
Kouichi Ozaki

ListfoffPublicationsfbyfYearfinf
DescendingfOrder

Source:fhttps:vvexalyucomvauthortpdfv7y94633vkouichitozakitpublicationstbytyearupdf

Version:fzxz4tx4tz7f

ThisfdocumentfhasfbeenfgeneratedfbasedfonfthefpublicationsfandfcitationsfrecordedfbyfexalyucomufForf

theflatestfversionfoffthisfpublicationflistsfvisitftheflinkfgivenfaboveu

ThefthirdfcolumnfisfthefimpactffactorfnIFofoffthefjournalsfandftheffourthfcolumnfisfthefnumberfoff

citationsfoffthefarticleu

77
papers

4,678
citations

30
h-index

68
g-index

88
ext. papers

5,499
ext. citations

9.8
avg, IF

4.47
L-index



i Paper IF Citations

77 uMfunctionalMvariantMofMSHuRPINMconfersMincreasedMriskMofMlateZonsetMulzheimerTsMdiseaseaMJournalkofk
HumankGeneticsYM2021YM 4.3 1

76 JuMIRZeQTLnMJapaneseMgenomeZwideMidentificationMofMmicroRNuMexpressionMquantitativeMtraitMlociM
acrossMdementiaMtypesaMDatabase:kthekJournalkofkBiologicalkDatabaseskandkCurationYM2021YMecedYM 5 1

75 xementiaMsubtypeMpredictionMmodelsMconstructedMbyMpenalizedMregressionMmethodsMforMmulticlassM
classificationMusingMserumMmicroRNuMexpressionMdataaMScientifickReportsYM2021YMddYMecmgk 4.9 1

74 ythnicMandMtransZethnicMgenomeZwideMassociationMstudiesMidentifyMnewMlociMinfluencingMJapaneseM
ulzheimerTsMdiseaseMriskaMTranslationalkPsychiatryYM2021YMddYMdhd 8.6 7

73 StructuralMandMnumericalMYMchromosomalMvariationsMinMelderlyMmenMidentifiedMthroughMmultiplexM
ligationZdependentMprobeMamplificationaMJournalkofkHumankGeneticsYM2021YMiiYMddldZddlg 4.3 1

72
TransethnicMMetaZunalysisMofM’enomeZWideMussociationMStudiesMIdentifiesMThreeMNewMLociMandM
wharacterizesMPopulationZSpecificMxifferencesMforMworonaryMurteryMxiseaseaMCirculationkGenomickandk
PrecisionkMedicineYM2020YMdfYMecceikc

5.2 9

71 LargeZscaleMgenomeZwideMassociationMstudyMinMaMJapaneseMpopulationMidentifiesMnovelMsusceptibilityM
lociMacrossMdifferentMdiseasesaMNaturekGeneticsYM2020YMheYMiimZikm 36.3 85

70 LowerMxNuMmethylationMlevelsMinMwp’MislandMshoresMofMwRdYMwLUYMandMPIwuLMMinMtheMbloodMofM
JapaneseMulzheimerTsMdiseaseMpatientsaMPLoSkONEYM2020YMdhYMecefmdmi 3.7 2

69 PopulationZspecificMandMtransZancestryMgenomeZwideManalysesMidentifyMdistinctMandMsharedMgeneticM
riskMlociMforMcoronaryMarteryMdiseaseaMNaturekGeneticsYM2020YMheYMddimZddkk 36.3 51

68 IdentificationMofMpotentialMbloodMbiomarkersMforMearlyMdiagnosisMofMulzheimerTsMdiseaseMthroughMRNuM
sequencingManalysisaMAlzheimersskResearchkandkTherapyYM2020YMdeYMlk 9 18

67 PrognosisMpredictionMmodelMforMconversionMfromMmildMcognitiveMimpairmentMtoMulzheimerTsMdiseaseM
createdMbyMintegrativeManalysisMofMmultiZomicsMdataaMAlzheimersskResearchkandkTherapyYM2020YMdeYMdgh 9 9

