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j Paper IF Citations

200 UpregulatedKhemeKbiosynthesisKincreasesKobstructiveKsleepKapneaKseveritykKaKpathwayXbasedK
MendelianKrandomizationKstudyYYKScientificiReportsWK2022WKbcWKbehc 4.9 0

199 RareKcodingKvariantsKinKRtNdKareKassociatedKwithKbloodKpressureYYKBMCiGenomicsWK2022WKcdWKbei 4.5

198 xeneXeducationalKattainmentKinteractionsKinKaKmultiXancestryKgenomeXwideKmetaXanalysisKidentifyK
novelKbloodKpressureKlociYKMoleculariPsychiatryWK2021WKcgWKcbbbXcbcf 15.1 3

197 TheKpowerKofKgeneticKdiversityKinKgenomeXwideKassociationKstudiesKofKlipidsYKNatureWK2021WK 50.4 24

196 ReplicationKofKvuropeanKhypertensionKassociationsKinKaKcaseXcontrolKstudyKofKjWfdeKrfricanK
rmericansYKPLoSiONEWK2021WKbgWKeacfjjgc 3.7 1

195 MendelianKrandomizationKandKpleiotropyKanalysisYKQuantitativeiBiologyWK2021WKjWKbccXbdc 3.9 5

194 rnKiterativeKapproachKtoKdetectKpleiotropyKandKperformKMendelianKRandomizationKanalysisKusingK
xWrSKsummaryKstatisticsYKBioinformaticsWK2021WKdhWKbdjaXbeaa 7.2 8

193 tardiometabolicKrisksKofKSrRSXtoVXcKhospitalizationKusingKMendelianKRandomizationYKScientifici
ReportsWK2021WKbbWKhiei 4.9 2

192 MultiXancestryKgenomeXwideKgeneXsleepKinteractionsKidentifyKnovelKlociKforKbloodKpressureYK
MoleculariPsychiatryWK2021WK 15.1 3

191 uiscoveryKandKfineXmappingKofKheightKlociKviaKhighXdensityKimputationKofKxWrSsKinKindividualsKofK
rfricanKancestryYKAmericaniJournaliofiHumaniGeneticsWK2021WKbaiWKfgeXfic 11 7

190
andKStudyKonKanKznjectableKxlycolKthitosanZuibenzaldehydeXTerminatedKPolyethyleneKxlycolK
yydrogelKinKRepairingKrrticularKtartilageKuefectsYKFrontiersiiniBioengineeringiandiBiotechnologyWK
2021WKjWKgahhaj

5.8 5

189 WholeXgenomeKassociationKanalysesKofKsleepXdisorderedKbreathingKphenotypesKinKtheKNy×szK
TOPMedKprogramYKGenomeiMedicineWK2021WKbdWKbdg 14.4 3

188 zdentificationKofKPzvZObKpolymorphismsKforKhumanKboneKmineralKdensityYKBoneWK2020WKbddWKbbfceh 4.7 15

187 ×ocalKrncestryKznferenceKinK×argeKPedigreesYKScientificiReportsWK2020WKbaWKbij 4.9 0

186 wrMcccrKencodesKaKproteinKwhichKaccumulatesKinKplaquesKinKrlzheimerRsKdiseaseYKNaturei
CommunicationsWK2020WKbbWKebb 17.4 8

185 uetectingKfitnessKepistasisKinKrecentlyKadmixedKpopulationsKwithKgenomeXwideKdataYKBMCiGenomicsWK
2020WKcbWKehg 4.5 1

184 MultiancestryKxenomeXWideKrssociationKStudyKofK×ipidK×evelsKzncorporatingKxeneXrlcoholK
znteractionsYKAmericaniJournaliofiEpidemiologyWK2019WKbiiWKbaddXbafe 3.8 39
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183 MultiXancestryKstudyKofKbloodKlipidKlevelsKidentifiesKfourKlociKinteractingKwithKphysicalKactivityYK
NatureiCommunicationsWK2019WKbaWKdhg 17.4 41

182 ×everagingKlinkageKevidenceKtoKidentifyKlowXfrequencyKandKrareKvariantsKonKbgpbdKassociatedKwithK
bloodKpressureKusingKTOPMedKwholeKgenomeKsequencingKdataYKHumaniGeneticsWK2019WKbdiWKbjjXcba 6.3 14

181
vxtracellularKmatrixKderivedKbyKhumanKumbilicalKcordXdepositedKmesenchymalKstemKcellsK
acceleratesKchondrocyteKproliferationKandKdifferentiationKpotentialKinKvitroYKCelliandiTissueiBankingWK
2019WKcaWKdfbXdgf

2.2 6

180 vpigenomeXwideKassociationKanalysisKofKdaytimeKsleepinessKinKtheKMultiXvthnicKStudyKofK
rtherosclerosisKrevealsKrfricanXrmericanXspecificKassociationsYKSleepWK2019WKecWK 1.1 16

179 rssociationsKofKvariantsKznKtheKhexokinaseKbKandKinterleukinKbiKreceptorKregionsKwithK
oxyhemoglobinKsaturationKduringKsleepYKPLoSiGeneticsWK2019WKbfWKebaahhdj 6 14

178 rKmultiXancestryKgenomeXwideKstudyKincorporatingKgeneXsmokingKinteractionsKidentifiesKmultipleK
newKlociKforKpulseKpressureKandKmeanKarterialKpressureYKHumaniMoleculariGeneticsWK2019WKciWKcgbfXcgdd 5.6 14

177 MultiXancestryKgenomeXwideKgeneXsmokingKinteractionKstudyKofKdihWchcKindividualsKidentifiesKnewK
lociKassociatedKwithKserumKlipidsYKNatureiGeneticsWK2019WKfbWKgdgXgei 36.3 59

