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l Paper IF Citations

262 trimsllKaKtoolKforKautomatedKalignmentKtrimmingKinKlargeXscaleKphylogeneticKanalysesYK
BioinformaticsWK2009WKdgWKckidXe 7.2 4232

261 WholeXgenomeKanalysesKresolveKearlyKbranchesKinKtheKtreeKofKlifeKofKmodernKbirdsYKScienceWK2014WK
efhWKcedbXec 33.3 1182

260 yenomeKsequenceKofKtheKpeaKaphidKscyrthosiphonKpisumYKPLoScBiologyWK2010WKjWKecbbbece 9.7 732

259 TheKgenomeKofKmelonKSuucumisKmeloKLYTYKProceedingscofcthecNationalcAcademycofcSciencescofcthec
UnitedcStatescofcAmericaWK2012WKcbkWKccjidXi 11.5 462

258 eggNOyKvfYblKnestedKorthologyKinferenceKacrossKehjhKorganismsYKNucleiccAcidscResearchWK2014WKfdWKvdecXk20.1 387

257 SynonymousKmutationsKfrequentlyKactKasKdriverKmutationsKinKhumanKcancersYKCellWK2014WKcghWKcedfXceeg 56.2 369

256 TheKgenomeKofKtheKrecentlyKdomesticatedKcropKplantKsugarKbeetKStetaKvulgarisTYKNatureWK2014WKgbgWKgfhXk50.4 365

255 xunctionalKandKevolutionaryKimplicationsKofKgeneKorthologyYKNaturecReviewscGeneticsWK2013WKcfWKehbXh 30.1 327

254 ImmunityKandKotherKdefensesKinKpeaKaphidsWKscyrthosiphonKpisumYKGenomecBiologyWK2010WKccWKRdc 18.3 304

253 wTwlKaKpythonKwnvironmentKforKTreeKwxplorationYKBMCcBioinformaticsWK2010WKccWKdf 3.6 290

252 RedundanslKanKassemblyKpipelineKforKhighlyKheterozygousKgenomesYKNucleiccAcidscResearchWK2016WK
ffWKecce 20.1 240

251
yenomeKstructureKandKmetabolicKfeaturesKinKtheKredKseaweedKuhondrusKcrispusKshedKlightKonK
evolutionKofKtheKsrchaeplastidaYKProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedc
StatescofcAmericaWK2013WKccbWKgdfiXgd

11.5 239

250 ThreeKcrocodilianKgenomesKrevealKancestralKpatternsKofKevolutionKamongKarchosaursYKScienceWK2014WK
efhWKcdgfffk 33.3 231

249 snKexpandedKevaluationKofKproteinKfunctionKpredictionKmethodsKshowsKanKimprovementKinK
accuracyYKGenomecBiologyWK2016WKciWKcjf 18.3 218

248 snKanaerobicKmitochondrionKthatKproducesKhydrogenYKNatureWK2005WKfefWKifXk 50.4 213

247 RapidKtranscriptionalKplasticityKofKduplicatedKgeneKclustersKenablesKaKclonallyKreproducingKaphidKtoK
coloniseKdiverseKplantKspeciesYKGenomecBiologyWK2017WKcjWKdi 18.3 208

246 TracingKtheKevolutionKofKaKlargeKproteinKcomplexKinKtheKeukaryotesWKNsvzlubiquinoneK
oxidoreductaseKSuomplexKITYKJournalcofcMolecularcBiologyWK2005WKefjWKjgiXib 6.5 197
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245 teyondKtheKWholeXyenomeKvuplicationlKPhylogeneticKwvidenceKforKanKsncientKInterspeciesK
zybridizationKinKtheKtakerRsKYeastKLineageYKPLoScBiologyWK2015WKceWKecbbdddb 9.7 186

244 TheKfirstKmyriapodKgenomeKsequenceKrevealsKconservativeKarthropodKgeneKcontentKandKgenomeK
organisationKinKtheKcentipedeKStrigamiaKmaritimaYKPLoScBiologyWK2014WKcdWKecbbdbbg 9.7 182

243 scquisitionKofKprokaryoticKgenesKbyKfungalKgenomesYKTrendscincGeneticsWK2010WKdhWKgXj 8.5 181

242 PhylomevtKvflKzoomingKintoKtheKpluralityKofKevolutionaryKhistoriesKofKaKgenomeYKNucleiccAcidsc
ResearchWK2014WKfdWKvjkiXkbd 20.1 171

241 LateKacquisitionKofKmitochondriaKbyKaKhostKwithKchimaericKprokaryoticKancestryYKNatureWK2016WKgecWKcbcXf50.4 161

240 yenomeKsequenceKofKtheKnecrotrophicKfungusKPenicilliumKdigitatumWKtheKmainKpostharvestK
pathogenKofKcitrusYKBMCcGenomicsWK2012WKceWKhfh 4.5 158

239 ReconstructionKofKtheKprotoXmitochondrialKmetabolismYKScienceWK2003WKebcWKhbk 33.3 144

238 PhylogenomicsKsupportsKmicrosporidiaKasKtheKearliestKdivergingKcladeKofKsequencedKfungiYKBMCc
BiologyWK2012WKcbWKfi 7.3 143

237 yenomeWKTranscriptomeWKandKxunctionalKsnalysesKofKPenicilliumKexpansumKProvideKNewKInsightsK
IntoKSecondaryKMetabolismKandKPathogenicityYKMolecularcPlantpMicrobecInteractionsWK2015WKdjWKdedXfj 3.6 140

236 zighKvariabilityKofKmitochondrialKgeneKorderKamongKfungiYKGenomecBiologycandcEvolutionWK2014WKhWKfgcXhg3.9 134

235 LargeXscaleKassignmentKofKorthologylKbackKtoKphylogeneticsqYKGenomecBiologyWK2008WKkWKdeg 18.3 134

234 PeroxisomeKdiversityKandKevolutionYKPhilosophicalcTransactionscofcthecRoyalcSocietycB:cBiologicalc
SciencesWK2010WKehgWKihgXie 5.8 133

233 PhylemonKdYblKaKsuiteKofKwebXtoolsKforKmolecularKevolutionWKphylogeneticsWKphylogenomicsKandK
hypothesesKtestingYKNucleiccAcidscResearchWK2011WKekWKWfibXf 20.1 133

232 StandardizedKbenchmarkingKinKtheKquestKforKorthologsYKNaturecMethodsWK2016WKceWKfdgXeb 21.6 133

231 OriginKandKevolutionKofKtheKperoxisomalKproteomeYKBiologycDirectWK2006WKcWKj 7.2 132

230 yenomeKsequenceKofKtheKoliveKtreeWKOleaKeuropaeaYKGigaScienceWK2016WKgWKdk 7.6 130

229 MolecularKsignaturesKofKplasticKphenotypesKinKtwoKeusocialKinsectKspeciesKwithKsimpleKsocietiesYK
ProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaWK2015WKccdWKcekibXg 11.5 127

228 PhylomevtKveYblKanKexpandingKrepositoryKofKgenomeXwideKcollectionsKofKtreesWKalignmentsKandK
phylogenyXbasedKorthologyKandKparalogyKpredictionsYKNucleiccAcidscResearchWK2011WKekWKvgghXhb 20.1 125

