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A rare missense variant of <i>CASP7<|i> is associated with familial lated€eonset Alzheimer's disease.
Alzheimer's and Dementia, 2019, 15, 441-452.

A phased SNP-based classification of sickle cell anemia HBB haplotypes. BMC Genomics, 2017, 18, 608. 2.8 31

Cell-type-specific expression quantitative trait loci associated with Alzheimer disease in blood and
brain tissue. Translational Psychiatry, 2021, 11, 250.
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