176 zdentifyingKRareKVariantKrssociationsKinKrdmixedKPopulationsYKScientificiReportsWK2019WKjWKfefi 4.9 3

175 xenomeXwideKassociationKanalysisKofKselfXreportedKdaytimeKsleepinessKidentifiesKecKlociKthatK
suggestKbiologicalKsubtypesYKNatureiCommunicationsWK2019WKbaWKdfad 17.4 47

174 MultiXancestryKsleepXbyXSNPKinteractionKanalysisKinKbcgWjcgKindividualsKrevealsKlipidKlociKstratifiedKbyK
sleepKdurationYKNatureiCommunicationsWK2019WKbaWKfbcb 17.4 31

173 SequencingKrnalysisKatKipcdKzdentifiesKMultipleKRareKVariantsKinKu×tbKrssociatedKwithK
SleepXRelatedKOxyhemoglobinKSaturationK×evelYKAmericaniJournaliofiHumaniGeneticsWK2019WKbafWKbafhXbagi11 4

172 rdmixtureKmappingKidentifiesKnovelKlociKforKobstructiveKsleepKapneaKinKyispanicZ×atinoKrmericansYK
HumaniMoleculariGeneticsWK2019WKciWKghfXgih 5.6 20

171 tombinedKlinkageKandKassociationKanalysisKidentifiesKrareKandKlowKfrequencyKvariantsKforKbloodK
pressureKatKbqdbYKEuropeaniJournaliofiHumaniGeneticsWK2019WKchWKcgjXchh 5.3 3

170 VarvxpkKestimatingKvarianceKexplainedKbyKgenomeXwideKxxvKsummaryKstatisticsYKBioinformaticsWK
2018WKdeWKdebcXdebe 7.2 7

169
MultiethnicKMetaXrnalysisKzdentifiesKRrzbKasKaKPossibleKObstructiveKSleepKrpneaXrelatedK
QuantitativeKTraitK×ocusKinKMenYKAmericaniJournaliofiRespiratoryiCelliandiMoleculariBiologyWK2018WK
fiWKdjbXeab

5.7 37

168 NovelKgeneticKassociationsKforKbloodKpressureKidentifiedKviaKgeneXalcoholKinteractionKinKupKtoKfha K
individualsKacrossKmultipleKancestriesYKPLoSiONEWK2018WKbdWKeabjibgg 3.7 31

167 RareKVariantKrnalysisKinKUnrelatedKzndividualsYKTranslationaliBioinformaticsWK2018WKchXee

166 xWrSKandKcolocalizationKanalysesKimplicateKcarotidKintimaXmediaKthicknessKandKcarotidKplaqueKlociK
inKcardiovascularKoutcomesYKNatureiCommunicationsWK2018WKjWKfbeb 17.4 64

(2018-2019)
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165 rdjustmentKforKcovariatesKusingKsummaryKstatisticsKofKgenomeXwideKassociationKstudiesYKGenetici
EpidemiologyWK2018WKecWKibcXicf 2.6 3

164 xenomeXwideKsurveyKinKrfricanKrmericansKdemonstratesKpotentialKepistasisKofKfitnessKinKtheKhumanK
genomeYKGeneticiEpidemiologyWK2017WKebWKbccXbdf 2.6 8

163 xenomeXwideKassociationKanalysesKofKsleepKdisturbanceKtraitsKidentifyKnewKlociKandKhighlightKsharedK
geneticsKwithKneuropsychiatricKandKmetabolicKtraitsYKNatureiGeneticsWK2017WKejWKcheXcib 36.3 182

162 talibratingKPopulationKStratificationKinKrssociationKrnalysisYKMethodsiiniMoleculariBiologyWK2017WK
bgggWKeebXefd 1.4 1

161 trossXPhenotypeKrssociationKrnalysisKUsingKSummaryKStatisticsKfromKxWrSYKMethodsiiniMoleculari
BiologyWK2017WKbgggWKeffXegh 1.4 6

160 TheKrnalysisKofKvthnicKMixturesYKMethodsiiniMoleculariBiologyWK2017WKbgggWKfafXfcf 1.4 2

159 uetectingKMultiethnicKRareKVariantsYKMethodsiiniMoleculariBiologyWK2017WKbgggWKfchXfdi 1.4

158 xenomicKregionsKassociatedKwithKsusceptibilityKtoKsarrettRsKesophagusKandKesophagealK
adenocarcinomaKinKrfricanKrmericanskKTheKcrossKsvTRNetKadmixtureKstudyYKPLoSiONEWK2017WKbcWKeabiejgc3.7 5

157 yeightKassociatedKvariantsKdemonstrateKassortativeKmatingKinKhumanKpopulationsYKScientificiReports
WK2017WKhWKbfgij 4.9 9

156 windingKsusceptibleKandKprotectiveKinteractionKpatternsKinKlargeXscaleKgeneticKassociationKstudyYK
FrontiersiofiComputeriScienceWK2017WKbbWKfebXffe 2.2 0

155 RareKvariantsKinKfoxXbKhomologKrKSRswOXbTKareKassociatedKwithKlowerKbloodKpressureYKPLoSiGenetics
WK2017WKbdWKebaagghi 6 11

154
uiscoveryKandKfineXmappingKofKadiposityKlociKusingKhighKdensityKimputationKofKgenomeXwideK
associationKstudiesKinKindividualsKofKrfricanKancestrykKrfricanKrncestryKrnthropometryKxeneticsK
tonsortiumYKPLoSiGeneticsWK2017WKbdWKebaaghbj

6 60

153 SingleXtraitKandKmultiXtraitKgenomeXwideKassociationKanalysesKidentifyKnovelKlociKforKbloodKpressureK
inKrfricanXancestryKpopulationsYKPLoSiGeneticsWK2017WKbdWKebaaghci 6 58

