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k Paper IF Citations

75 InvertingLtheLmodelLofLgenomicsLdataLsharingLwithLtheLNHGRILGenomicLzataLScienceLwnalysisbL
VisualizationbLandLInformaticsLLabcspaceddLCelllGenomicsbL2022bLhbLgfffnkcgfffnk 6

74 UniversalLpredictionLofLcellccycleLpositionLusingLtransferLlearningddLGenomelBiologybL2022bLhibLjg 18.3 3

73 wLmammalianLmethylationLarrayLforLprofilingLmethylationLlevelsLatLconservedLsequencesddLNaturel
CommunicationsbL2022bLgibLmni 17.4 15

72 wddressingLtheLmeanccorrelationLrelationshipLinLcocexpressionLanalysisddLPLoSlComputationall
BiologybL2022bLgnbLegffookj 5 0

71 recountipLsummariesLandLqueriesLforLlargecscaleLRNwcseqLexpressionLandLsplicingdLGenomelBiologybL
2021bLhhbLihi 18.3 3

70 HumanLbrainLregioncspecificLvariablyLmethylatedLregionsLareLenrichedLforLheritabilityLofLdistinctL
neuropsychiatricLtraitsdLGenomelBiologybL2021bLhhbLggl 18.3 1

69 HumanLmethylomeLvariationLacrossLInfiniumLjkfKLdataLonLtheLGeneL’xpressionLOmnibusdLNARl
GenomicslandlBioinformaticsbL2021bLibLlqabfhk 3.7 3

68 MetabolicLeffectsLofLairLpollutionLexposureLandLreversibilitydLJournalloflClinicallInvestigationbL2020bL
gifbLlfijclfjf 15.9 16

67 wLscreenLofLgbfjoLschizophreniaLandLifLwlzheimerTscassociatedLvariantsLforLregulatoryLpotentialdL
AmericanlJournalloflMedicallGeneticslPartlB:lNeuropsychiatriclGeneticsbL2020bLgnibLlgcmi 3.5 8

66 SimultaneousLprofilingLofLchromatinLaccessibilityLandLmethylationLonLhumanLcellLlinesLwithL
nanoporeLsequencingdLNaturelMethodsbL2020bLgmbLggogcggoo 21.6 40

65 PromoterLypGLzensityLPredictsLzownstreamLGeneLLosscofcFunctionLIntolerancedLAmericanlJournall
oflHumanlGeneticsbL2020bLgfmbLjnmcjon 11 2

64 yoexpressionLpatternsLdefineLepigeneticLregulatorsLassociatedLwithLneurologicalLdysfunctiondL
GenomelResearchbL2019bLhobLkihckjh 9.7 20

63 wnalyzingLwholeLgenomeLbisulfiteLsequencingLdataLfromLhighlyLdivergentLgenotypesdLNucleiclAcidsl
ResearchbL2019bLjmbLeggm 20.1 8

62 LinearLmodelsLenableLpowerfulLdifferentialLactivityLanalysisLinLmassivelyLparallelLreporterLassaysdL
BMClGenomicsbL2019bLhfbLhfo 4.5 63

61 PrecociousLneuronalLdifferentiationLandLdisruptedLoxygenLresponsesLinLKabukiLsyndromedLJCIl
InsightbL2019bLjbL 9.9 19

60 PrecociousLchondrocyteLdifferentiationLdisruptsLskeletalLgrowthLinLKabukiLsyndromeLmicedLJCIl
InsightbL2019bLjbL 9.9 10

59 zNwLMethylationL2019bLoiicojn
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58 yommonLzNwLsequenceLvariationLinfluencesLicdimensionalLconformationLofLtheLhumanLgenomedL
GenomelBiologybL2019bLhfbLhkk 18.3 36

57 NeuronalLbraincregioncspecificLzNwLmethylationLandLchromatinLaccessibilityLareLassociatedLwithL
neuropsychiatricLtraitLheritabilitydLNaturelNeurosciencebL2019bLhhbLifmcigl 25.5 68

56 JointLxoundingLofLPeaksLwcrossLSamplesLImprovesLzifferentialLwnalysisLinLMassL
SpectrometrycxasedLMetabolomicsdLAnalyticallChemistrybL2017bLnobLikgmcikhi 7.8 7

55 yorrectingLforLcellctypeLheterogeneityLinLepigenomecwideLassociationLstudiespLrevisitingLpreviousL
analysesdLNaturelMethodsbL2017bLgjbLhglchgm 21.6 47

54 ReproducibleLRNwcseqLanalysisLusingLrecounthdLNaturelBiotechnologybL2017bLikbLigocihg 44.5 211

53 wLketogenicLdietLrescuesLhippocampalLmemoryLdefectsLinLaLmouseLmodelLofLKabukiLsyndromedL
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericabL2017bLggjbLghkcgif 11.5 56