(2011-2015)
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227 yenomeKandKtranscriptomeKanalysisKofKtheKMesoamericanKcommonKbeanKandKtheKroleKofKgeneK
duplicationsKinKestablishingKtissueKandKtemporalKspecializationKofKgenesYKGenomecBiologyWK2016WKciWKed 18.3 124

226 uomparativeKgenomicsKofKemergingKpathogensKinKtheKuandidaKglabrataKcladeYKBMCcGenomicsWK2013WK
cfWKhde 4.5 120

225 wxpansionKofKSignalKTransductionKPathwaysKinKxungiKbyKwxtensiveKyenomeKvuplicationYKCurrentc
BiologyWK2016WKdhWKcgiiXcgjf 6.3 119

224 wukaryoticKcoldKshockKdomainKproteinslKhighlyKversatileKregulatorsKofKgeneKexpressionYKBioEssaysWK
2010WKedWKcbkXcj 4.1 117

223 TranscriptomeKanalysesKofKprimitivelyKeusocialKwaspsKrevealKnovelKinsightsKintoKtheKevolutionKofK
socialityKandKtheKoriginKofKalternativeKphenotypesYKGenomecBiologyWK2013WKcfWKRdb 18.3 114

222 TheKSolanumKcommersoniiKyenomeKSequenceKProvidesKInsightsKintoKsdaptationKtoKStressK
uonditionsKandKyenomeKwvolutionKofKWildKPotatoKRelativesYKPlantcCellWK2015WKdiWKkgfXhj 11.6 112

221 SystematicKphenotypingKofKaKlargeXscaleKuandidaKglabrataKdeletionKcollectionKrevealsKnovelK
antifungalKtoleranceKgenesYKPLoScPathogensWK2014WKcbWKecbbfdcc 7.6 111

220 TheKhumanKphylomeYKGenomecBiologyWK2007WKjWKRcbk 18.3 111

219 sdaptationKofKSYKcerevisiaeKtoKxermentedKxoodKwnvironmentsKRevealsKRemarkableKyenomeK
PlasticityKandKtheKxootprintsKofKvomesticationYKMolecularcBiologycandcEvolutionWK2018WKegWKcicdXcidi 8.3 105

218 WholeKgenomeKsequencingKofKturbotKSScophthalmusKmaximusmKPleuronectiformesTlKaKfishKadaptedK
toKdemersalKlifeYKDNAcResearchWK2016WKdeWKcjcXkd 4.5 103

217 MicrobiomeKandKcolorectalKcancerlKRolesKinKcarcinogenesisKandKclinicalKpotentialYKMolecularcAspectsc
ofcMedicineWK2019WKhkWKkeXcbh 16.7 101

216 ShapingKtheKmitochondrialKproteomeYKBiochimicacEtcBiophysicacActacpcBioenergeticsWK2004WKchgkWKdcdXdb 4.6 101

215 sncientKdispersalKofKtheKhumanKfungalKpathogenKuryptococcusKgattiiKfromKtheKsmazonKrainforestYK
PLoScONEWK2013WKjWKeiccfj 3.7 100

214 xungalKevolutionlKdiversityWKtaxonomyKandKphylogenyKofKtheKxungiYKBiologicalcReviewsWK2019WKkfWKdcbcXdcei13.5 99

213 TheKzumanKOralKMicrobiomeKinKzealthKandKviseaselKxromKSequencesKtoKwcosystemsYK
MicroorganismsWK2020WKjWK 4.9 94

212 xromKSaccharomycesKcerevisiaeKtoKuandidaKglabratainKaKfewKeasyKstepslKimportantKadaptationsKforK
anKopportunisticKpathogenYKFEMScMicrobiologycLettersWK2011WKecfWKcXk 2.9 94

211 MetaPhOrslKorthologyKandKparalogyKpredictionsKfromKmultipleKphylogeneticKevidenceKusingKaK
consistencyXbasedKconfidenceKscoreYKNucleiccAcidscResearchWK2011WKekWKeed 20.1 94

210 uandidaKparapsilosislKfromKyenesKtoKtheKtedsideYKClinicalcMicrobiologycReviewsWK2019WKedWK 34 93
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209 TheKgenomeKofKwineKyeastKvekkeraKbruxellensisKprovidesKaKtoolKtoKexploreKitsKfoodXrelatedK
propertiesYKInternationalcJournalcofcFoodcMicrobiologyWK2012WKcgiWKdbdXk 5.8 85

208 xromKendosymbiontKtoKhostXcontrolledKorganellelKtheKhijackingKofKmitochondrialKproteinKsynthesisK
andKmetabolismYKPLoScComputationalcBiologyWK2007WKeWKedck 5 85

207 wxtremeKgenomicKerosionKafterKrecurrentKdemographicKbottlenecksKinKtheKhighlyKendangeredK
IberianKlynxYKGenomecBiologyWK2016WKciWKdgc 18.3 85

206 xungalKevolutionlKmajorKecologicalKadaptationsKandKevolutionaryKtransitionsYKBiologicalcReviewsWK
2019WKkfWKcffeXcfih 13.5 82

205 PeroxisomevtKdYblKanKintegrativeKviewKofKtheKglobalKperoxisomalKmetabolomeYKNucleiccAcidsc
ResearchWK2010WKejWKvjbbXg 20.1 81

204 wvolutionaryKwmergenceKofKvrugKResistanceKinKuandidaKOpportunisticKPathogensYKGenesWK2018WKkWK 4.2 81

203 yeneKflowKcontributesKtoKdiversificationKofKtheKmajorKfungalKpathogenKuandidaKalbicansYKNaturec
CommunicationsWK2018WKkWKddge 17.4 80

202 yenomicKhistoryKofKtheKoriginKandKdomesticationKofKcommonKbeanKunveilsKitsKclosestKsisterKspeciesYK
GenomecBiologyWK2017WKcjWKhb 18.3 79

201 PhylomevtlKaKdatabaseKforKgenomeXwideKcollectionsKofKgeneKphylogeniesYKNucleiccAcidscResearchWK
2008WKehWKvfkcXh 20.1 79

200 PredictionKofKproteinKfunctionKandKpathwaysKinKtheKgenomeKeraYKCellularcandcMolecularcLifecSciencesWK
2004WKhcWKkebXff 10.3 79

199 yenomeKcomparisonKofKuandidaKorthopsilosisKclinicalKstrainsKrevealsKtheKexistenceKofKhybridsK
betweenKtwoKdistinctKsubspeciesYKGenomecBiologycandcEvolutionWK2014WKhWKcbhkXij 3.9 77

198 yeneticallyKencodableKbioluminescentKsystemKfromKfungiYKProceedingscofcthecNationalcAcademycofc
SciencescofcthecUnitedcStatescofcAmericaWK2018WKccgWKcdidjXcdied 11.5 77

197 TheKyenomicKsftermathKofKzybridizationKinKtheKOpportunisticKPathogenKuandidaKmetapsilosisYKPLoSc
GeneticsWK2015WKccWKecbbghdh 6 72

196 sKmidzoneXbasedKrulerKadjustsKchromosomeKcompactionKtoKanaphaseKspindleKlengthYKScienceWK2011WK
eedWKfhgXj 33.3 70