152 tommonKvariantsKinKuRucKareKassociatedKwithKsleepKdurationkKtheKtrReKconsortiumYKHumani
MoleculariGeneticsWK2016WKcfWKbghXhj 5.6 37

151 TheKgeneticsKofKbloodKpressureKregulationKandKitsKtargetKorgansKfromKassociationKstudiesKinKdecWebfK
individualsYKNatureiGeneticsWK2016WKeiWKbbhbXbbie 36.3 251

150 VariantsKinKangiopoietinXcKSrNxPTcTKcontributeKtoKvariationKinKnocturnalKoxyhaemoglobinK
saturationKlevelYKHumaniMoleculariGeneticsWK2016WKcfWKfceeXfcfd 5.6 15

149 xeneKMappingKinKrdmixedKwamilieskKrKtautionaryKNoteKonKtheKznterpretationKofKtheKTransmissionK
uisequilibriumKTestKandKaKPossibleKSolutionYKHumaniHeredityWK2016WKibWKbagXbbg 1.1 3

148 TransXethnicKMetaXanalysisKandKwunctionalKrnnotationKzlluminatesKthe´ xeneticKrrchitectureKofK
wastingKxlucoseKandKznsulinYKAmericaniJournaliofiHumaniGeneticsWK2016WKjjWKfgXhf 11 41
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147 xeneticKrssociationsKwithKObstructiveKSleepKrpneaKTraitsKinKyispanicZ×atinoKrmericansYKAmericani
JournaliofiRespiratoryiandiCriticaliCareiMedicineWK2016WKbjeWKiigXijh 10.2 70

146 MultivariateKrnalysisKofKrnthropometricKTraitsKUsingKSummaryKStatisticsKofKxenomeXWideK
rssociationKStudiesKfromKxzrNTKtonsortiumYKPLoSiONEWK2016WKbbWKeabgdjbc 3.7 14

145
rnKvmpiricalKtomparisonKofK–ointKandKStratifiedKwrameworksKforKStudyingKxKˆ�KvKznteractionskK
SystolicKsloodKPressureKandKSmokingKinKtheKtyrRxvKxeneX×ifestyleKznteractionsKWorkingKxroupYK
GeneticiEpidemiologyWK2016WKeaWKeaeXbf

2.6 15

144 tomparisonKofKyeritabilityKvstimationKandK×inkageKrnalysisKforKMultipleKTraitsKUsingKPrincipalK
tomponentKrnalysesYKGeneticiEpidemiologyWK2016WKeaWKcccXdc 2.6 20

143 MiningKuualKNetworksYKACMiTransactionsioniKnowledgeiDiscoveryiFromiDataWK2016WKbaWKbXdh 4 14

142 uirectionalKdominanceKonKstatureKandKcognitionKin´ diverseKhumanKpopulationsYKNatureWK2015WKfcdWKefjXegc50.4 119

141 VariantsKforKyu×XtWK×u×XtWKandKtriglyceridesKidentifiedKfromKadmixtureKmappingKandKfineXmappingK
analysisKinKrfricanKrmericanKfamiliesYKCirculation:iCardiovasculariGeneticsWK2015WKiWKbagXbd 11

140 ueterminantsKofKhypertensionKinKaKyoungKadultKUgandanKpopulationKinKepidemiologicalK
transitionXtheKMvPzXtVuKsurveyYKBMCiPubliciHealthWK2015WKbfWKida 4.1 26

139 windingKdenseKandKconnectedKsubgraphsKinKdualKnetworksK2015WK 21

138 rKxeneralizedKSequentialKsonferroniKProcedureKforKxWrSKinKrdmixedKPopulationsKzncorporatingK
rdmixtureKMappingKznformationKintoKrssociationKTestsYKHumaniHeredityWK2015WKhjWKiaXjc 1.1 4

137 MetaXanalysisKofKcorrelatedKtraitsKviaKsummaryKstatisticsKfromKxWrSsKwithKanKapplicationKinK
hypertensionYKAmericaniJournaliofiHumaniGeneticsWK2015WKjgWKcbXdg 11 186

136 uiscoveryKofKcommonKsequencesKabsentKinKtheKhumanKreferenceKgenomeKusingKpooledKsamplesK
fromKnextKgenerationKsequencingYKBMCiGenomicsWK2014WKbfWKgif 4.5 16

135 ueKnovoKmutationsKdiscoveredKinKiKMexicanKrmericanKfamiliesKthroughKwholeKgenomeKsequencingYK
BMCiProceedingsWK2014WKiWKSce 2.3 8

134 WholeKgenomeKsequencingKdataKfromKpedigreesKsuggestsKlinkageKdisequilibriumKamongKrareK
variantsKcreatedKbyKpopulationKadmixtureYKBMCiProceedingsWK2014WKiWKSee 2.3 6

133 xeneXgeneKandKgeneXenvironmentKinteractionsKinKulcerativeKcolitisYKHumaniGeneticsWK2014WKbddWKfehXfi 6.3 22

132 TheKassociationKofKtheKvaninXbKNbdbSKvariantKwithKbloodKpressureKisKmediatedKbyKendoplasmicK
reticulumXassociatedKdegradationKandKlossKofKfunctionYKPLoSiGeneticsWK2014WKbaWKebaaegeb 6 14

131 xeneXcentricKmetaXanalysisKinKihWhdgKindividualsKofKvuropeanKancestryKidentifiesKmultipleK
bloodXpressureXrelatedKlociYKAmericaniJournaliofiHumaniGeneticsWK2014WKjeWKdejXga 11 131

