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Global DNA demethylation in gastrointestinal cancer is age dependent and precedes genomic damage.
Cancer Cell, 2006, 9, 199-207.
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Liver CPT1A gene therapy reduces dieta€induced hepatic steatosis in mice and highlights potential lipid
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Novel miRNA-mRNA interactions conserved in essential cancer pathways. Scientific Reports, 2017, 7,
46101. 3.3 38

Characterization of a second functional gene cluster for the catabolism of phenylacetic acid in
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DNA methylation and chromatin modifiers in colorectal cancer. Molecular Aspects of Medicine, 2019,
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aggregate structure in colon cancer. Nucleic Acids Research, 2018, 46, 5504-5524.
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MicroRNA profiling associated with non-small cell lung cancer: next generation sequencing
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Somatic DNA Hypomethylation in H. pylori -Associated High-Risk Gastritis and Gastric Cancer:
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Construction of a bacterial biosensor for styrene. Journal of Biotechnology, 2003, 102, 301-306. 3.8 25

DNA methfllation alterations of AXIN2 in serrated adenomas and colon carcinomas with
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Clinical characteristics of synchronous colorectal cancers in Japan. World Journal of Surgical
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Requirement of RIZ1 for Cancer Prevention by Methyl-Balanced Diet. PLoS ONE, 2008, 3, e3390. 2.5 24

Array-based identification of common DNA methylation alterations in ulcerative colitis. International
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DNA fingerprinting techniques for the analysis of genetic and epigenetic alterations in colorectal
cancer. Mutation Research - Fundamental and Molecular Mechanisms of Mutagenesis, 2010, 693, 61-76.

Helicase Lymphoid-Specific Enzyme Contributes to the Maintenance of Methylation of SST1
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Microsatellite instability and ploidy status define three categories with distinctive prognostic impact
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Quantification of Unmethylated Alu (QUAIlu): a tool to assess global hypomethylation in routine
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Curative resection for leiomyosarcoma of the descending mesocolon with metachronous liver
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HOXD8 hypermethylation as a fully sensitive and specific biomarker for biliary tract cancer detectable
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Frequent somatic demethylation of RAPGEF1/C3G intronic sequences in gastrointestinal and
gynecological cancer. International Journal of Oncology, 2011, 38, 1575-7.

Malignant, but not benign, intraductal papillary mucinous neoplasm preferentially associates with
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Epigenetic and transcriptional dysregulation of VWA2 associated with a MYC-driven oncogenic
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Production of a recombinant form of the propeptide NH2-terminal of the precursor of pulmonary

surfactant protein B. Enzyme and Microbial Technology, 2006, 40, 85-92.
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