
Heather Allison

ListeofePublicationsebyeYeareine
DescendingeOrder

Source:ehttps:uuexalytcomuauthorspdfu7x89655uheathersallisonspublicationssbysyeartpdf

Version:eyvy4sv4sy5e

ThisedocumentehasebeenegeneratedebasedeonetheepublicationseandecitationserecordedebyeexalytcomteFore

theelatesteversioneofethisepublicationelistrevisitetheelinkegiveneabovet

TheethirdecolumneisetheeimpactefactoremIFneofetheejournalreandetheefourthecolumneisetheenumbereofe

citationseofetheearticlet

41
papers

1,215
citations

25
h-index

34
g-index

47
ext. papers

1,448
ext. citations

5.5
avg, IF

4.2
L-index



h Paper IF Citations

41 –moebicidalR–ctivityRofRPolygEpsilongLysineRFunctionalizedRHydrogelshR2022fRpmfRkk 0

40 TracingRtheRfateRofRwastewaterRvirusesRrevealsRcatchmentgscaleRviromeRdiversityRandRconnectivityhR
WaterfResearchfR2021fRljmfRkkqopr 12.5 3

39 TheRSitegSpecificRRecombinationRSystemRofRtheRΦacteriophageR˛ƒlnhRFrontiersfinfMicrobiologyfR2020fR
kkfRoqrjop 5.7 0

38 InvestigatingRtheR–ntibacterialRPropertiesRofRInverseRVulcanizedRSulfurRPolymershRACSfOmegafR2020fR
ofRollsgolmn 3.9 21

37 StructuralRannotationRofRtheRconservedRcarbohydrateResteraseRvb_lnΦ_lkRfromRShigaR
toxingencodingRbacteriophageR˛ƒlnhRJournalfoffStructuralfBiologyfR2020fRlklfRkjqosp 3.4 2

36 –ntimicrobialR–ctivityRofRPolygepsilonglysineRPeptideRHydrogelsR–gainstRPseudomonasRaeruginosaR
2020fRpkfRkr 6

35 ViromicR–nalysisRofRWastewaterRInputRtoRaRRiverRεatchmentRRevealsRaRDiverseR–ssemblageRofRRN–R
ViruseshRMSystemsfR2018fRmfR 7.6 36

34 NanogstructuredRrhodiumRdopedRSrTiOmâ��VisibleRlightRactivatedRphotocatalystRforRwaterR
decontaminationhRAppliedfCatalysisfB:fEnvironmentalfR2017fRljpfRonqgooo 21.8 53

33 ShigatoxinRencodingRΦacteriophageRylnRmodulatesRbacterialRmetabolismRtoRraiseRantimicrobialR
tolerancehRScientificfReportsfR2017fRqfRnjnln 4.9 11

32 DevelopmentRofRaRPolyg˛µgLysineRεontactRLensRasRaRDrugRDeliveryRDeviceRforRtheRTreatmentRofR
FungalRKeratitisR2017fRorfRnnssgnojo 16

31 εharacterisingRtheRεanineROralRMicrobiomeRbyRDirectRSequencingRofRReversegTranscribedRrRN–R
MoleculeshRPLoSfONEfR2016fRkkfRejkoqjnp 3.7 25

30 TranscriptomicRanalysisRofRShigagtoxigenicRbacteriophageRcarriageRrevealsRaRprofoundRregulatoryR
effectRonRacidRresistanceRinREscherichiaRcolihRAppliedfandfEnvironmentalfMicrobiologyfR2015fRrkfRrkkrglo 4.8 31

29 TheRmicrobialRecologyRofRanaerobicRcelluloseRdegradationRinRmunicipalRwasteRlandfillRsitestRevidenceR
ofRaRroleRforRfibrobactershREnvironmentalfMicrobiologyfR2012fRknfRkjqqgrq 5.2 34

28 εomparativeRgenomicsRofRShigaRtoxinRencodingRbacteriophageshRBMCfGenomicsfR2012fRkmfRmkk 4.5 66

27 IdentificationRofRgenesRexpressedRinRculturesRofREhRcoliRlysogensRcarryingRtheRShigaRtoxingencodingR
prophageR˛ƒlnΦhRBMCfMicrobiologyfR2012fRklfRnl 4.5 13

26
ShortRcommunicationtRεharacterizationRofRShigaRtoxinRlgcarryingRbacteriophagesRinducedRfromR
ShigagtoxigenicREscherichiaRcoliRisolatedRfromRItalianRdairyRproductshRJournalfoffDairyfSciencefR2012fR
sofRpsnsgop

4 2

25 DevelopmentRandRapplicationRofRaRmethodRforRtheRpurificationRofRfreeRshigatoxigenicRbacteriophageR
fromRenvironmentalRsampleshRJournalfoffMicrobiologicalfMethodsfR2012fRskfRlnjgo 2.8 6

Heather Allison

2



24 εumulativeReffectRofRprophageRburdenRonRShigaRtoxinRproductionRinREscherichiaRcolihRMicrobiologyf
pUnitedfKingdomrfR2012fRkorfRnrrgnsq 2.9 27

23
ImportanceRofRMicromonosporaRspphRasRcolonizersRofRcelluloseRinRfreshwaterRlakesRasRdemonstratedR
byRquantitativeRreverseRtranscriptaseRPεRRofRkpSRrRN–hRAppliedfandfEnvironmentalfMicrobiologyfR
2012fRqrfRmnsogs

4.8 12

22
εharacterizationRofRtheRrelationshipRbetweenRintegrasefRexcisionaseRandRantirepressorRactivitiesR
associatedRwithRaRsuperinfectingRShigaRtoxinRencodingRbacteriophagehRNucleicfAcidsfResearchfR2011fR
msfRlkkpgls