130 rKunifiedKxMuRKmethodKforKdetectingKgeneXgeneKinteractionsKinKfamilyKandKunrelatedKsamplesKwithK
applicationKtoKnicotineKdependenceYKHumaniGeneticsWK2014WKbddWKbdjXfa 6.3 15

(2014-2016)
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129 rKvarianceKcomponentKbasedKmultiXmarkerKassociationKtestKusingKfamilyKandKunrelatedKdataYKBMCi
GeneticsWK2013WKbeWKbh 2.6 19

128
xenomeXwideKassociationKanalysisKofKbloodXpressureKtraitsKinKrfricanXancestryKindividualsKrevealsK
commonKassociatedKgenesKinKrfricanKandKnonXrfricanKpopulationsYKAmericaniJournaliofiHumani
GeneticsWK2013WKjdWKfefXfe

11 145

127 WhatKisKtheKsignificanceKofKdifferenceKinKphenotypicKvariabilityKacrossKSNPKgenotypespYKAmericani
JournaliofiHumaniGeneticsWK2013WKjdWKdjaXh 11 29

126 ×ociKinfluencingKbloodKpressureKidentifiedKusingKaKcardiovascularKgeneXcentricKarrayYKHumani
MoleculariGeneticsWK2013WKccWKbggdXhi 5.6 119

125 xenomeXwideKcharacterizationKofKsharedKandKdistinctKgeneticKcomponentsKthatKinfluenceKbloodK
lipidKlevelsKinKethnicallyKdiverseKhumanKpopulationsYKAmericaniJournaliofiHumaniGeneticsWK2013WKjcWKjaeXbg11 97

124 rKmetaXanalysisKidentifiesKnewKlociKassociatedKwithKbodyKmassKindexKinKindividualsKofKrfricanK
ancestryYKNatureiGeneticsWK2013WKefWKgjaXg 36.3 192

123 xvvXbasedKSNPKsetKassociationKtestKforKcontinuousKandKdiscreteKtraitsKinKfamilyXbasedKassociationK
studiesYKGeneticiEpidemiologyWK2013WKdhWKhhiXig 2.6 43

122 vzNViskKaKvisualizationKtoolKforKanalyzingKandKexploringKgeneticKinteractionsKinKlargeXscaleK
associationKstudiesYKGeneticiEpidemiologyWK2013WKdhWKghfXif 2.6 8

121 rKnovelKapproachKtoKdetectKcumulativeKgeneticKeffectsKandKgeneticKinteractionsKinKtrohnRsKdiseaseYK
InflammatoryiBoweliDiseasesWK2013WKbjWKbhjjXiai 4.5 12

120 ×inkageXdisequilibriumXbasedKbinningKmisleadsKtheKinterpretationKofKgenomeXwideKassociationK
studiesYKAmericaniJournaliofiHumaniGeneticsWK2012WKjbWKjgfXilKauthorKreplyKjgjXha 11 1

119 rnalysisKofKxeneticKrssociationKStudiesK2012WK 24

118 uetectingKrareKvariantsYKMethodsiiniMoleculariBiologyWK2012WKifaWKefdXge 1.4 5

117 xeneWKpathwayKandKnetworkKframeworksKtoKidentifyKepistaticKinteractionsKofKsingleKnucleotideK
polymorphismsKderivedKfromKxWrSKdataYKBMCiSystemsiBiologyWK2012WKgKSupplKdWKSbf 3.5 34

116 PowerKcomparisonKofKadmixtureKmappingKandKdirectKassociationKanalysisKinKgenomeXwideK
associationKstudiesYKGeneticiEpidemiologyWK2012WKdgWKcdfXed 2.6 20

115 VariantsKinKtXruRKandKwcR×bKareKassociatedKwithKbloodKpressureKandKobesityKinKrfricanXrmericansK
inKregionsKidentifiedKthroughKadmixtureKmappingYKJournaliofiHypertensionWK2012WKdaWKbjhaXg 1.9 23

114 rssociationKofKgeneticKlociKwithKsleepKapneaKinKvuropeanKrmericansKandKrfricanXrmericanskKtheK
tandidateKxeneKrssociationKResourceKStrReTYKPLoSiONEWK2012WKhWKeeiidg 3.7 48

113 rllowingKforKpopulationKstratificationKinKassociationKanalysisYKMethodsiiniMoleculariBiologyWK2012WK
ifaWKdjjXeaj 1.4 1

112 TheKanalysisKofKethnicKmixturesYKMethodsiiniMoleculariBiologyWK2012WKifaWKegfXib 1.4 3
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111 xeneXvnvironmentKznteractionsK2012WKcihXdai

110 yaplotypeKrnalysisKforKtaseXtontrolKuataK2012WKcajXcdd

109 PopulationKStructureK2012WKcfjXcig

108 RareKVariantsKrnalysisKinKUnrelatedKzndividualsYKTranslationaliBioinformaticsWK2012WKbcbXbdi

107 xeneXxeneKznteractionsK2012WKcdfXcfg

106 rnalysisKofKwamilyKuataK2012WKdfdXdih

105 zntroductionKtoKxeneticKvpidemiologyK2012WKddXfi

104 xeneticKbackgroundKofKpatientsKfromKaKuniversityKmedicalKcenterKinKManhattankKimplicationsKforK
personalizedKmedicineYKPLoSiONEWK2011WKgWKebjbgg 3.7 43

103 TheKtRPandxuNwxenesKuoKNotKtontributeKtoKrpneaâ��yypopneaKzndexKorKRiskKofKObstructiveKSleepK
rpneaYKAmericaniJournaliofiRespiratoryiandiCriticaliCareiMedicineWK2011WKbieWKbeeXbef 10.2

102 StatisticalKinteractionKinKhumanKgeneticskKhowKshouldKweKmodelKitKifKweKareKlookingKforKbiologicalK
interactionpYKNatureiReviewsiGeneticsWK2011WKbcWKhe 30.1 34