195 TheKtreeKversusKtheKforestlKtheKfungalKtreeKofKlifeKandKtheKtopologicalKdiversityKwithinKtheKyeastK
phylomeYKPLoScONEWK2009WKfWKefegi 3.7 69

194 yenomeXwideKsignaturesKofKcomplexKintrogressionKandKadaptiveKevolutionKinKtheKbigKcatsYKSciencec
AdvancesWK2017WKeWKecibbdkk 14.3 67

193 OriginKandKevolutionKofKmetabolicKsubXcellularKcompartmentalizationKinKeukaryotesYKBiochimieWK2015
WKcckWKdhdXj 4.6 66

192 TheKgenomeKandKdevelopmentXdependentKtranscriptomesKofKPyronemaKconfluenslKaKwindowKintoK
fungalKevolutionYKPLoScGeneticsWK2013WKkWKecbbejdb 6 65

(2013-2012)
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191 uombiningKdataKfromKgenomesWKYdzKandKevKstructureKindicatesKthatKtolsKisKaKreductaseKinteractingK
withKaKglutaredoxinYKFEBScLettersWK2005WKgikWKgkcXh 3.8 64

190 PeroxisomevtlKaKdatabaseKforKtheKperoxisomalKproteomeWKfunctionalKgenomicsKandKdiseaseYKNucleicc
AcidscResearchWK2007WKegWKvjcgXdd 20.1 63

189 PatternsKofKyenomicKVariationKinKtheKOpportunisticKPathogenKuandidaKglabrataKSuggestKtheK
wxistenceKofKMatingKandKaKSecondaryKsssociationKwithKzumansYKCurrentcBiologyWK2018WKdjWKcgXdiYei 6.3 61

188 sKcomprehensiveKgenomeKvariationKmapKofKmelonKidentifiesKmultipleKdomesticationKeventsKandKlociK
influencingKagronomicKtraitsYKNaturecGeneticsWK2019WKgcWKchbiXchcg 36.3 59

187 spongeScanlKsKwebKforKdetectingKmicroRNsKbindingKelementsKinKlncRNsKsequencesYKNucleiccAcidsc
ResearchWK2016WKffWKWcihXjb 20.1 59

186 xineXscaleKevolutionlKgenomicWKphenotypicKandKecologicalKdifferentiationKinKtwoKcoexistingK
SalinibacterKruberKstrainsYKISMEcJournalWK2010WKfWKjjdXkg 11.9 58

185 PhylogenomicsKofKtheKoxidativeKphosphorylationKinKfungiKrevealsKextensiveKgeneKduplicationK
followedKbyKfunctionalKdivergenceYKBMCcEvolutionarycBiologyWK2009WKkWKdkg 3 58

184 RegulationKofKuandidaKglabrataKoxidativeKstressKresistanceKisKadaptedKtoKhostKenvironmentYKFEBSc
LettersWK2011WKgjgWKeckXdi 3.8 57

183 wvolutionaryKgenomicsKofKyeastKpathogensKinKtheKSaccharomycotinaYKFEMScYeastcResearchWK2016WKchWK 3.1 56

182
yeneKexpansionKshapesKgenomeKarchitectureKinKtheKhumanKpathogenKLichtheimiaKcorymbiferalKanK
evolutionaryKgenomicsKanalysisKinKtheKancientKterrestrialKmucoralesKSMucoromycotinaTYKPLoSc
GeneticsWK2014WKcbWKecbbffkh

6 55

181 yenomeKsequencingKandKsecondaryKmetabolismKofKtheKpostharvestKpathogenKPenicilliumK
griseofulvumYKBMCcGenomicsWK2016WKciWKck 4.5 54

180 YibKKisKtheKdRXOXmethyltransferaseKTrmLKthatKmodifiesKtheKwobbleKnucleotideKinKwscherichiaKcoliK
tRNsSLeuTKisoacceptorsYKRnaWK2010WKchWKdcecXfe 5.8 53

179 TheKbirthKofKaKdeadlyKyeastlKtracingKtheKevolutionaryKemergenceKofKvirulenceKtraitsKinKuandidaK
glabrataYKFEMScYeastcResearchWK2016WKchWKfovccb 3.1 52

178 LongKNonXuodingKRNssKssKPotentialKNovelKPrognosticKtiomarkersKinKuolorectalKuancerYKFrontierscinc
GeneticsWK2016WKiWKgf 4.5 52

177 TheKgenomeKofKtheKgeneralistKplantKpathogenKxusariumKavenaceumKisKenrichedKwithKgenesKinvolvedK
inKredoxWKsignalingKandKsecondaryKmetabolismYKPLoScONEWK2014WKkWKeccdibe 3.7 51

176 TheKcompleteKgenomeKofKtlastobotrysKSsrxulaTKadeninivoransKLSeKXKaKyeastKofKbiotechnologicalK
interestYKBiotechnologycforcBiofuelsWK2014WKiWKhh 7.8 50

175 TheKkinomesKofKapicomplexanKparasitesYKMicrobescandcInfectionWK2012WKcfWKikhXjcb 9.3 48

174 SkinKmicrobiomeKmodulationKinducedKbyKprobioticKsolutionsYKMicrobiomeWK2019WKiWKkg 16.6 46
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173 RecentKtrendsKinKmolecularKdiagnosticsKofKyeastKinfectionslKfromKPuRKtoKNySYKFEMScMicrobiologyc
ReviewsWK2019WKfeWKgciXgfi 15.1 45

172 PhylemonlKaKsuiteKofKwebKtoolsKforKmolecularKevolutionWKphylogeneticsKandKphylogenomicsYKNucleicc
AcidscResearchWK2007WKegWKWejXfd 20.1 45

171 zybridizationKandKemergenceKofKvirulenceKinKopportunisticKhumanKyeastKpathogensYKYeastWK2018WKegWKgXdb3.4 45

170 SexKandKparasiteslKgenomicKandKtranscriptomicKanalysisKofKMicrobotryumKlychnidisXdioicaeWKtheK
biotrophicKandKplantXcastratingKantherKsmutKfungusYKBMCcGenomicsWK2015WKchWKfhc 4.5 44

169 dxKgenomesXXdepthKdoesKmatterYKGenomecBiologyWK2010WKccWKRch 18.3 44

168 MassiveKgeneKpresenceXabsenceKvariationKshapesKanKopenKpanXgenomeKinKtheKMediterraneanK
musselYKGenomecBiologyWK2020WKdcWKdig 18.3 42

167 tiologicalKProcessesKModulatingKLongevityKacrossKPrimateslKsKPhylogeneticKyenomeXPhenomeK
snalysisYKMolecularcBiologycandcEvolutionWK2018WKegWKckkbXdbbf 8.3 42

166 sssigningKduplicationKeventsKtoKrelativeKtemporalKscalesKinKgenomeXwideKstudiesYKBioinformaticsWK
2011WKdiWKejXfg 7.2 41

165 uitizenKscienceKchartsKtwoKmajorKMstomatotypesMKinKtheKoralKmicrobiomeKofKadolescentsKandKrevealsK
linksKwithKhabitsKandKdrinkingKwaterKcompositionYKMicrobiomeWK2018WKhWKdcj 16.6 41

