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j Paper IF Citations

109 ProteomicsLofLRvPLztrNTLperfusateLdetectsLchangesLinLtheLmetastaticLlymphLnodeL
microenvironment[LNpjiBreastiCancerXL2021XLhXLce 7.8 4

108 QuantitativeLrssessmentLandLPrognosticLrssociationsLofLtheLzmmuneLLandscapeLinLOvarianLtlearL
tellLtarcinoma[LCancersXL2021XLbdXL 6.6 1

107 duLwunctionalLxenomicsLScreensLzdentifyLtRvssPLasLaLTargetableLuriverLinLrggressiveL
TripleYNegativeLsreastLtancer[LCanceriResearchXL2021XLibXLiehYifj 10.1 2

106 rTrRzLtrialkLrTRLinhibitorLinLcombinationLwithLolaparibLinLgynecologicalLcancersLwithLrRzubrLlossLorL
noLlossLTvNxOT]xYNb]NtRzU[LInternationaliJournaliofiGynecologicaliCancerXL2021XLdbXLbehbYbehf 3.5 4

105 SubclonalLheterogeneityLandLevolutionLinLbreastLcancer[[LNpjiBreastiCancerXL2021XLhXLbff 7.8 3

104 PhaseLzLTrialLofLwirstYinYtlassLrTRLznhibitorLMggcaLTVXYjhaULasLMonotherapyLorLinLtombinationLWithL
tarboplatinLinLPatientsLWithLrdvancedLSolidLTumors[LJournaliofiClinicaliOncologyXL2020XLdiXLdbjfYdcae 2.2 63

103 TranslationalLgenomicsLofLovarianLclearLcellLcarcinoma[LSeminarsiiniCanceriBiologyXL2020XLgbXLbcbYbdb 12.7 9

102 LongitudinalLanalysisLofLaLsecondaryLsRtrcLmutationLusingLdigitalLdropletLPtR[LJournaliofi
Pathology:iClinicaliResearchXL2020XLgXLdYbb 5.3 4

101 rRzubrLinfluencesLyurtb]sRueLactivityXLintrinsicLproliferativeLcapacityLandLbreastLcancerL
treatmentLresponse[LNatureiGeneticsXL2020XLfcXLbihYbjh 36.3 47

100 RealYtimeLexLvivoLperfusionLofLhumanLlymphLnodesLinvadedLbyLcancerLTRvPLztrNTUkLaLfeasibilityL
study[LJournaliofiPathologyXL2020XLcfaXLcgcYche 9.4 5

99 znfantLyighYxradeLxliomasLtompriseLMultipleLSubgroupsLtharacterizedLbyLNovelLTargetableLxeneL
wusionsLandLwavorableLOutcomes[LCanceriDiscoveryXL2020XLbaXLjecYjgd 24.4 65

98 yotspotLSwdsbLmutationsLinduceLmetabolicLreprogrammingLandLvulnerabilityLtoLserineLdeprivation[L
JournaliofiClinicaliInvestigationXL2019XLbcjXLehaiYehcd 15.9 21

97 uriverLOncogenesLbutLNotLasLWeLβnowLThemkLTargetableLwusionLxenesLinLsreastLtancer[LCanceri
DiscoveryXL2018XLiXLchcYchf 24.4 4

96 OptimisedLrRzubrLimmunohistochemistryLisLanLaccurateLpredictorLofLrRzubrLmutationalLstatusLinL
gynaecologicalLcancers[LJournaliofiPathology:iClinicaliResearchXL2018XLeXLbfeYbgg 5.3 28

95 vYtadherin]ROSbLznhibitorLSyntheticLLethalityLinLsreastLtancer[LCanceriDiscoveryXL2018XLiXLejiYfbf 24.4 51

94 TheLSpatiotemporalLvvolutionLofLLymphLNodeLSpreadLinLvarlyLsreastLtancer[LClinicaliCanceri
ResearchXL2018XLceXLehgdYehha 12.9 21

93 vvaluationLofLtuβbcLProteinLvxpressionLasLaLPotentialLNovelLsiomarkerLforLuNrLuamageL
ResponseYTargetedLTherapiesLinLsreastLtancer[LMoleculariCanceriTherapeuticsXL2018XLbhXLdagYdbf 6.1 37
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92 SplicingLdysregulationLasLaLdriverLofLbreastLcancer[LEndocrinexRelatediCancerXL2018XLcfXLReghYRehi 5.7 15