101 xenomeXwideKcomparisonKofKrfricanXancestryKpopulationsKfromKtrReKandKotherKcohortsKrevealsK
signalsKofKnaturalKselectionYKAmericaniJournaliofiHumaniGeneticsWK2011WKijWKdgiXib 11 63

100 TheKefficacyKofKdetectingKvariantsKwithKsmallKeffectsKonKtheKrffymetrixKgYaKplatformKusingKpooledK
uNrYKHumaniGeneticsWK2011WKbdaWKgahXcb 6.3 3

99 TwoXmarkerKassociationKtestsKyieldKnewKdiseaseKassociationsKforKcoronaryKarteryKdiseaseKandK
hypertensionYKHumaniGeneticsWK2011WKbdaWKhcfXdd 6.3 67

98 zdentifyingKrareKvariantsKfromKexomeKscanskKtheKxrWbhKexperienceYKBMCiProceedingsWK2011WKfKSupplK
jWKSb 2.3 5

97 vvaluationKofKaK×rSSOKregressionKapproachKonKtheKunrelatedKsamplesKofKxeneticKrnalysisKWorkshopK
bhYKBMCiProceedingsWK2011WKfKSupplKjWKSbc 2.3 3

96 znterrogatingKpopulationKstructureKandKitsKimpactKonKassociationKtestsYKBMCiProceedingsWK2011WKfK
SupplKjWKScf 2.3 3

95 TestingKgeneXenvironmentKinteractionsKinKgeneXbasedKassociationKstudiesYKBMCiProceedingsWK2011WKfK
SupplKjWKScg 2.3 3

94 RareKvariantKdensityKacrossKtheKgenomeKandKacrossKpopulationsYKBMCiProceedingsWK2011WKfKSupplKjWKSdj 2.3 5

(2011-2012)

7



93 rKnovelKmethodKtoKdetectKrareKvariantsKusingKbothKfamilyKandKunrelatedKcaseXcontrolKdataYKBMCi
ProceedingsWK2011WKfKSupplKjWKSia 2.3 3

92 tapabilityKofKcommonKSNPsKtoKtagKrareKvariantsYKBMCiProceedingsWK2011WKfKSupplKjWKSii 2.3 11

91 uetectingKrareKandKcommonKvariantsKforKcomplexKtraitskKsibpairKandKoddsKratioKweightedKsumK
statisticsKSSPWSSWKORWSSTYKGeneticiEpidemiologyWK2011WKdfWKdjiXeaj 2.6 43

90 rnalysisKofKexomeKsequencesKwithKandKwithoutKincorporatingKpriorKbiologicalKknowledgeYKGenetici
EpidemiologyWK2011WKdfKSupplKbWKSeiXff 2.6 5

89 tombinedKadmixtureKmappingKandKassociationKanalysisKidentifiesKaKnovelKbloodKpressureKgeneticK
locusKonKfpbdkKcontributionsKfromKtheKtrReKconsortiumYKHumaniMoleculariGeneticsWK2011WKcaWKccifXjf 5.6 70

88 rssociationKofKgeneticKvariationKwithKsystolicKandKdiastolicKbloodKpressureKamongKrfricanK
rmericanskKtheKtandidateKxeneKrssociationKResourceKstudyYKHumaniMoleculariGeneticsWK2011WKcaWKcchdXie5.6 146

87 TheKlandscapeKofKrecombinationKinKrfricanKrmericansYKNatureWK2011WKehgWKbhaXf 50.4 243

86 wiveKbloodKpressureKlociKidentifiedKbyKanKupdatedKgenomeXwideKlinkageKscankKmetaXanalysisKofKtheK
wamilyKsloodKPressureKProgramYKAmericaniJournaliofiHypertensionWK2011WKceWKdehXfe 2.3 15

85 rdjustmentKforKlocalKancestryKinKgeneticKassociationKanalysisKofKadmixedKpopulationsYKBioinformatics
WK2011WKchWKghaXh 7.2 50

84 vnhancedKstatisticalKtestsKforKxWrSKinKadmixedKpopulationskKassessmentKusingKrfricanKrmericansK
fromKtrReKandKaKsreastKtancerKtonsortiumYKPLoSiGeneticsWK2011WKhWKebaabdhb 6 86

83 zdentificationWKreplicationWKandKfineXmappingKofK×ociKassociatedKwithKadultKheightKinKindividualsKofK
africanKancestryYKPLoSiGeneticsWK2011WKhWKebaaccji 6 77

82
SystemsKbiologyKanalysesKofKgeneKexpressionKandKgenomeKwideKassociationKstudyKdataKinK
obstructiveKsleepKapneaYKPacificiSymposiumioniBiocomputingiPacificiSymposiumioniBiocomputingWK
2011WKbeXcf

1.3 21

81 uetectingKassociationKwithKrareKvariantsKforKcommonKdiseasesKusingKhaplotypeXbasedKmethodsYK
StatisticsiandiItsiInterfaceWK2011WKeWKchdXcid 0.4 2

80 UsingKtheKoptimalKrobustKreceiverKoperatingKcharacteristicKSROtTKcurveKforKpredictiveKgeneticKtestsYK
BiometricsWK2010WKggWKfigXjd 1.8 12

79 xenomeXwideKassociationKofKanthropometricKtraitsKinKrfricanXKandKrfricanXderivedKpopulationsYK
HumaniMoleculariGeneticsWK2010WKbjWKchcfXdi 5.6 81

78 RapidKassessmentKofKgeneticKancestryKinKpopulationsKofKunknownKoriginKbyKgenomeXwideK
genotypingKofKpooledKsamplesYKPLoSiGeneticsWK2010WKgWKebaaaigg 6 33