66 LowerMxNuMmethylationMlevelsMinMwp’MislandMshoresMofMwRdYMwLUYMandMPIwuLMMinMtheMbloodMofM
JapaneseMulzheimerâ��sMdiseaseMpatientsM2020YMdhYMecefmdmi

65 LowerMxNuMmethylationMlevelsMinMwp’MislandMshoresMofMwRdYMwLUYMandMPIwuLMMinMtheMbloodMofM
JapaneseMulzheimerâ��sMdiseaseMpatientsM2020YMdhYMecefmdmi

64 LowerMxNuMmethylationMlevelsMinMwp’MislandMshoresMofMwRdYMwLUYMandMPIwuLMMinMtheMbloodMofM
JapaneseMulzheimerâ��sMdiseaseMpatientsM2020YMdhYMecefmdmi

63 LowerMxNuMmethylationMlevelsMinMwp’MislandMshoresMofMwRdYMwLUYMandMPIwuLMMinMtheMbloodMofM
JapaneseMulzheimerâ��sMdiseaseMpatientsM2020YMdhYMecefmdmi

62 uMrareMfunctionalMvariantMofMSHuRPINMattenuatesMtheMinflammatoryMresponseMandMassociatesMwithM
increasedMriskMofMlateZonsetMulzheimerTsMdiseaseaMMolecularkMedicineYM2019YMehYMec 6.2 22

61 RiskMpredictionMmodelsMforMdementiaMconstructedMbyMsupervisedMprincipalMcomponentManalysisMusingM
miRNuMexpressionMdataaMCommunicationskBiologyYM2019YMeYMkk 6.7 27
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60 PathwayManalysisMwithMgenomeZwideMassociationMstudyMU’WuSVMdataMdetectedMtheMassociationMofM
atrialMfibrillationMwithMtheMmTORMsignalingMpathwayaMIJCkHeartkandkVasculatureYM2019YMegYMdccflf 2.4 2

59 uMcomparisonMofMmachineMlearningMclassifiersMforMdementiaMwithMLewyMbodiesMusingMmiRNuM
expressionMdataaMBMCkMedicalkGenomicsYM2019YMdeYMdhc 3.7 13

58 ’eneticsMofMworonaryMxiseaseM2019YMedZfi

57 IMSindelnMunMaccurateMintermediateZsizeMindelMdetectionMtoolMincorporatingMdeMnovoMassemblyMandM
gappedMglobalZlocalMalignmentMwithMsplitMreadManalysisaMScientifickReportsYM2018YMlYMhicl 4.9 15

56 wlinicalMutilityMandMfunctionalManalysisMofMvariantsMinMatrialMfibrillationZassociatedMlocusMgqehaMJournalk
ofkCardiologyYM2017YMkcYMfiiZfkf 3 3

55 IdentificationMofMsixMnewMgeneticMlociMassociatedMwithMatrialMfibrillationMinMtheMJapaneseMpopulationaM
NaturekGeneticsYM2017YMgmYMmhfZmhl 36.3 89

54 MolecularMgeneticsMofMcoronaryMarteryMdiseaseaMJournalkofkHumankGeneticsYM2016YMidYMkdZk 4.3 47

53 uMfunctionalMSNPMinMzLTdMincreasesMriskMofMcoronaryMarteryMdiseaseMinMaMJapaneseMpopulationaMJournalk
ofkHumankGeneticsYM2016YMidYMgfhZgd 4.3 8

52 VariationsMinMORuIdM’eneMussociatedMwithMKawasakiMxiseaseaMPLoSkONEYM2016YMddYMecdghgli 3.7 30

51 uMgenomeZwideMassociationMstudyMidentifiesMPLwLeMandMuPfxdZxOTdLZSzfueMasMnewMsusceptibilityM
lociMforMmyocardialMinfarctionMinMJapaneseaMEuropeankJournalkofkHumankGeneticsYM2015YMefYMfkgZlc 5.3 39

50 yxomeMunalysesMofMLongMQTMSyndromeMRevealMwandidateMPathogenicMMutationsMinM
walmodulinZInteractingM’enesaMPLoSkONEYM2015YMdcYMecdfcfem 3.7 20