91 TheLLandscapeLofLSomaticLxeneticLrlterationsLinLMetaplasticLsreastLtarcinomas[LClinicaliCanceri
ResearchXL2017XLcdXLdifjYdiha 12.9 92

90 xenomicLandLtranscriptomicLheterogeneityLinLmetaplasticLcarcinomasLofLtheLbreast[LNpjiBreasti
CancerXL2017XLdXLei 7.8 38

89 PreclinicalLevaluationLofLtheLPrRPLinhibitorLsMNYghdLforLtheLtreatmentLofLovarianLclearLcellLcancer[L
OncotargetXL2017XLiXLgafhYgagg 3.3 11

88 zdentificationLandLValidationLofLuriverLβinasesLfromLNextYxenerationLSequencingLuata[LMethodsiini
MoleculariBiologyXL2017XLbgdgXLbhjYbjf 1.4

87 ThreeYdimensionalLmodellingLidentifiesLnovelLgeneticLdependenciesLassociatedLwithLbreastLcancerL
progressionLinLtheLisogenicLMtwbaLmodel[LJournaliofiPathologyXL2016XLceaXLdbfYdci 9.4 24

86 UtilizingLwunctionalLxenomicsLScreeningLtoLzdentifyLPotentiallyLNovelLurugLTargetsLinLtancerLtellL
SpheroidLtultures[LJournaliofiVisualizediExperimentsXL2016XL 1.6 5

85 LargeYScaleLProfilingLofLβinaseLuependenciesLinLtancerLtellLLines[LCelliReportsXL2016XLbeXLcejaYfab 10.6 77

84 SyntheticLLethalLTargetingLofLrRzubrYMutantLOvarianLtlearLtellLTumorsLwithLuasatinib[LMoleculari
CanceriTherapeuticsXL2016XLbfXLbehcYie 6.1 54

83 TheLstatusLofLepidermalLgrowthLfactorLreceptorLinLborderlineLovarianLtumours[LOncotargetXL2016XLhXLbafgiYhh3.3 3

82 SystematicLanalysisLofLtumourLcellYextracellularLmatrixLadhesionLidentifiesLindependentLprognosticL
factorsLinLbreastLcancer[LOncotargetXL2016XLhXLgcjdjYgcjfd 3.3 19

81 MicroenvironmentalLyeterogeneityLParallelsLsreastLtancerLProgressionkLrLyistologyYxenomicL
zntegrationLrnalysis[LPLoSiMedicineXL2016XLbdXLebaabjgb 11.6 74

80 RobustLsRtrbYlikeLclassificationLofLcopyLnumberLprofilesLofLsamplesLrepeatedLacrossLdifferentL
datasetsLandLplatforms[LMoleculariOncologyXL2015XLjXLbcheYig 7.9 20

79 xenomicLlandscapeLofLadenoidLcysticLcarcinomaLofLtheLbreast[LJournaliofiPathologyXL2015XLcdhXLbhjYij 9.4 101

78 zntraYtumorLgeneticLheterogeneityLandLalternativeLdriverLgeneticLalterationsLinLbreastLcancersLwithL
heterogeneousLyvRcLgeneLamplification[LGenomeiBiologyXL2015XLbgXLbah 18.3 83

77 MetaplasticLbreastLcarcinomasLdisplayLgenomicLandLtranscriptomicLheterogeneityL[corrected][[L
ModerniPathologyXL2015XLciXLdeaYfb 9.8 56

76 SwdsbLmutationsLconstituteLaLnovelLtherapeuticLtargetLinLbreastLcancer[LJournaliofiPathologyXL2015XL
cdfXLfhbYia 9.4 124

75 sreastLcancerLheterogeneitykLparallelLevolutionLorLconsciousLuncouplingp[LJournaliofiPathologyXL
2015XLcdhXLbYd 9.4 2

(2015-2018)
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74 rnLecologicalLmeasureLofLimmuneYcancerLcolocalizationLasLaLprognosticLfactorLforLbreastLcancer[L
BreastiCanceriResearchXL2015XLbhXLbdb 8.3 50

73 tharacterizationLofLtheLgenomicLfeaturesLandLexpressedLfusionLgenesLinLmicropapillaryLcarcinomasL
ofLtheLbreast[LJournaliofiPathologyXL2014XLcdcXLffdYgf 9.4 75