77 TheKmeaningKofKinteractionYKHumaniHeredityWK2010WKhaWKcgjXhh 1.1 100

76 znterrogatingKlocalKpopulationKstructureKforKfineKmappingKinKgenomeXwideKassociationKstudiesYK
BioinformaticsWK2010WKcgWKcjgbXi 7.2 58
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75 wineKmappingKofKtheKassociationKwithKobesityKatKtheKwTOKlocusKinKrfricanXderivedKpopulationsYK
HumaniMoleculariGeneticsWK2010WKbjWKcjahXbg 5.6 72

74 rKcandidateKgeneKstudyKofKobstructiveKsleepKapneaKinKvuropeanKrmericansKandKrfricanKrmericansYK
AmericaniJournaliofiRespiratoryiandiCriticaliCareiMedicineWK2010WKbicWKjehXfd 10.2 77

73 xenomeXwideKsearchingKofKrareKgeneticKvariantsKinKWTtttKdataYKHumaniGeneticsWK2010WKbciWKcgjXia 6.3 45

72 StudyKofKtheKrelationshipKbetweenKtheKinterleukinXgKgeneKandKobstructiveKsleepKapneaYKClinicaliandi
TranslationaliScienceWK2010WKdWKddhXj 4.9 12

71 uetectingKrareKvariantsKforKcomplexKtraitsKusingKfamilyKandKunrelatedKdataYKGeneticiEpidemiologyWK
2010WKdeWKbhbXih 2.6 103

70 PathwayXbasedKanalysisKforKgenomeXwideKassociationKstudiesKusingKsupervisedKprincipalK
componentsYKGeneticiEpidemiologyWK2010WKdeWKhbgXce 2.6 45

69 rdmixtureKmappingKofKquantitativeKtraitKlociKforKbloodKlipidsKinKrfricanXrmericansYKHumaniMoleculari
GeneticsWK2009WKbiWKcajbXi 5.6 27

68
tomparisonKofKaKunifiedKanalysisKapproachKforKfamilyKandKunrelatedKsamplesKwithKtheK
transmissionXdisequilibriumKtestKtoKstudyKassociationsKofKhypertensionKinKtheKwraminghamKyeartK
StudyYKBMCiProceedingsWK2009WKdKSupplKhWKScc

2.3 1

67 rKmethodKtoKcorrectKforKpopulationKstructureKusingKaKsegregationKmodelYKBMCiProceedingsWK2009WKdK
SupplKhWKSbae 2.3 2

66 rssessingKtheKimpactKofKglobalKversusKlocalKancestryKinKassociationKstudiesYKBMCiProceedingsWK2009WK
dKSupplKhWKSbah 2.3 13

65 rssociationKofKregionsKonKchromosomesKgKandKhKwithKbloodKpressureKinKNigerianKfamiliesYK
Circulation:iCardiovasculariGeneticsWK2009WKcWKdiXef 14

64 PopulationXsasedKrssociationKStudiesK2009WKbhbXbja 1

63 rdmixtureKmappingKofKquantitativeKtraitKlociKforKsMzKinKrfricanKrmericanskKevidenceKforKlociKonK
chromosomesKdqWKfqWKandKbfqYKObesityWK2009WKbhWKbccgXdb 8 31

62 rdmixtureKmappingKandKtheKroleKofKpopulationKstructureKforKlocalizingKdiseaseKgenesYKAdvancesiini
GeneticsWK2008WKgaWKfehXgj 3.3 49

61 xenomeXwideKassociationKstudieskKimplicationsKforKmultiethnicKsamplesYKHumaniMoleculariGeneticsWK
2008WKbhWKRbfbXf 5.6 55

60 xenomeXwideKdistributionKofKancestryKinKMexicanKrmericansYKHumaniGeneticsWK2008WKbceWKcahXbe 6.3 23

59 rKgenomeXwideKsearchKreplicatesKevidenceKofKaKquantitativeKtraitKlocusKforKcirculatingKangiotensinK
zXconvertingKenzymeKSrtvTKunlinkedKtoKtheKrtvKgeneYKBMCiMedicaliGenomicsWK2008WKbWKcd 3.7 9

58 rKunifiedKassociationKanalysisKapproachKforKfamilyKandKunrelatedKsamplesKcorrectingKforK
stratificationYKAmericaniJournaliofiHumaniGeneticsWK2008WKicWKdfcXgf 11 109

(2008-2010)
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57 rdmixtureKmappingKprovidesKevidenceKofKassociationKofKtheKVNNbKgeneKwithKhypertensionYKPLoSi
ONEWK2007WKcWKebcee 3.7 43

56 rKgenomeXwideKlinkageKstudyKofKxrWbfKgeneKexpressionKdataYKBMCiProceedingsWK2007WKbKSupplKbWKSih 2.3 2

55 rKgenomeXwideKscanKofKlociKlinkedKtoKserumKadiponectinKinKtwoKpopulationsKofKrfricanKdescentYK
ObesityWK2007WKbfWKbcahXbe 8 10

54 TheKassociationKofKaKSNPKupstreamKofKzNSzxcKwithKbodyKmassKindexKisKreproducedKinKseveralKbutKnotK
allKcohortsYKPLoSiGeneticsWK2007WKdWKegb 6 119

53 rssociationKstudiesKofKsMzKandKtypeKcKdiabetesKinKtheKneuropeptideKYKpathwaykKaKpossibleKroleKforK
NPYcRKasKaKcandidateKgeneKforKtypeKcKdiabetesKinKmenYKDiabetesWK2007WKfgWKbegaXh 0.9 45

52 rnKintegratedKgenomeXwideKassociationKanalysisKonKrheumatoidKarthritisKdataYKBMCiProceedingsWK
2007WKbKSupplKbWKSdf 2.3 1