49 ’enomeZWideMussociationMStudyMofMPeripheralMurterialMxiseaseMinMaMJapaneseMPopulationaMPLoSkONEYM
2015YMdcYMecdfmeie 3.7 24

48 NovelMgeneticMmarkersMassociateMwithMatrialMfibrillationMriskMinMyuropeansMandMJapaneseaMJournalkofk
thekAmericankCollegekofkCardiologyYM2014YMifYMdeccZdedc 15.1 102

47 IntegratingMgeneticYMtranscriptionalYMandMfunctionalManalysesMtoMidentifyMhMnovelMgenesMforMatrialM
fibrillationaMCirculationYM2014YMdfcYMdeehZfh 16.7 143

46 NovelMcalmodulinMmutationsMassociatedMwithMcongenitalMarrhythmiaMsusceptibilityaMCirculation:k
CardiovascularkGeneticsYM2014YMkYMgiiZkg 133

45
ReducedMriskMofMrecurrentMmyocardialMinfarctionMinMhomozygousMcarriersMofMtheMchromosomeMmpedM
rsdfffcgmMwMriskMalleleMinMtheMcontemporaryMpercutaneousMcoronaryMinterventionMeranMaMprospectiveM
observationalMstudyaMBMJkOpenYM2014YMgYMecchgfl

3 8

44
ReninZangiotensinZaldosteroneMsystemMpolymorphismsMandMhZyearMmortalityMinMsurvivorsMofMacuteM
myocardialMinfarctionnMaMreportMfromMtheMOsakaMucuteMworonaryMInsufficiencyMStudyaMInternationalk
HeartkJournalYM2014YMhhYMdmcZi

1.8 7

43 xecreasedMmortalityMassociatedMwithMstatinMtreatmentMinMpatientsMwithMacuteMmyocardialMinfarctionM
andMlymphotoxinZalphaMwlcguMpolymorphismaMAtherosclerosisYM2013YMeekYMfkfZm 3.1 3

(2013-2019)

3



42 uMgenomeZwideMassociationMstudyMidentifiesMthreeMnewMriskMlociMforMKawasakiMdiseaseaMNaturek
GeneticsYM2012YMggYMhdkZed 36.3 217

41 MetaZanalysisMidentifiesMsixMnewMsusceptibilityMlociMforMatrialMfibrillationaMNaturekGeneticsYM2012YMggYMikcZh 36.3 429

40 HaplotypesMwithMcopyMnumberMandMsingleMnucleotideMpolymorphismsMinMwYPeuiMlocusMareMassociatedM
withMsmokingMquantityMinMaMJapaneseMpopulationaMPLoSkONEYM2012YMkYMegghck 3.7 42

39 SNPsMonMchromosomeMhpdhafMassociatedMwithMmyocardialMinfarctionMinMJapaneseMpopulationaMJournalk
ofkHumankGeneticsYM2011YMhiYMgkZhd 4.3 26

38 vRuPMuctivatesMInflammatoryMwascadesMandMIncreasesMtheMRiskMforMwarotidMutherosclerosisaM
MolecularkMedicineYM2011YMdkYMdcihZkg 6.2 33

37 wommonMvariantsMinMaMnovelMgeneYMzON’MonMchromosomeMeqffadMconferMriskMofMosteoporosisMinM
JapaneseaMPLoSkONEYM2011YMiYMedmigd 3.7 27

36 uMfunctionalMvariantMinMZNzhdevMisMassociatedMwithMsusceptibilityMtoMamyotrophicMlateralMsclerosisMinM
JapaneseaMHumankMolecularkGeneticsYM2011YMecYMfilgZme 5.6 42

35 ’eneticMvackgroundMofMMyocardialMInfarctionM2011YMddfZdec

34 PredictionMmodelMforMkneeMosteoarthritisMbasedMonMgeneticMandMclinicalMinformationaMArthritisk
ResearchkandkTherapyYM2010YMdeYMRdlk 5.7 40

