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ARTICLE

High-throughput and site-specific identification of 24€2-<i>O<[i>-methylation sites using ribose oxidation
sequencing (RibOxi-seq). Rna, 2017, 23, 1303-1314.

An Ultraconserved Element (UCE) controls homeostatic splicing of ARGLU1 mRNA. Nucleic Acids
Research, 2017, 45, 3473-3486.

The large repertoire of 23€™-O-methylation guided by C/D snoRNAs on Trypanosoma brucei rRNA. RNA
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Transcriptome-Wide Identification of 23€2-O-Methylation Sites with RibOxi-Seq. Methods in Molecular
Biology, 2022, 2404, 393-407.
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