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i Paper IF Citations

75 NuclearNgenomeNofNyulinusNtruncatuscNanNintermediateNhostNofNtheNcarcinogenicNhumanNbloodNflukeN
SchistosomaNhaematobiumeeNNaturefCommunicationscN2022cNhjcNpnn 17.4 0

74 zhromosomedlevelNgenomeNofNSchistosomaNhaematobiumNunderpinsNgenomedwideNexplorationsNofN
molecularNvariationeeNPLoSfPathogenscN2022cNhocNehghgioo 7.6 1

73 zhromosomedscaleN chinococcusNgranulosusNWgenotypeNGhXNgenomeNrevealsNtheN gplNgeneNfamilyN
andNconservationNofNtheN GpldvaccineNmoleculeeeNCommunicationsfBiologycN2022cNlcNhpp 6.7 1

72 HighdqualityNreferenceNgenomeNforNzlonorchisNsinensiseNGenomicscN2021cNhhjcNhmgldhmhl 4.3 8

71 transcriptomeNdNaNresourceNtoNenableNmolecularNstudiesNofNsnailNandNschistosomeNbiologyeeNCurrentf
ResearchfinfParasitologyfandfVectorvbornefDiseasescN2021cNhcNhggghl 1

70 NanoporeNSequencingNResolvesN lusiveNLongNTandemdRepeatNRegionsNinNMitochondrialNGenomeseN
InternationalfJournalfoffMolecularfSciencescN2021cNiicN 6.3 7

69
MolecularNdiagnosisNofNscabiesNusingNaNnovelNprobedbasedNpolymeraseNchainNreactionNassayN
targetingNhighdcopyNnumberNrepetitiveNsequencesNinNtheNSarcoptesNscabieiNgenomeeNPLoSfNeglectedf
TropicalfDiseasescN2021cNhlcNegggphkp

4.8 2

68 HarnessingNmodelNorganismNgenomicsNtoNunderpinNtheNmachineNlearningdbasedNpredictionNofN
essentialNgenesNinNeukaryotesNdNyiotechnologicalNimplicationseNBiotechnologyfAdvancescN2021cNhgnoii 17.8 0

67 TheNmitogenomeNofNWTuckerXNandNitsNrelationshipsNwithNotherNtrombidiformNmitesNasNinferredNfromN
nucleotideNsequencesNandNgeneNarrangementseNEcologyfandfEvolutioncN2021cNhhcNhkhmidhkhnk 2.8 0

66 MitochondrialNgenomeNofNWGastropodaqNLymnaeoideaXqNImplicationsNforNsnailNsystematicsNandN
schistosomeNepidemiologyeeNCurrentfResearchfinfParasitologyfandfVectorvbornefDiseasescN2021cNhcNhggghn 1

65  lucidatingNtheNmolecularNandNdevelopmentalNbiologyNofNparasiticNnematodesqNMovingNtoNaN
multiomicsNparadigmeNAdvancesfinfParasitologycN2020cNhgocNhnldiip 3.2 12

64 TheNdevelopmentalNphosphoproteomeNofNHaemonchusNcontortuseNJournalfoffProteomicscN2020cNihjcNhgjmhl3.9 9

63 HighdqualityNnuclearNgenomeNforNSarcoptesNscabieidxNcriticalNresourceNforNaNneglectedNparasiteeNPLoSf
NeglectedfTropicalfDiseasescN2020cNhkcNegggonig 4.8 7

62 TowardNintegrativeNVomicsNofNtheNbarberVsNpoleNwormNandNrelatedNparasiticNnematodeseNInfectionuf
GeneticsfandfEvolutioncN2020cNolcNhgklgg 4.5 6

61 βirstNrecordNofNaNtandemdrepeatNregionNwithinNtheNmitochondrialNgenomeNofNzlonorchisNsinensisN
usingNaNlongdreadNsequencingNapproacheNPLoSfNeglectedfTropicalfDiseasescN2020cNhkcNegggolli 4.8 10