33 SNPsMinMvRuPMassociatedMwithMriskMofMmyocardialMinfarctionMinMusianMpopulationsaMNaturekGeneticsYM
2009YMgdYMfemZff 36.3 83

32 ussociationMofMtheMtagMSNPsMinMtheMhumanMSKTMgeneMUKIuudedkVMwithMlumbarMdiscMherniationaMJournalk
ofkBonekandkMineralkResearchYM2009YMegYMdhfkZgf 6.3 33

31 LymphotoxinZalphafMmediatesMmonocyteZendothelialMinteractionMbyMTNzRMIbNzZkappavMsignalingaM
BiochemicalkandkBiophysicalkResearchkCommunicationsYM2009YMfkmYMfkgZl 3.4 5

30 wommonMvariantsMinMxVWuMonMchromosomeMfpegafMareMassociatedMwithMsusceptibilityMtoMkneeM
osteoarthritisaMNaturekGeneticsYM2008YMgcYMmmgZl 36.3 116

29 uMfunctionalMpolymorphismMinMTHvSeMthatMaffectsMalternativeMsplicingMandMMMPMbindingMisM
associatedMwithMlumbarZdiscMherniationaMAmericankJournalkofkHumankGeneticsYM2008YMleYMddeeZm 11 82

28 uMfunctionalMSNPMinMyx’eMincreasesMsusceptibilityMtoMkneeMosteoarthritisMinMJapaneseaMHumank
MolecularkGeneticsYM2008YMdkYMdkmcZk 5.6 37

27 ’eneticMbackgroundsMofMmyocardialMinfarctionaMCurrentkCardiovascularkRiskkReportsYM2007YMdYMgekZgfd 0.9

26
uMfunctionalMpolymorphismMinMwOLddudYMwhichMencodesMtheMalphaMdMchainMofMtypeMXIMcollagenYMisM
associatedMwithMsusceptibilityMtoMlumbarMdiscMherniationaMAmericankJournalkofkHumankGeneticsYM2007YM
ldYMdekdZk

11 114

25 uMfunctionalMSNPMinMITIHfMisMassociatedMwithMsusceptibilityMtoMmyocardialMinfarctionaMJournalkofk
HumankGeneticsYM2007YMheYMeecZeem 4.3 27
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24 ImpactMofMatherosclerosisZrelatedMgeneMpolymorphismsMonMmortalityMandMrecurrentMeventsMafterM
myocardialMinfarctionaMAtherosclerosisYM2006YMdlhYMgccZh 3.1 30

23 uMfunctionalMSNPMinMPSMuiMconfersMriskMofMmyocardialMinfarctionMinMtheMJapaneseMpopulationaMNaturek
GeneticsYM2006YMflYMmedZh 36.3 91

22 IdentificationMofMaMnovelMnonZcodingMRNuYMMIuTYMthatMconfersMriskMofMmyocardialMinfarctionaMJournalk
ofkHumankGeneticsYM2006YMhdYMdclkZdcmm 4.3 491

21 InflammationMasMaMriskMfactorMforMmyocardialMinfarctionaMJournalkofkHumankGeneticsYM2006YMhdYMhmhZicg 4.3 27

20 ’enomeZwideMassociationMstudyMtoMidentifyMsingleZnucleotideMpolymorphismsMconferringMriskMofM
myocardialMinfarctionaMMethodskinkMolecularkMedicineYM2006YMdelYMdkfZlc 5

19 ’enomeZwideMassociationMstudyMtoMidentifyMSNPsMconferringMriskMofMmyocardialMinfarctionMandMtheirM
functionalManalysesaMCellularkandkMolecularkLifekSciencesYM2005YMieYMdlcgZdf 10.3 41

18 zineZscaleMSNPMmapMofManMddZkbMgenomicMregionMatMeeqdfadMcontainingMtheMgalectinZdMgeneaMJournalk
ofkHumankGeneticsYM2005YMhcYMgeZgh 4.3 10

17 zunctionalMvariationMinML’uLSeMconfersMriskMofMmyocardialMinfarctionMandMregulatesM
lymphotoxinZalphaMsecretionMinMvitroaMNatureYM2004YMgemYMkeZh 50.4 206