72 UnbiasedLanalysisLofLpotentialLtargetsLofLbreastLcancerLsusceptibilityLlociLbyLtaptureLyiYt[LGenomei
ResearchXL2014XLceXLbifeYgi 9.7 168

71 zntegrativeLgenomicLandLtranscriptomicLcharacterizationLofLpapillaryLcarcinomasLofLtheLbreast[L
MoleculariOncologyXL2014XLiXLbfiiYgac 7.9 38

70 rnLsiRNrLscreenLidentifiesLtheLxNrSLlocusLasLaLdriverLinLcaqLamplifiedLbreastLcancer[LOncogeneXL
2014XLddXLcehiYig 9.2 26

69 zntegrativeLmolecularLandLfunctionalLprofilingLofLvRsscYamplifiedLbreastLcancersLidentifiesLnewL
geneticLdependencies[LOncogeneXL2014XLddXLgbjYdb 9.2 21

68 xenomeYwideLprofilingLofLgeneticLsyntheticLlethalityLidentifiesLtuβbcLasLaLnovelLdeterminantLofL
PrRPb]cLinhibitorLsensitivity[LCanceriResearchXL2014XLheXLcihYjh 10.1 212

67 wromLintegrativeLgenomicsLtoLtherapeuticLtargets[LCanceriResearchXL2013XLhdXLdeidYi 10.1 16

66 xenomicLprofilingLofLhistologicalLspecialLtypesLofLbreastLcancer[LBreastiCanceriResearchiandi
TreatmentXL2013XLbecXLcfhYgj 4.4 55

65 MutationLprofilingLofLadenoidLcysticLcarcinomasLfromLmultipleLanatomicalLsitesLidentifiesLmutationsL
inLtheLRrSLpathwayXLbutLnoLβzTLmutations[LHistopathologyXL2013XLgcXLfedYfa 7.3 33

64 MolecularLevidenceLinLsupportLofLtheLneoplasticLandLprecursorLnatureLofLmicroglandularLadenosis[L
HistopathologyXL2012XLgaXLvbbfYda 7.3 42

63
xenomicLprofilingLofLmitochondrionYrichLbreastLcarcinomakLchromosomalLchangesLmayLbeLrelevantL
forLmitochondriaLaccumulationLandLtumourLbiology[LBreastiCanceriResearchiandiTreatmentXL2012XL
bdcXLbfYci

4.4 17

62 NonYexistenceLofLcaveolinYbLgeneLmutationsLinLhumanLbreastLcancer[LBreastiCanceriResearchiandi
TreatmentXL2012XLbdbXLdahYba 4.4 13

61 wunctionalLcharacterizationLofLtheLbjqbcLampliconLinLgradeLzzzLbreastLcancers[LBreastiCanceri
ResearchXL2012XLbeXLRfd 8.3 51

60 trossYplatformLpathwayYbasedLanalysisLidentifiesLmarkersLofLresponseLtoLtheLPrRPLinhibitorL
olaparib[LBreastiCanceriResearchiandiTreatmentXL2012XLbdfXLfafYbh 4.4 54

59 rdenoidLcysticLcarcinomasLconstituteLaLgenomicallyLdistinctLsubgroupLofLtripleYnegativeLandL
basalYlikeLbreastLcancers[LJournaliofiPathologyXL2012XLccgXLieYjg 9.4 122

58 zmmunophenotypicLandLgenomicLcharacterizationLofLpapillaryLcarcinomasLofLtheLbreast[LJournaliofi
PathologyXL2012XLccgXLechYeeb 9.4 65

57 rLwholeYgenomeLmassivelyLparallelLsequencingLanalysisLofLsRtrbLmutantLoestrogenL
receptorYnegativeLandLYpositiveLbreastLcancers[LJournaliofiPathologyXL2012XLcchXLcjYeb 9.4 44
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56
xenomicLandLmutationalLprofilingLofLductalLcarcinomasLinLsituLandLmatchedLadjacentLinvasiveLbreastL
cancersLrevealsLintraYtumourLgeneticLheterogeneityLandLclonalLselection[LJournaliofiPathologyXL2012
XLcchXLecYfc

9.4 115

55 rPRzNLisLaLcellLcycleLspecificLsRtrcYinteractingLproteinLrequiredLforLgenomeLintegrityLandLaL
predictorLofLoutcomeLafterLchemotherapyLinLbreastLcancer[LEMBOiJournalXL2012XLdbXLbbgaYhg 13 51

