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Cotton Major Latex Protein 28 Functions as a Positive Regulator of the Ethylene Responsive Factor 6

in Defense against Verticillium dahliae. Molecular Plant, 2015, 8, 399-411.
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Functional characterization of an anthocyanidin reductase gene from the fibers of upland cotton 3.9 33
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Development of insect-resistant transgenic cotton with chimeric TVip3A* accumulating in
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Rhizoctonia solani in cotton. Journal of Proteomics, 2017, 152, 226-235. 24 28



20

22

24

26

28

30

32

34

36

ARTICLE IF CITATIONS

A Cotton Lignin Biosynthesis Gene, GhLAC4, Fine-Tuned by ghr-miR397 Modulates Plant Resistance
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Development of selectable marker-free transgenic potato plants expressing <i>cry3A</i> against the
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