164 wvolutionKofKselenophosphateKsynthetaseslKemergenceKandKrelocationKofKfunctionKthroughK
independentKduplicationsKandKrecurrentKsubfunctionalizationYKGenomecResearchWK2015WKdgWKcdghXhi 9.7 39

163 PeroxisomesKinKparasiticKprotistsYKMolecularcandcBiochemicalcParasitologyWK2016WKdbkWKegXfg 1.9 39

162 OriginWKdiversificationKandKsubstrateKspecificityKinKtheKfamilyKofKNuScaxURKtransportersYKMolecularc
MicrobiologyWK2015WKkhWKkdiXgb 4.1 39

161 UnexpectedKgenomicKvariabilityKinKclinicalKandKenvironmentalKstrainsKofKtheKpathogenicKyeastK
uandidaKparapsilosisYKGenomecBiologycandcEvolutionWK2013WKgWKdejdXkd 3.9 38

160 StructuralKanalysesKofKaKhypotheticalKminimalKmetabolismYKPhilosophicalcTransactionscofcthecRoyalc
SocietycB:cBiologicalcSciencesWK2007WKehdWKcigcXhd 5.8 38

159 xromKcommunityKapproachesKtoKsingleXcellKgenomicslKtheKdiscoveryKofKubiquitousKhyperhalophilicK
tacteroidetesKgeneralistsYKISMEcJournalWK2015WKkWKchXec 11.9 37

158 InferringKgeneKfunctionKfromKevolutionaryKchangeKinKsignaturesKofKtranslationKefficiencyYKGenomec
BiologyWK2014WKcgWKRff 18.3 37

157 vifferentialKgeneKretentionKasKanKevolutionaryKmechanismKtoKgenerateKbiodiversityKandKadaptationK
inKyeastsYKScientificcReportsWK2015WKgWKccgic 4.9 36

156 uomparativeKtranscriptomicsKofKearlyKdipteranKdevelopmentYKBMCcGenomicsWK2013WKcfWKcde 4.5 35

(2013-2019)
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155 wvidenceKforKshortXtimeKdivergenceKandKlongXtimeKconservationKofKtissueXspecificKexpressionKafterK
geneKduplicationYKBriefingscincBioinformaticsWK2011WKcdWKffdXj 13.4 35

154 TheKQuietKandKUnderappreciatedKRiseKofKvrugXResistantKInvasiveKxungalKPathogensYKJournalcofc
FungickBaselocSwitzerlandlWK2020WKhWK 5.6 35

153 SecondaryKstructureKimpactsKpatternsKofKselectionKinKhumanKlncRNssYKBMCcBiologyWK2016WKcfWKhb 7.3 35

152 yeneKgainKandKlossKacrossKtheKmetazoanKtreeKofKlifeYKNaturecEcologycandcEvolutionWK2020WKfWKgdfXgee 12.3 34

151 zighXThroughputKProteomicsKRevealsKtheKUnicellularKRootsKofKsnimalKPhosphosignalingKandKuellK
vifferentiationYKDevelopmentalcCellWK2016WKekWKcjhXcki 10.2 34

150 TreeKOlKaKduplicationXawareKalgorithmKforKtheKcomparisonKofKphylogeneticKtreesYKNucleiccAcidsc
ResearchWK2011WKekWKehh 20.1 34

149 uompleteKvNsKsequenceKofKKuraishiaKcapsulataKillustratesKnovelKgenomicKfeaturesKamongKbuddingK
yeastsKSSaccharomycotinaTYKGenomecBiologycandcEvolutionWK2013WKgWKdgdfXek 3.9 33

148 TransposonsKplayedKaKmajorKroleKinKtheKdiversificationKbetweenKtheKcloselyKrelatedKalmondKandK
peachKgenomeslKresultsKfromKtheKalmondKgenomeKsequenceYKPlantcJournalWK2020WKcbcWKfggXfid 6.9 33

147 yenomesKshedKlightKonKtheKsecretKlifeKofKuandidaKglabratalKnotKsoKasexualWKnotKsoKcommensalYK
CurrentcGeneticsWK2019WKhgWKkeXkj 2.9 32

146 sKphylogenomicsKapproachKforKselectingKrobustKsetsKofKphylogeneticKmarkersYKNucleiccAcidsc
ResearchWK2014WKfdWKegf 20.1 32

145 LokiarchaeotaKMarksKtheKTransitionKbetweenKtheKsrchaealKandKwukaryoticKSelenocysteineKwncodingK
SystemsYKMolecularcBiologycandcEvolutionWK2016WKeeWKdffcXge 8.3 31

144 uontrastingKyenomicKviversityKinKTwoKuloselyKRelatedKPostharvestKPathogenslKPenicilliumK
digitatumKandKPenicilliumKexpansumYKGenomecBiologycandcEvolutionWK2015WKjWKdcjXdi 3.9 31

143 TsuueXTSudKmaintainsKnuclearKenvelopeKstructureKandKcontrolsKcellKdivisionYKCellcCycleWK2010WKkWKccfeXgg 4.7 30

142 ImpactKofKzomologousKRecombinationKonKtheKwvolutionKofKProkaryoticKuoreKyenomesYKMBioWK2019WK
cbWK 7.8 29

141 PathogenicKmutationsKinKtheKgRKuntranslatedKregionKofKtuScLKmRNsKinKmitochondrialKcomplexKIIIK
deficiencyYKMitochondrionWK2009WKkWKdkkXebg 4.9 29

140 UtilizationKofKselenocysteineKinKearlyXbranchingKfungalKphylaYKNaturecMicrobiologyWK2019WKfWKigkXihg 26.6 28

139 vrugXResistantKxungilKsnKwmergingKuhallengeKThreateningKOurKLimitedKsntifungalKsrmamentariumYK
AntibioticsWK2020WKkWK 4.9 28

138 InducesKPlantXvependentKSystemicKResistanceKtoYKFrontierscincPlantcScienceWK2019WKcbWKkfg 6.2 28
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137 ImpactKofKtheKmitochondrialKgeneticKbackgroundKinKcomplexKIIIKdeficiencyYKPLoScONEWK2010WKgWKecdjbc 3.7 27

136 xungalKevolutionlKcellularWKgenomicKandKmetabolicKcomplexityYKBiologicalcReviewsWK2020WKkgWKcckjXcded 13.5 27

135 LineageXspecificKgeneKlossKfollowingKmitochondrialKendosymbiosisKandKitsKpotentialKforKfunctionK
predictionKinKeukaryotesYKBioinformaticsWK2005WKdcKSupplKdWKiicffXgb 7.2 25

134 yearingKupKtoKhandleKtheKmosaicKnatureKofKlifeKinKtheKquestKforKorthologsYKBioinformaticsWK2018WKefWKedeXedk7.2 25

133 WholeXyenomeKSequencingKofKtheKOpportunisticKYeastKPathogenKUncoversKItsKzybridKOriginYK
FrontierscincGeneticsWK2019WKcbWKeje 4.5 24