60 MarkedNmitochondrialNgeneticNvariationNinNindividualsNandNpopulationsNofNtheNcarcinogenicNliverN
flukeNzlonorchisNsinensiseNPLoSfNeglectedfTropicalfDiseasescN2020cNhkcNegggokog 4.8 4

59 HighdqualityNSchistosomaNhaematobiumNgenomeNachievedNbyNsingledmoleculeNandNlongdrangeN
sequencingeNGigaSciencecN2019cNocN 7.6 26
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58 WholedgenomeNsequenceNofNtheNbovineNbloodNflukeNSchistosomaNbovisNsupportsNinterspecificN
hybridizationNwithNSeNhaematobiumeNPLoSfPathogenscN2019cNhlcNehggnlhj 7.6 27

57 LongdreadNsequencingNrevealsNaNkek´ kbNtandemNrepeatNregionNinNtheNmitogenomeNofN chinococcusN
granulosusNWsensuNstrictoXNgenotypeNGheNParasitesfandfVectorscN2019cNhicNijo 4 25

56 zomparativeNgenomeNanalysisNindicatesNhighNevolutionaryNpotentialNofNpathogenicityNgenesNinN
zolletotrichumNtanacetieNPLoSfONEcN2019cNhkcNegihiiko 3.7 12

55 HighNthroughputNLzdMSfMSdbasedNproteomicNanalysisNofNexcretorydsecretoryNproductsNfromN
shortdtermNinNvitroNcultureNofNHaemonchusNcontortuseNJournalfoffProteomicscN2019cNigkcNhgjjnl 3.9 19

54 –auerNsignallingNpathwayNmodelNforNHaemonchusNcontortuseNParasitesfandfVectorscN2019cNhicNhon 4 16

53 zommonNworkflowNlanguageNWzWLXdbasedNsoftwareNpipelineNforNdeNnovoNgenomeNassemblyNfromN
longdNandNshortdreadNdataeNGigaSciencecN2019cNocN 7.6 12

52 MolecularNevidenceNforNdistinctNmodesNofNnutrientNacquisitionNbetweenNvisceralNandNneurotropicN
schistosomesNofNbirdseNScientificfReportscN2019cNpcNhjkn 4.9 8

51
xnN valuationNofNMachineNLearningNxpproachesNforNtheNPredictionNofN ssentialNGenesNinN ukaryotesN
UsingNProteinNSequenced–erivedNβeatureseNComputationalfandfStructuralfBiotechnologyfJournalcN
2019cNhncNnoldnpm

6.8 18

50 –afachronicNacidNpromotesNlarvalNdevelopmentNinNHaemonchusNcontortusNbyNmodulatingNdauerN
signallingNandNlipidNmetabolismeNPLoSfPathogenscN2019cNhlcNehggnpmg 7.6 19

49 SomaticNproteomeNofNHaemonchusNcontortuseNInternationalfJournalfforfParasitologycN2019cNkpcNjhhdjig 4.3 20

48
zomparativeNbioinformaticNanalysisNsuggestsNthatNspecificNdauerdlikeNsignallingNpathwayN
componentsNregulateNToxocaraNcanisNdevelopmentNandNmigrationNinNtheNmammalianNhosteNParasitesf
andfVectorscN2019cNhicNji

4 14

47 ImprovedNgenomicNresourcesNandNnewNbioinformaticNworkflowNforNtheNcarcinogenicNparasiteN
zlonorchisNsinensisqNyiotechnologicalNimplicationseNBiotechnologyfAdvancescN2018cNjmcNopkdpgk 17.8 13

46 TrehaloseNmdphosphateNphosphatasesNofNPseudomonasNaeruginosaeNFASEBfJournalcN2018cNjicNlkngdlkoi 0.9 9

45 TheNsmallNRNxNcomplementNofNadultNSchistosomaNhaematobiumeNPLoSfNeglectedfTropicalfDiseasescN
2018cNhicNegggmljl 4.8 10