20.1 37

21 DevelopmentRandRvalidationRofRaRqPεRgbasedRmethodRforRquantifyingRShigaRtoxingencodingRandR
otherRlambdoidRbacteriophageshREnvironmentalfMicrobiologyfR2010fRklfRkksngljn 5.2 29

20 nongpyrosequencingtRaRmolecularRbattiscopeRforRfreshwaterRviralRecologyhRGenesfR2010fRkfRlkjglp 4.2 11

19
HighgthroughputRmethodRforRrapidRinductionRofRprophagesRfromRlysogensRandRitsRapplicationRinRtheR
studyRofRShigaRToxingencodingREscherichiaRcoliRstrainshRAppliedfandfEnvironmentalfMicrobiologyfR2010
fRqpfRlmpjgo

4.8 21

18 ΦacteriophageRlambdatRaRparadigmRrevisitedhRJournalfoffVirologyfR2010fRrnfRprqpgs 6.6 28

17
εompositionRofRtheRlandfillRmicrobialRcommunityRasRdeterminedRbyRapplicationRofRdomaingRandR
groupgspecificRkpSRandRkrSRrRN–gtargetedRoligonucleotideRprobeshRAppliedfandfEnvironmentalf
MicrobiologyfR2010fRqpfRkmjkgp

4.8 26

16 MolecularRbiologicalRdetectionRandRquantificationRofRnovelRFibrobacterRpopulationsRinRfreshwaterR
lakeshRAppliedfandfEnvironmentalfMicrobiologyfR2009fRqofRoknrgol 4.8 18

15 DetectionRofRnovelRFibrobacterRpopulationsRinRlandfillRsitesRandRdeterminationRofRtheirRrelativeR
abundanceRviaRquantitativeRPεRhREnvironmentalfMicrobiologyfR2008fRkjfRkmkjgs 5.2 26

14
εelluloseRdegradationRbyRmicromonosporasRrecoveredRfromRfreshwaterRlakesRandRclassificationRofR
theseRactinomycetesRbyRDN–RgyraseRΦRgeneRsequencinghRAppliedfandfEnvironmentalfMicrobiologyfR
2008fRqnfRqjrjgn

4.8 35

13 EffectsRofRaRnanoparticulateRsilicaRsubstrateRonRcellRattachmentRofRεandidaRalbicanshRJournalfoff
AppliedfMicrobiologyfR2007fRkjlfRqoqgpo 4.7 56

12 MultilocusRcharacterizationRschemeRforRshigaRtoxingencodingRbacteriophageshRAppliedfandf
EnvironmentalfMicrobiologyfR2007fRqmfRrjmlgnj 4.8 26

11 ShortgtailedRstxRphagesRexploitRtheRconservedRYaeTRproteinRtoRdisseminateRShigaRtoxinRgenesR
amongRenterobacteriahRJournalfoffBacteriologyfR2007fRkrsfRqllmgmm 3.5 51

10
IdentificationRofRmultipleRintegrationRsitesRforRStxgphageRPhilnΦRinRtheREscherichiaRcoliRgenomefR
descriptionRofRaRnovelRintegraseRandRevidenceRforRaRfunctionalRantigrepressorhRMicrobiologyfpUnitedf
KingdomrfR2007fRkomfRnjsrgnkkj

2.9 35

9 StxgphagestRdriversRandRmediatorsRofRtheRevolutionRofRSTEεRandRSTEεglikeRpathogenshRFuturef
MicrobiologyfR2007fRlfRkpogqn 2.9 102

8 SurvivalRofRaRShigaRtoxingencodingRbacteriophageRinRaRcompostRmodelhRFEMSfMicrobiologyfLettersfR
2005fRlnofRmpsgqo 2.9 26

7 OccurrenceRofRhly–RandRshe–RgenesRinRextraintestinalREscherichiaRcoliRstrainshRJournalfoffClinicalf
MicrobiologyfR2005fRnmfRlspogr 9.7 34

(2005-2012)

3



6 PutativeRantigmuscarinicRantibodiesRcannotRbeRdetectedRinRpatientsRwithRprimaryRSjogrenasR
syndromeRusingRconventionalRimmunologicalRapproacheshRBritishfJournalfoffRheumatologyfR2004fRnmfRknrrgso 35

5 ImmunityRprofilesRofRwildgtypeRandRrecombinantRshigaglikeRtoxingencodingRbacteriophagesRandR
characterizationRofRnovelRdoubleRlysogenshRInfectionfandfImmunityfR2003fRqkfRmnjsgkr 3.7 73

4 PhagegmediatedRtransferRofRvirulenceRgeneshRJournalfoffChemicalfTechnologyfandfBiotechnologyfR
2001fRqpfRpplgppp 3.5 27

3 LyticRandRlysogenicRinfectionRofRdiverseREscherichiaRcoliRandRShigellaRstrainsRwithRaR
verocytotoxigenicRbacteriophagehRAppliedfandfEnvironmentalfMicrobiologyfR2001fRpqfRnmmogq 4.8 86

2 εloningRandRcharacterizationRofRaRPrevotellaRmelaninogenicaRhemolysinhRInfectionfandfImmunityfR
1997fRpofRlqpogqk 3.7 23

1 εharacterizationRofRTPIRgeneRexpressionRinRisogeneicRwildgtypeRandRgcrkgdeletionRmutantRstrainsRofR
SaccharomycesRcerevisiaehRNucleicfAcidsfResearchfR1990fRkrfRqjssgkjq 20.1 46

Heather Allison

4