132 TheKuaseKofKtheKMissingKsncientKxungalKPolyploidsYKAmericancNaturalistWK2016WKcjjWKhbdXhcf 3.7 23

131 TheKSchistosomaKmansoniKphylomelKusingKevolutionaryKgenomicsKtoKgainKinsightKintoKaKparasiteRsK
biologyYKBMCcGenomicsWK2012WKceWKhci 4.5 23

130 uomparisonKofKgeneKrepertoiresKandKpatternsKofKevolutionaryKratesKinKeightKaphidKspeciesKthatK
differKbyKreproductiveKmodeYKGenomecBiologycandcEvolutionWK2012WKfWKcggXhi 3.9 22

129 InteractionsKbetweenKcloselyKrelatedKbacterialKstrainsKareKrevealedKbyKdeepKtranscriptomeK
sequencingYKAppliedcandcEnvironmentalcMicrobiologyWK2015WKjcWKjffgXgh 4.8 21

128 yenomicKevidenceKforKaKhybridKoriginKofKtheKyeastKopportunisticKpathogenKuandidaKalbicansYKBMCc
BiologyWK2020WKcjWKfj 7.3 21

127 zorizontalKacquisitionKofKtoxicKalkaloidKsynthesisKinKaKcladeKofKplantKassociatedKfungiYKFungalc
GeneticscandcBiologyWK2016WKjhWKicXjb 3.9 21

126 TranscriptomicKanalysisKofKaKpsammophyteKfoodKcropWKsandKriceKSsgriophyllumKsquarrosumTKandK
identificationKofKcandidateKgenesKessentialKforKsandKduneKadaptationYKBMCcGenomicsWK2014WKcgWKjid 4.5 21

125 wvolutionKofKspliceosomalKintronsKfollowingKendosymbioticKgeneKtransferYKBMCcEvolutionarycBiologyWK
2010WKcbWKgi 3 21

124 RelativeKtimingKofKmitochondrialKendosymbiosisKandKtheKMpreXmitochondrialKsymbiosesMKhypothesisYK
IUBMBcLifeWK2018WKibWKccjjXcckh 4.7 20

123 QuestKforKOrthologsKwntailsKQuestKforKTreeKofKLifelKInKSearchKofKtheKyeneKStreamYKGenomecBiologyc
andcEvolutionWK2015WKiWKckjjXkk 3.9 19

122 TheKgenomeKsequenceKofKtheKgrapeKphylloxeraKprovidesKinsightsKintoKtheKevolutionWKadaptationWKandK
invasionKroutesKofKanKiconicKpestYKBMCcBiologyWK2020WKcjWKkb 7.3 19

121 yenomeKuomparisonsKofKSerialKulinicalKIsolatesKRevealKPatternsKofKyeneticKVariationKinKInfectingK
ulonalKPopulationsYKFrontierscincMicrobiologyWK2019WKcbWKccd 5.7 19

120 uommercialKxormulatesKofKInduceKSystemicKPlantKResistanceKtoKinKTomatoKandKtheKwffectKIsKsdditiveK
toKThatKofKtheKResistanceKyeneYKFrontierscincMicrobiologyWK2019WKcbWKebfd 5.7 18

(2019-2010)
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119 MisidentificationKofKgenomeKassembliesKinKpublicKdatabaseslKTheKcaseKofKNaumovozymaKdairenensisK
andKproposalKofKaKprotocolKtoKcorrectKmisidentificationsYKYeastWK2018WKegWKfdgXfdk 3.4 18

118 InvestigationKofKuandidaKparapsilosisKvirulenceKregulatoryKfactorsKduringKhostXpathogenKinteractionYK
ScientificcReportsWK2018WKjWKcefh 4.9 17

117 PhylogenomicsKofKtheKoliveKtreeKSOleaKeuropaeaTKrevealsKtheKrelativeKcontributionKofKancientKalloXK
andKautopolyploidizationKeventsYKBMCcBiologyWK2018WKchWKcg 7.3 17

116 MitochondrialKgenomeKvariabilityKwithinKtheKuandidaKparapsilosisKspeciesKcomplexYKMitochondrionWK
2012WKcdWKgcfXk 4.9 17

115 uomparativeKgenomicsXbasedKpredictionKofKproteinKfunctionYKMethodscincMolecularcBiologyWK2008WK
fekWKejiXfbc 1.4 17

114 zybridizationKandKtheKoriginKofKnewKyeastKlineagesYKFEMScYeastcResearchWK2020WKdbWK 3.1 17

113 TimingKtheKoriginKofKeukaryoticKcellularKcomplexityKwithKancientKduplicationsYKNaturecEcologycandc
EvolutionWK2021WKgWKkdXcbb 12.3 17

112 sKmetabolicKscenarioKforKtheKevolutionaryKoriginKofKperoxisomesKfromKtheKendomembranousK
systemYKCellularcandcMolecularcLifecSciencesWK2014WKicWKdeieXh 10.3 16

111 wvolutionKofKProteinsKandKProteomeslKsKPhylogeneticsKspproachYKEvolutionarycBioinformaticsWK2005WK
cWKccihkefebgbbcbb 1.9 16

110 uandidaKpathogensKinduceKprotectiveKmitochondriaXassociatedKtypeKIKinterferonKsignallingKandKaK
damageXdrivenKresponseKinKvaginalKepithelialKcellsYKNaturecMicrobiologyWK2021WKhWKhfeXhgi 26.6 16

109 MIuUcKuonfersKProtectionKfromKMuUXvependentKManganeseKToxicityYKCellcReportsWK2018WKdgWKcfdgXcfegYei10.6 16

108 MetabolicKgeneKclustersKencodingKtheKenzymesKofKtwoKbranchesKofKtheKeXoxoadipateKpathwayKinKtheK
pathogenicKyeastKuandidaKalbicansYKFEMScYeastcResearchWK2015WKcgWK 3.1 15

107 uoronavirusKviseaseKdbckKSuOVIvXckTlKwmergingKandKxutureKuhallengesKforKventalKandKOralK
MedicineYKJournalcofcDentalcResearchWK2020WKkkWKccce 8.1 15

106 uomputationalKapproachesKforKtheKpredictionKofKproteinKfunctionKinKtheKmitochondrionYKAmericanc
JournalcofcPhysiologycpcCellcPhysiologyWK2006WKdkcWKuccdcXj 5.4 15

105 wvolutionKofKproteinsKandKproteomeslKaKphylogeneticsKapproachYKEvolutionarycBioinformaticsWK2007WK
cWKgcXhc 1.9 15

104 wvolutionaryKandKfunctionalKpatternsKofKsharedKgeneKneighbourhoodKinKfungiYKNaturecMicrobiologyWK
2019WKfWKdejeXdekd 26.6 14

103 PostXexerciseKhypotensionKandKskeletalKmuscleKoxygenationKisKregulatedKbyKnitrateXreducingK
activityKofKoralKbacteriaYKFreecRadicalcBiologycandcMedicineWK2019WKcfeWKdgdXdgk 7.8 14

102 PTPXcentrallKaKcomprehensiveKresourceKofKproteinKtyrosineKphosphatasesKinKeukaryoticKgenomesYK
MethodsWK2014WKhgWKcghXhf 4.6 14
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101 yenomicKevidenceKforKrecurrentKgeneticKadmixtureKduringKtheKdomesticationKofKMediterraneanK
oliveKtreesKSOleaKeuropaeaKLYTYKBMCcBiologyWK2020WKcjWKcfj 7.3 14