51 zmprovingKpowerKinKcontrastingKlinkageXdisequilibriumKpatternsKbetweenKcasesKandKcontrolsYK
AmericaniJournaliofiHumaniGeneticsWK2007WKiaWKjbbXca 11 36

50 rnalyticalKcorrectionKforKmultipleKtestingKinKadmixtureKmappingYKHumaniHeredityWK2006WKgcWKffXgd 1.1 16

49 tommonKvariantsKinKtheKvNPPbKgeneKareKnotKreproduciblyKassociatedKwithKdiabetesKorKobesityYK
DiabetesWK2006WKffWKdbiaXe 0.9 69

48 rKcommonKgeneticKvariantKisKassociatedKwithKadultKandKchildhoodKobesityYKScienceWK2006WKdbcWKchjXid 33.3 584

47 ReconstructingKgeneticKancestryKblocksKinKadmixedKindividualsYKAmericaniJournaliofiHumaniGeneticsWK
2006WKhjWKbXbc 11 210

46 rKcombinatorialKsearchingKmethodKforKdetectingKaKsetKofKinteractingKlociKassociatedKwithKcomplexK
traitsYKAnnalsiofiHumaniGeneticsWK2006WKhaWKghhXjc 2.2 11

45 TransferabilityKofKtagKSNPsKinKgeneticKassociationKstudiesKinKmultipleKpopulationsYKNatureiGeneticsWK
2006WKdiWKbcjiXdad 36.3 198

44 uiminishedKinductionKofKskinKfibrosisKinKmiceKwithKMtPXbKdeficiencyYKJournaliofiInvestigativei
DermatologyWK2006WKbcgWKbjaaXi 4.3 92

43 RacialKadmixtureKandKitsKimpactKonKsMzKandKbloodKpressureKinKrfricanKandKMexicanKrmericansYK
HumaniGeneticsWK2006WKbbjWKgceXdd 6.3 72

42 rKclassicalKlikelihoodKbasedKapproachKforKadmixtureKmappingKusingKvMKalgorithmYKHumaniGeneticsWK
2006WKbcaWKedbXef 6.3 38

41 torinKgeneKminorKalleleKdefinedKbyKcKmissenseKmutationsKisKcommonKinKblacksKandKassociatedKwithK
highKbloodKpressureKandKhypertensionYKCirculationWK2005WKbbcWKceadXba 16.7 166

40 xeneticKstructureWKselfXidentifiedKraceZethnicityWKandKconfoundingKinKcaseXcontrolKassociationK
studiesYKAmericaniJournaliofiHumaniGeneticsWK2005WKhgWKcgiXhf 11 446

Xiaofeng Zhu
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39 xeneticKeffectsKonKbloodKpressureKlocalizedKtoKchromosomesKgKandKhYKJournaliofiHypertensionWK2005WK
cdWKbdghXhd 1.9 10

38 rngiotensinXconvertingKenzymeKgeneKpolymorphismsKandKobesitykKanKexaminationKofKthreeKblackK
populationsYKObesityWK2005WKbdWKicdXi 19

37 rdmixtureKmappingKforKhypertensionKlociKwithKgenomeXscanKmarkersYKNatureiGeneticsWK2005WKdhWKbhhXib 36.3 224

36 RefinementKofKtheKuwNrebKlocusKandKcandidateKgenesKanalysisYKJournaliofiHumaniGeneticsWK2005WK
faWKfbgXfcc 4.3 11

35 rKgenomeXwideKlinkageKandKassociationKstudyKusingKtOxrKdataYKBMCiGeneticsWK2005WKgKSupplKbWKSbci 2.6 18

34 zdentifyingKgeneticKvariationKaffectingKaKcomplexKtraitKinKsimulatedKdatakKaKcomparisonKofK
metaXanalysisKwithKpooledKdataKanalysisYKBMCiGeneticsWK2005WKgKSupplKbWKSjh 2.6 3

33 TwoKmajorKQT×sKandKseveralKothersKrelateKtoKfactorsKofKmetabolicKsyndromeKinKtheKfamilyKbloodK
pressureKprogramYKHypertensionWK2005WKegWKhfbXh 8.5 29

32 yaplotypesKproducedKfromKrareKvariantsKinKtheKpromoterKandKcodingKregionsKofKangiotensinogenK
contributeKtoKvariationKinKangiotensinogenKlevelsYKHumaniMoleculariGeneticsWK2005WKbeWKgdjXed 5.6 25

31 rngiotensinKzXconvertingKenzymeKpolymorphismsWKrtvKlevelKandKbloodKpressureKamongKNigeriansWK
–amaicansKandKrfricanXrmericansYKEuropeaniJournaliofiHumaniGeneticsWK2004WKbcWKegaXi 5.3 27

30 rKgenomeKscanKamongKNigeriansKlinkingKrestingKenergyKexpenditureKtoKchromosomeKbgYKObesityWK
2004WKbcWKfhhXib 20

29 rssociationKbetweenKevolutionaryKhistoryKofKangiotensinogenKhaplotypesKandKplasmaKlevelsYKHumani
GeneticsWK2004WKbbfWKdbaXi 6.3 9

28 ×inkageKanalysisKofKaKcomplexKdiseaseKthroughKuseKofKadmixedKpopulationsYKAmericaniJournaliofi
HumaniGeneticsWK2004WKheWKbbdgXfd 11 67

27 rssociationsKbetweenKhypertensionKandKgenesKinKtheKreninXangiotensinKsystemYKHypertensionWK2003WK
ebWKbachXde 8.5 105

26 rnKassociationKstudyKofKangiotensinogenKpolymorphismsKwithKserumKlevelKandKhypertensionKinKanK
rfricanXrmericanKpopulationYKJournaliofiHypertensionWK2003WKcbWKbiehXfc 1.9 20