54 uownYregulationLofLtheLmiRNrLmasterLregulatorsLuroshaLandLuicerLisLassociatedLwithLspecificL
subgroupsLofLbreastLcancer[LEuropeaniJournaliofiCancerXL2011XLehXLbdiYfa 7.5 117

53 NextYgenerationLsequencingLappliedLtoLmolecularLdiagnostics[LExpertiReviewiofiMoleculari
DiagnosticsXL2011XLbbXLecfYee 3.8 32

52 zdentificationLofLaLdiseaseYdefiningLgeneLfusionLinLepithelioidLhemangioendothelioma[LSciencei
TranslationaliMedicineXL2011XLdXLjiraic 17.5 252

51 vnhancedLRrucbLcohesinLexpressionLconfersLpoorLprognosisLandLresistanceLtoLchemotherapyLinL
highLgradeLluminalXLbasalLandLyvRcLbreastLcancers[LBreastiCanceriResearchXL2011XLbdXLRj 8.3 62

50 zdentificationLofLgeneLfusionLtranscriptsLbyLtranscriptomeLsequencingLinLsRtrbYmutatedLbreastL
cancersLandLcellLlines[LBMCiMedicaliGenomicsXL2011XLeXLhf 3.7 33

49 wunctionalLcharacterizationLofLvMSYLgeneLamplificationLinLhumanLcancers[LJournaliofiPathologyXL
2011XLccfXLcjYec 9.4 29

48 MolecularLprofilingLrevealsLfrequentLgainLofLMYtNLandLanaplasiaYspecificLlossLofLeqLandLbeqLinL
WilmsLtumor[LGenesiChromosomesiandiCancerXL2011XLfaXLjicYjf 5 44

47 wunctionallyLrecurrentLrearrangementsLofLtheLMrSTLkinaseLandLNotchLgeneLfamiliesLinLbreastL
cancer[LNatureiMedicineXL2011XLbhXLbgegYfb 50.5 262

46 MicroarrayYbasedLclassLdiscoveryLforLmolecularLclassificationLofLbreastLcancerkLanalysisLofL
interobserverLagreement[LJournaliofitheiNationaliCanceriInstituteXL2011XLbadXLggcYhd 9.7 105

45 wxwRLsignalingLpromotesLtheLgrowthLofLtripleYnegativeLandLbasalYlikeLbreastLcancerLcellLlinesLbothL
inLvitroLandLinLvivo[LClinicaliCanceriResearchXL2011XLbhXLfchfYig 12.9 138

44 ˛†YtateninLpathwayLactivationLinLbreastLcancerLisLassociatedLwithLtripleYnegativeLphenotypeLbutLnotL
withLtTNNsbLmutation[LModerniPathologyXL2011XLceXLcajYdb 9.8 264

43 xenomicLanalysisLrevealsLtheLmolecularLheterogeneityLofLovarianLclearLcellLcarcinomas[LClinicali
CanceriResearchXL2011XLbhXLbfcbYde 12.9 100

42 yighYthroughputLdetectionLofLfusionLgenesLinLcancerLusingLtheLSequenomLMassrRRrYLplatform[L
LaboratoryiInvestigationXL2011XLjbXLbejbYfab 5.9 16

41 wunctionalLviabilityLprofilesLofLbreastLcancer[LCanceriDiscoveryXL2011XLbXLcgaYhd 24.4 117

40 zntegrativeLmolecularLprofilingLofLtripleLnegativeLbreastLcancersLidentifiesLampliconLdriversLandL
potentialLtherapeuticLtargets[LOncogeneXL2010XLcjXLcabdYcd 9.2 318

39 wxwRbLamplificationLdrivesLendocrineLtherapyLresistanceLandLisLaLtherapeuticLtargetLinLbreastL
cancer[LCanceriResearchXL2010XLhaXLcaifYje 10.1 533

(2010-2012)
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38 PTvNLdeficiencyLinLendometrioidLendometrialLadenocarcinomasLpredictsLsensitivityLtoLPrRPL
inhibitors[LScienceiTranslationaliMedicineXL2010XLcXLfdrahf 17.5 190

37 PPMbuLgeneLamplificationLandLoverexpressionLinLbreastLcancerkLaLqRTYPtRLandLchromogenicLinLsituL
hybridizationLstudy[LModerniPathologyXL2010XLcdXLbddeYef 9.8 54