52 SoftwareLforLtheLIntegrationLofLMultiomicsL’xperimentsLinLxioconductordLCancerlResearchbL2017bLmmbLeiocejh10.1 53

51 PreprocessingbLnormalizationLandLintegrationLofLtheLIlluminaLHumanMethylation’PIyLarrayLwithL
minfidLBioinformaticsbL2017bLiibLkkncklf 7.2 248

50 NGapLhuntingNLtoLcharacterizeLclusteredLprobeLsignalsLinLIlluminaLmethylationLarrayLdatadL
EpigeneticslandlChromatinbL2016bLobLkl 5.8 34

49 RailcdbGaPpLanalyzingLdbGaPcprotectedLdataLinLtheLcloudLwithLwmazonL’lasticLMapReducedL
BioinformaticsbL2016bLihbLhkkgci 7.2 5

48 HumanLsplicingLdiversityLandLtheLextentLofLunannotatedLspliceLjunctionsLacrossLhumanLRNwcseqL
samplesLonLtheLSequenceLReadLwrchivedLGenomelBiologybL2016bLgmbLhll 18.3 65

47 WholecgenomeLanalysisLofLtheLmethylomeLandLhydroxymethylomeLinLnormalLandLmalignantLlungL
andLliverdLGenomelResearchbL2016bLhlbLgmifcgmjg 9.7 61

46 GenomecwideLassociationLstudyLidentifiesLpeanutLallergycspecificLlociLandLevidenceLofLepigeneticL
mediationLinLUSLchildrendLNaturelCommunicationsbL2015bLlbLlifj 17.4 152

45 wgeLandLsunLexposurecrelatedLwidespreadLgenomicLblocksLofLhypomethylationLinLnonmalignantL
skindLGenomelBiologybL2015bLglbLnf 18.3 83

44 xacterialLinfectionLremodelsLtheLzNwLmethylationLlandscapeLofLhumanLdendriticLcellsdLGenomel
ResearchbL2015bLhkbLgnfgcgg 9.7 138

43 yoverageLrecommendationsLforLmethylationLanalysisLbyLwholecgenomeLbisulfiteLsequencingdL
NaturelMethodsbL2015bLghbLhifchbLgLpLfollowingLhih 21.6 171

42 zNwLmethylationLisLstableLduringLreplicationLandLcellLcycleLarrestdLScientificlReportsbL2015bLkbLgmogg 4.9 32

41 ReconstructingLwexLcompartmentsLasLrevealedLbyLHicyLusingLlongcrangeLcorrelationsLinLepigeneticL
datadLGenomelBiologybL2015bLglbLgnf 18.3 132

(2015-2019)
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40 OrchestratingLhighcthroughputLgenomicLanalysisLwithLxioconductordLNaturelMethodsbL2015bLghbLggkchg 21.6 1949

39 TheLxioconductorLchannelLinLFgfffResearchdLF1000ResearchbL2015bLjbLhgm 3.6 4

38 zifferentialLexpressionLanalysisLofLRNwcseqLdataLatLsinglecbaseLresolutiondLBiostatisticsbL2014bLgkbLjgichl3.7 42

37 MinfipLaLflexibleLandLcomprehensiveLxioconductorLpackageLforLtheLanalysisLofLInfiniumLzNwL
methylationLmicroarraysdLBioinformaticsbL2014bLifbLgilico 7.2 1941

36 FunctionalLnormalizationLofLjkfkLmethylationLarrayLdataLimprovesLreplicationLinLlargeLcancerL
studiesdLGenomelBiologybL2014bLgkbLkfi 18.3 435

35 LargecscaleLhypomethylatedLblocksLassociatedLwithL’psteincxarrLviruscinducedLxccellL
immortalizationdLGenomelResearchbL2014bLhjbLgmmcnj 9.7 99

34 HistoneLdeacetylaseLinhibitionLrescuesLstructuralLandLfunctionalLbrainLdeficitsLinLaLmouseLmodelLofL
KabukiLsyndromedLSciencelTranslationallMedicinebL2014bLlbLhklragik 17.5 104

33 illuminaiopLwnLopenLsourceLIzwTLparsingLtoolLforLIlluminaLmicroarraysdLF1000ResearchbL2013bLhbLhlj 3.6 47

32 xSmoothpLfromLwholeLgenomeLbisulfiteLsequencingLreadsLtoLdifferentiallyLmethylatedLregionsdL
GenomelBiologybL2012bLgibLRni 18.3 445

31 ReversibleLswitchingLbetweenLepigeneticLstatesLinLhoneybeeLbehavioralLsubcastesdLNaturel
NeurosciencebL2012bLgkbLgimgci 25.5 237

30 LaserLcapturedLhepatocytesLshowLassociationLofLbutyrylcholinesteraseLgeneLlossLandLfibrosisL
progressionLinLhepatitisLycinfectedLdrugLusersdLHepatologybL2012bLklbLkjjckj 11.2 14