100 WidespreadKInterXKandKIntraXvomainKzorizontalKyeneKTransferKofKdXsminoKscidKMetabolismK
wnzymesKinKwukaryotesYKFrontierscincMicrobiologyWK2016WKiWKdbbc 5.7 14

99 LackKofKtheKPysKexopolysaccharideKinKSalmonellaKasKanKadaptiveKtraitKforKsurvivalKinKtheKhostYKPLoSc
GeneticsWK2017WKceWKecbbhjch 6 13

98 uontrastingKPatternsKofKwvolutionaryKviversificationKinKtheKOlfactoryKRepertoiresKofKReptileKandK
tirdKyenomesYKGenomecBiologycandcEvolutionWK2016WKjWKfibXjb 3.9 13

97 wvolutionaryKconsiderationsKonKtheKoriginKofKperoxisomesKfromKtheKendoplasmicKreticulumWKandK
theirKrelationshipsKwithKmitochondriaYKCellularcandcMolecularcLifecSciencesWK2014WKicWKdeikXjd 10.3 13

96 zighlyKexpressedKcapturedKgenesKandKcrossXkingdomKdomainsKpresentKinKzelitronsKcreateKnovelK
diversityKinKPleurotusKostreatusKandKotherKfungiYKBMCcGenomicsWK2014WKcgWKcbic 4.5 13

95 uycsvSlKanKannotationKdatabaseKsystemKtoKeaseKtheKdevelopmentKandKupdateKofKtiouycKdatabasesYK
Database:cthecJournalcofcBiologicalcDatabasescandcCurationWK2011WKdbccWKbarbbj 5 13

94 yenomeKSequenceKofKtheKtrownKRotKxungalKPathogenKMoniliniaKlaxaYKGenomecAnnouncementsWK2018
WKhWK 13

93 nextPsRSlKparallelKprobingKofKRNsKstructuresKinKIlluminaYKRnaWK2018WKdfWKhbkXhck 5.8 12

92 wicosanoidKbiosynthesisKinfluencesKtheKvirulenceKofKuandidaKparapsilosisYKVirulenceWK2018WKkWKcbckXcbeg 4.7 12

91 MeasuringKguideXtreeKdependencyKofKinferredKgapsKinKprogressiveKalignersYKBioinformaticsWK2013WKdkWKcbccXi7.2 12

90 LackKofKphylogeneticKsupportKforKaKsupposedKactinobacterialKoriginKofKperoxisomesYKGeneWK2010WK
fhgWKhcXg 3.8 12

89 VariationKandKevolutionKofKbiomolecularKsystemslKsearchingKforKfunctionalKrelevanceYKFEBScLettersWK
2005WKgikWKcjekXfg 3.8 12

88 TheKLeishmaniaKmetaphylomelKaKcomprehensiveKsurveyKofKLeishmaniaKproteinKphylogeneticK
relationshipsYKBMCcGenomicsWK2015WKchWKjji 4.5 11

87 vistinctKrolesKofKtheKpolarityKfactorsKtoicKandKtoidKinKtheKcontrolKofKexocytosisKandKabscissionKinK
buddingKyeastYKMolecularcBiologycofcthecCellWK2017WKdjWKebjdXebkf 3.5 11

86 wvolutionaryKhistoriesKofKexpandedKpeptidaseKfamiliesKinKSchistosomaKmansoniYKMemoriascDoc
InstitutocOswaldocCruzWK2011WKcbhWKjhfXii 2.6 11

85 MassiveKgeneKpresenceaabsenceKvariationKinKtheKmusselKgenomeKasKanKadaptiveKstrategylKfirstK
evidenceKofKaKpanXgenomeKinKMetazoa 11

84 StrainKIXcgjdWKaKNematodeKsntagonistKbyKItselfKandKThroughKtheKPlantYKFrontierscincPlantcScienceWK
2020WKccWKikh 6.2 10

(2020-2020)
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83 IntegrativeKOmicsKsnalysisKRevealsKaKLimitedKTranscriptionalKShockKsfterKYeastKInterspeciesK
zybridizationYKFrontierscincGeneticsWK2020WKccWKfbf 4.5 10

82 srthropodauyclKaKuycsvSKpoweredKcollectionKofKtiouycKdatabasesKtoKanalyseKandKcompareK
metabolismKofKarthropodsYKDatabase:cthecJournalcofcBiologicalcDatabasescandcCurationWK2016WKdbchWK 5 10

81 TheKevolvingKspeciesKconceptsKusedKforKyeastslKfromKphenotypesKandKgenomesKtoKspeciationK
networksYKFungalcDiversityWK2021WKcbkWKdiXgg 17.6 10

80 uharacterizationKofKecologicallyKdiverseKvirusesKinfectingKcoXoccurringKstrainsKofKcosmopolitanK
hyperhalophilicKtacteroidetesYKISMEcJournalWK2018WKcdWKfdfXfei 11.9 10

79 TranscriptomicKanalysesKrevealKgroupsKofKcoXexpressedWKsyntenicKlncRNssKinKfourKspeciesKofKtheK
genusKuaenorhabditisYKRNAcBiologyWK2019WKchWKedbXedk 4.8 9

78 MetaPhOrsKdYblKintegrativeWKphylogenyXbasedKinferenceKofKorthologyKandKparalogyKacrossKtheKtreeK
ofKlifeYKNucleiccAcidscResearchWK2020WKfjWKWggeXWggi 20.1 9

77 PhylogeneticKanalysesKuncoverKaKnovelKcladeKofKtransferrinKinKnonmammalianKvertebratesYKMolecularc
BiologycandcEvolutionWK2013WKebWKjkfXkbg 8.3 9

76 PredictingKphenotypicKtraitsKofKprokaryotesKfromKproteinKdomainKfrequenciesYKBMCcBioinformaticsWK
2010WKccWKfjc 3.6 9

75 TheKtransposableKelementXrichKgenomeKofKtheKcerealKpestKSitophilusKoryzaeYKBMCcBiologyWK2021WKckWKdfc 7.3 9

74 OralKmicrobiomeKinKdownKsyndromeKandKitsKimplicationsKonKoralKhealthYKJournalcofcOralcMicrobiologyWK
2020WKceWKcjhghkb 6.3 9

73 ParentalKoriginKofKtheKallotetraploidKtobaccoKNicotianaKbenthamianaYKPlantcJournalWK2020WKcbdWKgfcXggf 6.9 9

72 viscoveryKofKwMRwKinKfungiKresolvesKtheKtrueKevolutionaryKhistoryKofKtheKmitochondrialKcalciumK
uniporterYKNaturecCommunicationsWK2020WKccWKfbec 17.4 9

71 wchinocandinXInducedKMicroevolutionKofKuandidaKparapsilosisKInfluencesKVirulenceKandKsbioticK
StressKToleranceYKMSphereWK2018WKeWK 5 9

70 SoybeanKaphidKbiotypeKcKgenomelKInsightsKintoKtheKinvasiveKbiologyKandKadaptiveKevolutionKofKaK
majorKagriculturalKpestYKInsectcBiochemistrycandcMolecularcBiologyWK2020WKcdbWKcbeeef 4.5 8