36 xenomicLandLimmunohistochemicalLanalysisLofLadenosquamousLcarcinomaLofLtheLbreast[LModerni
PathologyXL2010XLcdXLjfbYga 9.8 47

35 uNrLamplificationsLinLbreastLcancerkLgenotypicYphenotypicLcorrelations[LFutureiOncologyXL2010XLgXLjghYie3.6 18

34 sRtrbLbasalYlikeLbreastLcancersLoriginateLfromLluminalLepithelialLprogenitorsLandLnotLfromLbasalL
stemLcells[LCelliStemiCellXL2010XLhXLeadYbh 18 518

33 sreastLcancerLmolecularLprofilingLwithLsingleLsampleLpredictorskLaLretrospectiveLanalysis[LLanceti
OncologywiTheXL2010XLbbXLddjYej 21.7 274

32 TheLimportanceLofLgeneYcentringLmicroarrayLdataLâ��LruthorsSLreply[LLancetiOncologywiTheXL2010XLbbXLhcaYhcb21.7 18

31 tueeLisLoverexpressedLinLbasalYlikeLbreastLcancersLbutLisLnotLaLdriverLofLbbpbdLamplification[LBreasti
CanceriResearchiandiTreatmentXL2010XLbcaXLjfYbaj 4.4 47

30
rnLintegrativeLgenomicLandLtranscriptomicLanalysisLrevealsLmolecularLpathwaysLandLnetworksL
regulatedLbyLcopyLnumberLaberrationsLinLbasalYlikeXLyvRcLandLluminalLcancers[LBreastiCanceri
ResearchiandiTreatmentXL2010XLbcbXLfhfYij

4.4 132

29 tortactinLgeneLamplificationLandLexpressionLinLbreastLcancerkLaLchromogenicLinLsituLhybridisationL
andLimmunohistochemicalLstudy[LBreastiCanceriResearchiandiTreatmentXL2010XLbceXLgfdYgg 4.4 26

28
TheLmolecularLunderpinningLofLlobularLhistologicalLgrowthLpatternkLaLgenomeYwideLtranscriptomicL
analysisLofLinvasiveLlobularLcarcinomasLandLgradeYLandLmolecularLsubtypeYmatchedLinvasiveLductalL
carcinomasLofLnoLspecialLtype[LJournaliofiPathologyXL2010XLccaXLefYfh

9.4 184

27 MolecularLanalysisLrevealsLaLgeneticLbasisLforLtheLphenotypicLdiversityLofLmetaplasticLbreastL
carcinomas[LJournaliofiPathologyXL2010XLccaXLfgcYhd 9.4 165

26 TranscriptomicLanalysisLofLtubularLcarcinomasLofLtheLbreastLrevealsLsimilaritiesLandLdifferencesLwithL
molecularLsubtypeYmatchedLductalLandLlobularLcarcinomas[LJournaliofiPathologyXL2010XLcccXLgeYhf 9.4 29

25 MucinousLcarcinomaLofLtheLbreastLisLgenomicallyLdistinctLfromLinvasiveLductalLcarcinomasLofLnoL
specialLtype[LJournaliofiPathologyXL2010XLcccXLcicYji 9.4 120

24 zntegratedLfunctionalXLgeneLexpressionLandLgenomicLanalysisLforLtheLidentificationLofLcancerL
targets[LPLoSiONEXL2009XLeXLefbca 3.7 85

23 PPMbuLisLaLpotentialLtherapeuticLtargetLinLovarianLclearLcellLcarcinomas[LClinicaliCanceriResearchXL
2009XLbfXLccgjYia 12.9 128

22 TilingLpathLgenomicLprofilingLofLgradeLdLinvasiveLductalLbreastLcancers[LClinicaliCanceriResearchXL
2009XLbfXLchbbYcc 12.9 138

21 LossLofLheterozygosityLatLcqdhLinLsporadicLWilmsSLtumorkLputativeLroleLforLmiRYfgc[LClinicaliCanceri
ResearchXL2009XLbfXLfjifYjc 12.9 53
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20 LossLofLbgqLinLhighLgradeLbreastLcancerLisLassociatedLwithLestrogenLreceptorLstatuskLvvidenceLforL
progressionLinLtumorsLwithLaLluminalLphenotypep[LGenesiChromosomesiandiCancerXL2009XLeiXLdfbYgf 5 74