44 zlonorchisNsinensisNandNzlonorchiasisqNTheNRelevanceNofN xploringNGeneticNVariationeNAdvancesfinf
ParasitologycN2018cNhggcNhlldigo 3.2 11

43 xNTGβd˛†NtypeNINreceptordlikeNmoleculeNwithNaNkeyNfunctionalNroleNinNHaemonchusNcontortusN
developmenteNInternationalfJournalfforfParasitologycN2018cNkocNhgijdhgjj 4.3 11

42 TheNdevelopmentalNlipidomeNofNHaemonchusNcontortuseNInternationalfJournalfforfParasitologycN2018cN
kocNoondopl 4.3 16

41 MolecularNalterationsNduringNlarvalNdevelopmentNofNHaemonchusNcontortusNinNvitroNareNunderNtightN
postdtranscriptionalNcontroleNInternationalfJournalfforfParasitologycN2018cNkocNnmjdnni 4.3 19

(2018-2019)

3



40 MitochondrialNgenomicNcomparisonNofNzlonorchisNsinensisNfromNSouthNKoreaNwithNotherNisolatesNofN
thisNspecieseNInfectionufGeneticsfandfEvolutioncN2017cNlhcNhmgdhmm 4.5 9

39 MitochondrialNgenomesNofNtwoNyabesiaNtaxaNfromNsheepNinNzhinaNasNaNfoundationNforNpopulationN
geneticNandNepidemiologicalNinvestigationseNInfectionufGeneticsfandfEvolutioncN2017cNkncNlhdll 4.5 5

38 WhipwormNkinomesNreflectNaNuniqueNbiologyNandNadaptationNtoNtheNhostNanimaleNInternationalf
JournalfforfParasitologycN2017cNkncNolndomm 4.3 9

37 TheNapicoplastNgenomesNofNtwoNtaxonomicNunitsNofNyabesiaNfromNsheepeNVeterinaryfParasitologycN
2017cNijjcNhijdhio 2.8 5

36 UseNofNaNbioinformaticdassistedNprimerNdesignNstrategyNtoNestablishNaNnewNnestedNPzRdbasedN
methodNforNzryptosporidiumeNParasitesfandfVectorscN2017cNhgcNlgp 4 13

35 TheNyattleNxgainstNβlystrikeNdNPastNResearchNandNNewNProspectsNThroughNGenomicseNAdvancesfinf
ParasitologycN2017cNpocNiindioh 3.2 4

34 –eguelinNexertsNpotentNnematocidalNactivityNtheNmitochondrialNrespiratoryNchaineNFASEBfJournalcN
2017cNjhcNklhldklji 0.9 14

33 zomparativeNtranscriptomicNanalysesNofNmaleNandNfemaleNadultNToxocaraNcaniseNGenecN2017cNmggcNoldop 3.8 12

32 yestNpracticeNdataNlifeNcycleNapproachesNforNtheNlifeNscienceseNF1000ResearchcN2017cNmcNhmho 3.6 14

31 GenomicNresourcesNforNaNuniquecNlowdvirulenceNyabesiaNtaxonNfromNzhinaeNParasitesfandfVectorscN
2016cNpcNlmk 4 10

30 MicroRNxsNofNToxocaraNcanisNandNtheirNpredictedNfunctionalNroleseNParasitesfandfVectorscN2016cNpcNiip 4 20

29 MolecularNcharacterizationNofNtheNHaemonchusNcontortusNphosphoinositideddependentNproteinN
kinasedhNgeneNWHcdpdkdhXeNParasitesfandfVectorscN2016cNpcNml 4 9

28 PipelineNforNtheNidentificationNandNclassificationNofNionNchannelsNinNparasiticNflatwormseNParasitesfandf
VectorscN2016cNpcNhll 4 3

27 PhylogenomicNandNbiogeographicNreconstructionNofNtheNTrichinellaNcomplexeNNaturef
CommunicationscN2016cNncNhglhj 17.4 81

26 MakingNsenseNofNgenomesNofNparasiticNwormsqNTacklingNbioinformaticNchallengeseNBiotechnologyf
AdvancescN2016cNjkcNmmjdmom 17.8 27