16 IdentificationMofMgiMnovelMSNPsMinMtheMdfcZkbMregionMcontainingMaMmyocardialMinfarctionM
susceptibilityMgeneMonMchromosomalMbandMipedaMJournalkofkHumankGeneticsYM2003YMglYMgkiZgkm 4.3 8

15 zunctionalMSNPsMinMtheMlymphotoxinZalphaMgeneMthatMareMassociatedMwithMsusceptibilityMtoM
myocardialMinfarctionaMNaturekGeneticsYM2002YMfeYMihcZg 36.3 755

14
HighZdensityMsingleZnucleotideMpolymorphismMUSNPVMmapMinMtheMmiZkbMregionMcontainingMtheMentireM
humanMxi’eorgeMsyndromeMcriticalMregionMeMUx’wReVMgeneMatMeeqddaeaMJournalkofkHumankGeneticsYM
2001YMgiYMicgZl

4.3 7

13 uMhighZthroughputMSNPMtypingMsystemMforMgenomeZwideMassociationMstudiesaMJournalkofkHumank
GeneticsYM2001YMgiYMgkdZk 4.3 405

12 IsolationMofMaMnovelMhumanMlungZspecificMgeneYMLUNXYMaMpotentialMmolecularMmarkerMforMdetectionMofM
micrometastasisMinMnonZsmallZcellMlungMcanceraMInternationalkJournalkofkCancerYM2001YMmdYMgffZk 7.5 88

11 wompleteMcxNuMsequenceMandMgenomicMorganizationMofMaMhumanMpancreasZspecificMgeneM
homologousMtoMwaenorhabditisMelegansMselZdaMJournalkofkHumankGeneticsYM1999YMggYMffcZi 4.3 30

10 IsolationMandMmappingMofMaMhumanMlungZspecificMgeneYMTSudmceYMencodingMaMnovelMchitinaseMfamilyM
memberaMGeneYM1999YMefmYMfehZfd 3.8 27

9 IsolationMandMcharacterizationMofMaMnovelMhumanMpancreasZspecificMgeneYMpancpinYMthatMisM
downZregulatedMinMpancreaticMcancerMcellsM1998YMeeYMdkmZdlh 30

8 yxpressionMandMchromosomalMlocalizationMofMKIuucfimYMaMputativeMkinaseMstructurallyMrelatedMtoM
xoublecortinaMJournalkofkHumankGeneticsYM1998YMgfYMdimZkk 4.3 63

7 IsolationMandMmappingMofMaMnovelMhumanMkidneyZMandMliverZspecificMgeneMhomologousMtoMtheMbacterialM
acetyltransferasesaMJournalkofkHumankGeneticsYM1998YMgfYMehhZl 4.3 11

(1998-2006)
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6
IsolationMandMcharacterizationMofMaMnovelMhumanMlungZspecificMgeneMhomologousMtoMlysosomalM
membraneMglycoproteinsMdMandMenMsignificantlyMincreasedMexpressionMinMcancersMofMvariousMtissuesaM
CancerkResearchYM1998YMhlYMfgmmZhcf

10.1 34

5 IsolationMofMaMnovelMgeneMshowingMreducedMexpressionMinMmetastaticMcolorectalMcarcinomaMcellMlinesM
andMcarcinomasaMJapanesekJournalkofkCancerkResearchYM1997YMllYMkehZfd 6

4 IsolationMofMthreeMtestisZspecificMgenesMUTSufcfYMTSulciYMTSumcfVMbyMaMdifferentialMmRNuMdisplayM
methodaMGenomicsYM1996YMfiYMfdiZm 4.3 34

3 PurificationMandMsomeMpropertiesMofMribonucleaseMfromMXenopusMlaevisMeggsaMBiologicalkandk
PharmaceuticalkBulletinYM1993YMdiYMfhfZi 2.3

2 IdentificationMofMmyocardialMinfarctionZsusceptibleMgenesMandMtheirMfunctionalManalyseskmZll

1 MolecularM’eneticsMofMworonaryMurteryMxiseasedZdc
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