29 RemovingLtechnicalLvariabilityLinLRNwcseqLdataLusingLconditionalLquantileLnormalizationdL
BiostatisticsbL2012bLgibLhfjcgl 3.7 378

28 SocialLenvironmentLisLassociatedLwithLgeneLregulatoryLvariationLinLtheLrhesusLmacaqueLimmuneL
systemdLProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericabL2012bLgfobLljofck11.5 208

27 SequencingLtechnologyLdoesLnotLeliminateLbiologicalLvariabilitydLNaturelBiotechnologybL2011bLhobLkmhci 44.5 143

26 IncreasedLmethylationLvariationLinLepigeneticLdomainsLacrossLcancerLtypesdLNaturelGeneticsbL2011bL
jibLmlncmk 36.3 825

25 yonservationLofLanLRNwLregulatoryLmapLbetweenLzrosophilaLandLmammalsdLGenomelResearchbL2011
bLhgbLgoichfh 9.7 165

24 IdentificationLofLfunctionalLelementsLandLregulatoryLcircuitsLbyLzrosophilaLmod’NyOz’dLSciencebL
2010bLiifbLgmnmcom 33.3 892

23 xiasesLinLIlluminaLtranscriptomeLsequencingLcausedLbyLrandomLhexamerLprimingdLNucleiclAcidsl
ResearchbL2010bLinbLegig 20.1 471
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22 yloudcscaleLRNwcsequencingLdifferentialLexpressionLanalysisLwithLMyrnadLGenomelBiologybL2010bLggbLRni 18.3 227

21 ’valuationLofLstatisticalLmethodsLforLnormalizationLandLdifferentialLexpressionLinLmRNwcSeqL
experimentsdLBMClBioinformaticsbL2010bLggbLoj 3.6 1132

20 GenomecwideLidentificationLofLalternativeLspliceLformsLdowncregulatedLbyLnonsensecmediatedL
mRNwLdecayLinLzrosophiladLPLoSlGeneticsbL2009bLkbLegfffkhk 6 68

19
NovelLlowLabundanceLandLtransientLRNwsLinLyeastLrevealedLbyLtilingLmicroarraysLandLultraL
highcthroughputLsequencingLareLnotLconservedLacrossLcloselyLrelatedLyeastLspeciesdLPLoSlGeneticsbL
2008bLjbLegfffhoo

6 29

18 wdvancedLpaternalLageLandLriskLofLfetalLdeathpLaLcohortLstudydLAmericanlJournalloflEpidemiologybL
2004bLglfbLghgjchh 3.8 104

17 UseLofLcensusLdataLforLconstructionLofLfertilityLhistoryLforLzanishLwomendLScandinavianlJournallofl
PubliclHealthbL2004bLihbLjikcjg 3 2

16 FertilityLpatternLdoesLnotLexplainLsocialLgradientLinLbreastLcancerLinLdenmarkdLInternationallJournall
oflCancerbL2004bLgggbLjkgcl 7.5 36

15 RemovingLunwantedLvariationLbetweenLsamplesLinLHicyLexperiments 4

14 PrecociousLneuronalLdifferentiationLandLdisruptedLoxygenLresponsesLinLKabukiLsyndrome 1

13 PromoterLypGLdensityLpredictsLdownstreamLgeneLlosscofcfunctionLintolerance 1

12 PurifyingLselectionLactsLonLgermlineLmethylationLtoLmodifyLtheLypGLmutationLrateLatLpromoters 2

11 FunctionalLnormalizationLofLjkfkLmethylationLarrayLdataLimprovesLreplicationLinLlargeLcancerLstudies 5

10 PreprocessingbLnormalizationLandLintegrationLofLtheLIlluminaLHumanMethylation’PIyLarray 8

9 SoftwareLforLtheLintegrationLofLmulticomicsLexperimentsLinLxioconductor 3

8 LinearLmodelsLenableLpowerfulLdifferentialLactivityLanalysisLinLmassivelyLparallelLreporterLassays 2

7 yocexpressionLanalysisLisLbiasedLbyLaLmeanccorrelationLrelationship 5

6 HumanLmethylomeLvariationLacrossLInfiniumLjkfKLdataLonLtheLGeneL’xpressionLOmnibus 1

5 wLscreenLofLgbfjoLschizophreniaLandLifLwlzheimerâ��scassociatedLvariantsLforLregulatoryLpotential 2

(-2010)
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4 wnalyzingLwholeLgenomeLbisulfiteLsequencingLdataLfromLhighlyLdivergentLgenotypes 1

3 UniversalLpredictionLofLcellLcycleLpositionLusingLtransferLlearning 1

2 InvertingLtheLmodelLofLgenomicsLdataLsharingLwithLtheLNHGRILGenomicLzataLScienceLwnalysisbL
VisualizationbLandLInformaticsLLabcspaceLUwnVILV 5

1 yompartmapLenablesLinferenceLofLhighercorderLchromatinLstructureLinLindividualLcellsLfromL
scRNwcseqLandLscwTwycseq 1
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