 TwoInovelImutationsIinItheIxurPbIandIPRXIgenesIinIearlyIonsetItharcotWüarieWToothIsyndromeXI
NeuropediatricsVI2008VIdjVIddWi 1.6 17

69 KeratinIbiWdeficiencyIresultsIinIsteatohepatitisIandIliverItumorsIinIoldImicekIrImodelIofI
steatohepatitisWassociatedIliverIcarcinogenesisXIOncotargetVI2016VIhVIhddajWhddcc 3.3 17

68 tellWfreeIuNrIanalysisIrevealsIPOäRbuWmediatedIresistanceItoIbevacizumabIinIcolorectalIcancerXI
GenomegMedicineVI2020VIbcVIca 14.4 16

67 RapidIidentificationIofIhomologousIrecombinantsIandIdeterminationIofIgeneIcopyInumberIwithI
referenceYqueryIpyrosequencingIRRQPSSXIGenomegResearchVI2009VIbjVIcaibWj 9.7 15

66
zmpactIofIarrayIcomparativeIgenomicIhybridizationWderivedIinformationIonIgeneticIcounselingI
demonstratedIbyIprenatalIdiagnosisIofItheITrRIRthrombocytopeniaWabsentWradiusSI
syndromeWassociatedImicrodeletionIbqcbXbXIAmericangJournalgofgHumangGeneticsVI2007VIibVIiggWi

11 15
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65 üicroWarrayIanalysesIdecipherIexceptionalIcomplexIfamilialIchromosomalIrearrangementXIHumang
GeneticsVI2006VIbbjVIbefWfd 6.3 15

64 yeritableItranslocationsIinducedIbyIdermalIexposureIofImaleImiceItoIacrylamideXICytogeneticgandg
GenomegResearchVI2004VIbaeVIchbWg 1.9 15

63 znductionIofIchromosomalIaberrationsIbyIdacarbazineIinIsomaticIandIgerminalIcellsIofImiceXI
MutagenesisVI2002VIbhVIdidWj 2.8 15

62 OneIsizeIdoesInotIfitIallkISizeWbasedIplasmaIuNrIdiagnosticsXISciencegTranslationalgMedicineVI2018VI
baVI 17.5 15

61 üultiplexIgeneticIcancerItestingIidentifiesIpathogenicImutationsIinITPfdIandItuybIinIaIpatientI
withIbilateralIbreastIandIendometrialIadenocarcinomaXIBMCgMedicalgGeneticsVI2013VIbeVIbcj 2.1 14

60 uifferentIstainingIsubstancesIwereIusedIinIdecorativeIandItherapeuticItattoosIinIaIbaaaWyearWoldI
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