25 ×inkageKdisequilibriumKanalysisKofKtheKreninXangiotensinKsystemKgenesYKCurrentiHypertensioni
ReportsWK2003WKfWKeaXg 4.7 7

24 OnKaKsemiparametricKtestKtoKdetectKassociationsKbetweenKquantitativeKtraitsKandKcandidateKgenesK
usingKunrelatedKindividualsYKGeneticiEpidemiologyWK2003WKceWKeeXfg 2.6 79

23 rKgenomeXwideKscanKforKbodyKmassKindexKamongKNigerianKfamiliesYKObesityWK2003WKbbWKcggXhd 44

22 tombinedKanalysisKofKgenomewideKscansKforKadultKheightkKresultsKfromKtheKNy×szKwamilyKsloodK
PressureKProgramYKEuropeaniJournaliofiHumaniGeneticsWK2003WKbbWKchbXe 5.3 36

(2003-2005)
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21 vrythrocyteKsodiumXlithiumKcountertransportKandKbloodKpressurekKaKgenomeXwideKlinkageKstudyYK
HypertensionWK2003WKebWKiecXg 8.5 20

20 ×inkageKforKsMzKatKdqchKregionKconfirmedKinKanKrfricanXrmericanKpopulationYKDiabetesWK2003WKfcWKbcieXh0.9 35

19 ×inkageKdisequilibriumKandKhaplotypeKdiversityKinKtheKgenesKofKtheKreninXangiotensinKsystemkK
findingsKfromKtheKfamilyKbloodKpressureKprogramYKGenomeiResearchWK2003WKbdWKbhdXib 9.7 59

18 rssociationKmappingWKusingKaKmixtureKmodelKforKcomplexKtraitsYKGeneticiEpidemiologyWK2002WKcdWKbibXjg 2.6 119

17 yeterogeneityKinKolderKpeoplekKexaminingKphysiologicKfailureWKageWKandKcomorbidityYKJournaliofithei
AmericaniGeriatricsiSocietyWK2002WKfaWKbjffXgb 5.6 23

16 xenomeKscanKamongKNigeriansKlinkingKbloodKpressureKtoKchromosomesKcWKdWKandKbjYKHypertensionWK
2002WKeaWKgcjXdd 8.5 83

15 rKgenomeXwideKscanKforKobesityKinKrfricanXrmericansYKDiabetesWK2002WKfbWKfebXe 0.9 58

14
rKcombinedKanalysisKofKgenomewideKlinkageKscansKforKbodyKmassKindexKfromKtheKNationalKyeartWK
×ungWKandKsloodKznstituteKwamilyKsloodKPressureKProgramYKAmericaniJournaliofiHumaniGeneticsWK
2002WKhaWKbcehXfg

11 132

13 ×ocalizationKofKtheKQbKmutationKbyKcladisticKanalysisYKGeneticiEpidemiologyWK2001WKcbKSupplKbWKSfjeXj 2.6 2

12 RacialKdifferencesKandKtheKgeneticsKofKhypertensionYKCurrentiHypertensioniReportsWK2001WKdWKbjXce 4.7 16

11 TransmissionZdisequilibriumKtestsKforKquantitativeKtraitsYKGeneticiEpidemiologyWK2001WKcaWKfhXhe 2.6 29

10 ×inkageKandKassociationKanalysisKofKangiotensinKzXconvertingKenzymeKSrtvTXgeneKpolymorphismsK
withKrtvKconcentrationKandKbloodKpressureYKAmericaniJournaliofiHumaniGeneticsWK2001WKgiWKbbdjXei 11 222

9 TestingKquantitativeKtraitsKforKassociationKandKlinkageKinKtheKpresenceKorKabsenceKofKparentalKdataYK
HumaniHeredityWK2001WKfbWKbidXjb 1.1 7

8 PowerKcomparisonKofKregressionKmethodsKtoKtestKquantitativeKtraitsKforKassociationKandKlinkageYK
GeneticiEpidemiologyWK2000WKbiWKdccXda 2.6 11

7 ×ocalizationKofKaKsmallKgenomicKregionKassociatedKwithKelevatedKrtvYKAmericaniJournaliofiHumani
GeneticsWK2000WKghWKbbeeXfd 11 97

6 rKtestKofKtransmissionZdisequilibriumKforKquantitativeKtraitsKinKpedigreeKdataWKbyKmultipleK
regressionYKAmericaniJournaliofiHumaniGeneticsWK1999WKgfWKcdgXef 11 75

5 rssociationKandKlinkageKanalysisKofKztuXbaKdiagnosisKforKalcoholismYKGeneticiEpidemiologyWK1999WKbhK
SupplKbWKSdedXh 2.6 3

4 ×inkageKandKassociationKanalysesKofKalcoholismKusingKaKregressionXbasedK
transmissionZdisequilibriumKtestYKGeneticiEpidemiologyWK1999WKbhKSupplKbWKSbfhXgb 2.6 7

Xiaofeng Zhu

12



3 ModelXfreeKageXofXonsetKmethodsKappliedKtoKtheKlinkageKofKbipolarKdisorderYKGeneticiEpidemiologyWK
1997WKbeWKhbbXg 2.6 9

2 MultiXancestryKanalysisKofKgeneXsleepKinteractionsKinKbcgWjcgKindividualsKidentifiesKmultipleKnovelK
bloodKlipidKlociKthatKcontributeKtoKourKunderstandingKofKsleepXassociatedKadverseKbloodKlipidKprofile 1

1 xenomeXwideKassociationKanalysesKofKsleepKdisturbanceKtraitsKidentifyKnewKlociKandKhighlightKsharedK
geneticsKwithKneuropsychiatricKandKmetabolicKtraits 1
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