19 MixedLmicropapillaryYductalLcarcinomasLofLtheLbreastkLaLgenomicLandLimmunohistochemicalLanalysisL
ofLmorphologicallyLdistinctLcomponents[LJournaliofiPathologyXL2009XLcbiXLdabYbf 9.4 65

18 MicroglandularLadenosisLorLmicroglandularLadenomapLrLmolecularLgeneticLanalysisLofLaLcaseL
associatedLwithLatypiaLandLinvasiveLcarcinoma[LHistopathologyXL2009XLffXLhdcYed 7.3 42

17 tomplexLlandscapesLofLsomaticLrearrangementLinLhumanLbreastLcancerLgenomes[LNatureXL2009XL
egcXLbaafYba 50.4 684

16 xenomicLanalysisLofLtheLyvRc]TOPcrLampliconLinLbreastLcancerLandLbreastLcancerLcellLlines[L
LaboratoryiInvestigationXL2008XLiiXLejbYfad 5.9 116

15 ResistanceLtoLtherapyLcausedLbyLintragenicLdeletionLinLsRtrc[LNatureXL2008XLefbXLbbbbYf 50.4 741

14 vSRbLgeneLamplificationLinLbreastLcancerkLaLcommonLphenomenonp[LNatureiGeneticsXL2008XLeaXL
iajYbalLauthorLreplyLibaYc 36.3 66

13 zsLacinicLcellLcarcinomaLaLvariantLofLsecretoryLcarcinomapLrLwzSyLstudyLusingLvTVgSsplitLapartSL
probes[LHistopathologyXL2008XLfcXLieaYg 7.3 69

12 uelineationLofLaLbMbLbreakpointLregionLatLbpbdLinLWilmsLtumorsLbyLfineYtilingLoligonucleotideLarrayL
txy[LGenesiChromosomesiandiCancerXL2007XLegXLgahYbf 5 18

11 xettingLitLrightkLdesigningLmicroarrayLTandLnotLSmicroawrySULcomparativeLgenomicLhybridizationL
studiesLforLcancerLresearch[LLaboratoryiInvestigationXL2007XLihXLhdhYfe 5.9 62

10 MultifacetedLdysregulationLofLtheLepidermalLgrowthLfactorLreceptorLpathwayLinLclearLcellLsarcomaL
ofLtheLkidney[LClinicaliCanceriResearchXL2007XLbdXLedgaYe 12.9 31

9 thromogenicLandLfluorescentLinLsituLhybridizationLinLbreastLcancer[LHumaniPathologyXL2007XLdiXLbbafYcc3.7 77

8 rmplificationLandLoverexpressionLofLtrtNrbvLcorrelatesLwithLrelapseLinLfavorableLhistologyLWilmsSL
tumors[LClinicaliCanceriResearchXL2006XLbcXLhcieYjd 12.9 45

7 slastemalLexpressionLofLtypeLzLinsulinYlikeLgrowthLfactorLreceptorLinLWilmsSLtumorsLisLdrivenLbyL
increasedLcopyLnumberLandLcorrelatesLwithLrelapse[LCanceriResearchXL2006XLggXLbbbeiYff 10.1 38

6 rrrayLtxyLusingLwholeLgenomeLamplificationLofLfreshYfrozenLandLformalinYfixedXL
paraffinYembeddedLtumorLuNr[LGenomicsXL2006XLihXLcjiYdag 4.3 87

5 UnlockingLpathologyLarchivesLforLmolecularLgeneticLstudieskLaLreliableLmethodLtoLgenerateLprobesL
forLchromogenicLandLfluorescentLinLsituLhybridization[LLaboratoryiInvestigationXL2006XLigXLdjiYeai 5.9 76

4 PrognosticLclassificationLofLrelapsingLfavorableLhistologyLWilmsLtumorLusingLcuNrLmicroarrayL
expressionLprofilingLandLsupportLvectorLmachines[LGenesiChromosomesiandiCancerXL2004XLebXLgfYhj 5 42

3 yighYresolutionLdeletionLmappingLofLbfqbd[cYqcb[bLinLtransitionalLcellLcarcinomaLofLtheLbladder[L
CanceriResearchXL2003XLgdXLhgfhYgc 10.1 29

(2003-2009)
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2 MicroarrayYsasedLtomparativeLxenomicLyybridizationbdfYbgb

1 rnLepithelialYmesenchymalYamoeboidLtransitionLgeneLsignatureLrevealsLsubtypesLofLbreastLcancerL
progressionLandLmetastasis 4
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