69 MolecularKTypingKofKuandidaKglabrataYKMycopathologiaWK2020WKcjgWKiggXihf 2.9 8

68 PhylogenomicsKIdentifiesKanKsncestralKturstKofKyeneKvuplicationsKPredatingKtheKviversificationKofK
sphidomorphaYKMolecularcBiologycandcEvolutionWK2020WKeiWKiebXigh 8.3 8

67 wlevatedKVacuolarKUptakeKofKxluorescentlyKLabeledKsntifungalKvrugKuaspofunginKPredictsK
wchinocandinKResistanceKinKPathogenicKYeastYKACScCentralcScienceWK2020WKhWKchkjXcicd 16.8 8

66 yenomeKVariationKinKtheKModelKzalophilicKtacteriumYKFrontierscincMicrobiologyWK2018WKkWKcfkk 5.7 7
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65 wxtremeKdiversificationKdrivenKbyKparallelKeventsKofKmassiveKlossKofKheterozygosityKinKtheKhybridK
lineageKofKuandidaKalbicansYKGeneticsWK2021WKdciWK 4 7

64
TriazoleKwvolutionKofKuandidaKparapsilosisKResultsKinKurossXResistanceKtoKOtherKsntifungalKvrugsWK
InfluencesKStressKResponsesWKandKsltersKVirulenceKinKanKsntifungalKvrugXvependentKMannerYK
MSphereWK2020WKgWK

5 7

63 yenomeKSequencingKandKTranscriptomeKsnalysisKRevealKRecentKSpeciesXSpecificKyeneKvuplicationsK
inKtheKPlasticKyiltheadKSeaKtreamKSSparusKaurataTYKFrontierscincMarinecScienceWK2019WKhWK 4.5 7

62 wvolutionKofKtheKPeroxisomalKProteomeYKSubpCellularcBiochemistryWK2018WKjkWKddcXdee 5.5 7

61 wukaryoticKtransportersKforKhydroxyderivativesKofKbenzoicKacidYKScientificcReportsWK2017WKiWKjkkj 4.9 6

60 SelectionKofKmarkerKgenesKusingKwholeXgenomeKvNsKpolymorphismKanalysisYKEvolutionaryc
BioinformaticsWK2012WKjWKchcXk 1.9 6

59 zaploTypolKaKvariantXcallingKpipelineKforKphasedKgenomesYKBioinformaticsWK2020WKehWKdghkXdgic 7.2 6

58 uomparativeKyenomicsKUsedKtoKPredictKVirulenceKxactorsKandKMetabolicKyenesKamongKSpeciesYK
JournalcofcFungickBaselocSwitzerlandlWK2021WKiWK 5.6 6

57 MitochondrialKuarriersKLinkKtheKuatabolismKofKzydroxyaromaticKuompoundsKtoKtheKuentralK
MetabolismKinKuandidaKparapsilosisYKGw:cGenesocGenomesocGeneticsWK2016WKhWKfbfiXfbgj 3.2 5

56 TranscriptomeKSequencingKspproachesKtoKwlucidateKzostXMicrobeKInteractionsKinKOpportunisticK
zumanKxungalKPathogensYKCurrentcTopicscincMicrobiologycandcImmunologyWK2019WKfddWKckeXdeg 3.3 5

55 xunctionalKcharacterizationKofKclinicalKisolatesKofKtheKopportunisticKfungalKpathogenKsspergillusKnidulans 5

54 PhenotypicKVariabilityKinKaKuoinfectionKWithKThreeKIndependentKLineagesYKFrontierscincMicrobiologyWK
2020WKccWKckkf 5.7 5

53 PatternsKandKimpactsKofKnonverticalKevolutionKinKeukaryoteslKaKparadigmKshiftYKAnnalscofcthecNewc
YorkcAcademycofcSciencesWK2020WKcfihWKijXkd 6.5 5

52 uomparativeKyenomicsKandKTranscriptomicsKToKsnalyzeKxruitingKtodyKvevelopmentKinKxilamentousK
sscomycetesYKGeneticsWK2019WKdceWKcgfgXcghe 4 5

51 uROSSMsPPwRlKestimatingKcrossXmappingKratesKandKoptimizingKexperimentalKdesignKinK
multiXspeciesKsequencingKstudiesYKBioinformaticsWK2020WKehWKkdgXkdi 7.2 5

50 wvolulustlKautomatedKinferenceKofKevolutionaryKconservedKgeneKclustersKinKeukaryotesYK
BioinformaticsWK2020WKehWKcdhgXcdhh 7.2 4

49 SelectionKfollowingKyeneKvuplicationKShapesKRecentKyenomeKwvolutionKinKtheKPeaKsphidK
scyrthosiphonKpisumYKMolecularcBiologycandcEvolutionWK2020WKeiWKdhbcXdhcg 8.3 4

48 TheKTranscriptionalKsftermathKinKTwoKIndependentlyKxormedKzybridsKofKtheKOpportunisticK
PathogenKuandidaKorthopsilosisYKMSphereWK2020WKgWK 5 4

(2020-2021)
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47 wvolutionKofKtheKferritinKfamilyKinKvertebratesYKTrendscincEvolutionarycBiologyWK2012WKfWKe 4

46 uhromatinKprofilingKrevealsKheterogeneityKinKclinicalKisolatesKofKtheKhumanKpathogenKsspergillusK
fumigatusYYKPLoScGeneticsWK2022WKcjWKecbcbbbc 6 4

45 TrendsKinKyeastKdiversityKdiscoveryYKFungalcDiversityWc 17.6 4

44 NarrowKmutationalKsignaturesKdriveKacquisitionKofKmultidrugKresistanceKinKtheKfungalKpathogenK
uandidaKglabrataYKCurrentcBiologyWK2021WKecWKgecfXgedhYecb 6.3 4

43 OnKphylogeneticKbranchKlengthsKdistributionKandKtheKlateKacquistionKofKmitochondria 4

42 yenomeKsssembliesKofKTwoKRareKOpportunisticKYeastKPathogenslKSsynYKTKandKSsynYKTYKGw:cGenesoc
GenomesocGeneticsWK2019WKkWKekdcXekdi 3.2 4

41 OriginKandKwarlyKwvolutionKofKtheKwukaryoticKuellYKAnnualcReviewcofcMicrobiologyWK2021WKigWKhecXhfi 17.5 4

40 xactorsKenforcingKtheKspeciesKboundaryKbetweenKtheKhumanKpathogensKuryptococcusKneoformansK
andKuryptococcusKdeneoformansYKPLoScGeneticsWK2021WKciWKecbbjjic 6 4

39 TheKcompleteKmitochondrialKgenomeKofKtheKyiantKMantaKrayWKMantaKbirostrisYKMitochondrialcDNAWK
2015WKdhWKijiXj 3

38 uandidemiaKsmongKuoronavirusKviseaseKdbckKPatientsKinKTurkeyKsdmittedKtoKIntensiveKuareKUnitslK
sKRetrospectiveKMulticenterKStudyYYKOpencForumcInfectiouscDiseasesWK2022WKkWKofacbij 1 3

37 eKPhylogenomicsKforKtheKStudyKofKxungalKtiologyK2014WKhcXik 3

36 TaxonKsamplingKunequallyKaffectsKindividualKnodesKinKaKphylogeneticKtreelKconsequencesKforKmodelK
geneKtreeKconstructionKinKSwissTree 3

35 yenomeKanalysisKofKuandidaKsubhashiiKrevealsKitsKhybridKnatureKandKdualKmitochondrialKgenomeK
conformationsYKDNAcResearchWK2021WKdjWK 4.5 3

34
uitizenXscienceKbasedKstudyKofKtheKoralKmicrobiomeKinKuysticKfibrosisKandKmatchedKcontrolsKrevealsK
majorKdifferencesKinKdiversityKandKabundanceKofKbacterialKandKfungalKspeciesYKJournalcofcOralc
MicrobiologyWK2021WKceWKcjkiedj

6.3 3

33 PerceptionsKaboutKpostdocsYKEMBOcReportsWK2004WKgWKccbf 6.5 2

32 TheKlongKnonXcodingKRNsKlandscapeKofKuandidaKyeastKpathogensYYKNaturecCommunicationsWK2021WK
cdWKieci 17.4 2

31 uhangesKinKtheKstoolKandKoropharyngealKmicrobiomeKinKobsessiveXcompulsiveKdisorder 2

30 wvolclustlKautomatedKinferenceKofKevolutionaryKconservedKgeneKclustersKinKeukaryotes 2
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29 SeqwditorlKanKapplicationKforKprimerKdesignKandKsequenceKanalysisKwithKorKwithoutKyTxayxxKfilesYK
BioinformaticsWK2021WKeiWKchcbXchcd 7.2 2

28 RegulatoryKMechanismsKofKaKzighlyKPectinolyticKMutantKofKandKxunctionalKsnalysisKofKaKuandidateK
yeneKinKtheKPlantKPathogenYKFrontierscincMicrobiologyWK2017WKjWKchdi 5.7 1

27 MitochondrialKOriginsK2012WKeXcj 1

26 sutomaticKPredictionKofKtheKyeneticKuodeYKLecturecNotescincComputercScienceWK2009WKccdgXccdk 0.9 1

25 viscoveryKofKwMRwKinKfungiKresolvesKtheKtrueKevolutionaryKhistoryKofKtheKmitochondrialKcalciumKuniporter 1

24 MultipleKhybridizationKeventsKpunctuateKtheKevolutionaryKtrajectoryKofKMalasseziaKfurfur 1

23 TransposonsKplayedKaKmajorKroleKinKtheKdiversificationKbetweenKtheKcloselyKrelatedKalmondKSPrunusK
dulcisTKandKpeachKSPYKpersicaTKgenomeslKResultsKfromKtheKalmondKgenomeKsequence 1

22 zumanKalbuminKenhancesKtheKpathogenicKpotentialKofKuandidaKglabrataKonKvaginalKepithelialKcellsYK
PLoScPathogensWK2021WKciWKecbcbbei 7.6 1

21 yenomicKevidenceKforKrecurrentKgeneticKadmixtureKduringKdomesticationKmediterraneanKoliveKtreesK
SOleaKeuropaeaT 1

20 UseKofKselenocysteineWKtheKdcstKaminoKacidWKinKtheKfungalKkingdom 1

19 TimingKtheKoriginKofKeukaryoticKcellularKcomplexityKwithKancientKduplications 1

18 PatternsKofKgenomicKvariationKinKtheKopportunisticKpathogenKuandidaKglabrataKsuggestKtheK
existenceKofKmatingKandKaKsecondaryKassociationKtoKtheKhumanKhost 1

17 TargetKwnrichmentKwnablesKtheKviscoveryKofKlncRNssKwithKSomaticKMutationsKorKslteredKwxpressionK
inKParaffinXwmbeddedKuolorectalKuancerKSamplesYKCancersWK2020WKcdWK 6.6 1

16 yrandKuhallengesKinKxungalKyenomicsKandKwvolutionYKFrontierscincFungalcBiologyWK2020WKcWK 0.3 1

15 SharedKevolutionaryKfootprintsKsuggestKmitochondrialKoxidativeKdamageKunderliesKmultipleK
complexKIKlossesKinKfungiYKOpencBiologyWK2021WKccWKdbbehd 7 1

14 OuTcKXKaKyeastKmitochondrialKthiolaseKinvolvedKinKtheKeXoxoadipateKpathwayYKFEMScYeastcResearchWK
2021WKdcWK 3.1 1

13 TransientKMitochondriaKvysfunctionKuonfersKxungalKurossXResistanceKagainstKPhagocyticKKillingKandK
xluconazoleYKMBioWK2021WKcdWKebccdjdc 7.8 1

12 StructuralKcharacterizationKofKNORsvKrevealsKaKstabilizingKroleKofKspacersKandKtwoKnewKrepeatK
unitsYKComputationalcandcStructuralcBiotechnologycJournalWK2021WKckWKedfgXedgf 6.8 1

(2021-2021)
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11 RolesKofKtheKhumanKmicrobiomeKinKcancerYKHepatobiliarycSurgerycandcNutritionWK2021WKcbWKggjXghb 2.1 1

10 ProfilingKofKRNsKStructureKatKSingleXNucleotideKResolutionKUsingKnextPsRSYKMethodscincMolecularc
BiologyWK2021WKddjfWKgcXhd 1.4 1

9 TranscriptomeKandKproteomeKprofilingKrevealsKcomplexKadaptationsKofKuandidaKparapsilosisKcellsK
assimilatingKhydroxyaromaticKcarbonKsourcesYYKPLoScGeneticsWK2022WKcjWKecbbkjcg 6 1

8 MultipleKzybridizationKwventsKPunctuateKtheKwvolutionaryKTrajectoryKofKYYKMBioWK2022WKebejgedc 7.8 1

7 uitizenXscienceKrevealsKchangesKinKtheKoralKmicrobiomeKinKSpainKthroughKageKandKlifestyleKfactorsYYK
NpjcBiofilmscandcMicrobiomesWK2022WKjWKej 8.2 1

6 xUNysLOXPzOSlKanKintegratedKdatabaseKforKoxidativeKphosphorylationKinKfungiYKMitochondrionWK
2013WKceWKegiXk 4.9 0

5 PhylogenomicslKTheKwvolutionKofKuommonKteanKasKSeenKfromKtheKPerspectiveKofKsllKofKItsKyenesYK
CompendiumcofcPlantcGenomesWK2017WKdheXdji 0.8

4 wvolutionKofKxungiKandKTheirKRespiratoryKMetabolismK2011WKdgiXdid

3 ReliableKandKSpecificKProteinKxunctionKPredictionKbyKuombiningKzomologyKwithKyenomicSsTKuontextK
2006WKceXdk

2 xromKwndosymbiontKtoKzostXuontrolledKOrganellelKtheKzijackingKofKMitochondrialKProteinKSynthesisK
andKMetabolismYKPLoScComputationalcBiologyWK2005WKpreprintWKedck 5

1 vatingKnodesKinKaKphylogenyKusingKinferredKhorizontalKgeneKtransfersYKPeercCommunitycinc
EvolutionarycBiologyWK2018WKcbbbei
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