25 TheNcomplementNofNfamilyNMhNaminopeptidasesNofNHaemonchusNcontortusddyiotechnologicalN
implicationseNBiotechnologyfAdvancescN2016cNjkcNmldnm 17.8 6

24
zomparativeNTranscriptomicN xplorationNRevealsNUniqueNMolecularNxdaptationsNofN
NeuropathogenicNTrichobilharziaNtoNInvadeNandNParasitizeNItsNxvianN–efinitiveNHosteNPLoSfNeglectedf
TropicalfDiseasescN2016cNhgcNegggkkgm

4.8 16

23 HarnessingNtheNToxocaraNGenomeNtoNUnderpinNToxocariasisNResearchNandNNewNInterventionseN
AdvancesfinfParasitologycN2016cNphcNondhhg 3.2 19
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22 xnalysesNofNzompactNTrichinellaNKinomesNRevealNaNMOSdLikeNProteinNKinaseNwithNaNUniqueN
NdTerminalN–omaineNG3:fGenesufGenomesufGeneticscN2016cNmcNiokndlm 3.2 5

21 zxPNproteinNsuperfamilyNmembersNinNToxocaraNcaniseNParasitesfandfVectorscN2016cNpcNjmg 4 5

20 xNblowNtoNtheNflyNdNLuciliaNcuprinaNdraftNgenomeNandNtranscriptomeNtoNsupportNadvancesNinNbiologyN
andNbiotechnologyeNBiotechnologyfAdvancescN2016cNjkcNmgldmig 17.8 20

19 –ivergentNTranscriptionalNResponsesNtoNPhysiologicalNandNXenobioticNStressNinNGiardiaNduodenaliseN
AntimicrobialfAgentsfandfChemotherapycN2016cNmgcNmgjkdkl 5.9 13

18 GeneticNblueprintNofNtheNzoonoticNpathogenNToxocaraNcaniseNNaturefCommunicationscN2015cNmcNmhkl 17.4 77

17 TheNbarberVsNpoleNwormNzxPNproteinNsuperfamilyddxNbasisNforNfundamentalNdiscoveryNandN
biotechnologyNadvanceseNBiotechnologyfAdvancescN2015cNjjcNhnkkdlk 17.8 12

16 LowNcostNwholedorganismNscreeningNofNcompoundsNforNanthelminticNactivityeNInternationalfJournalf
forfParasitologycN2015cNklcNjjjdkj 4.3 81

15 LuciliaNcuprinaNgenomeNunlocksNparasiticNflyNbiologyNtoNunderpinNfutureNinterventionseNNaturef
CommunicationscN2015cNmcNnjkk 17.4 51

14  xploringNmolecularNvariationNinNSchistosomaNjaponicumNinNzhinaeNScientificfReportscN2015cNlcNhnjkl 4.9 19

13 TheNHaemonchusNcontortusNkinomeddaNresourceNforNfundamentalNmolecularNinvestigationsNandNdrugN
discoveryeNParasitesfandfVectorscN2015cNocNmij 4 12

12 Timed–ependentNTranscriptionalNzhangesNinNxxenicNGiardiaNduodenalisNTrophozoiteseNPLoSf
NeglectedfTropicalfDiseasescN2015cNpcNegggkimh 4.8 12

11
xnalysisNofNtheNtranscriptomeNofNadultN–ictyocaulusNfilariaNandNcomparisonNwithN–ictyocaulusN
viviparuscNwithNaNfocusNonNmoleculesNinvolvedNinNhostdparasiteNinteractionseNInternationalfJournalfforf
ParasitologycN2014cNkkcNilhdmh

4.3 4

10 GenomeNandNtranscriptomeNofNtheNporcineNwhipwormNTrichurisNsuiseNNaturefGeneticscN2014cNkmcNnghdm 36.3 77

9 MitochondrialNgenomesNofNTrichinellaNspeciesNandNgenotypesNâ��NaNbasisNforNdiagnosiscNandNsystematicN
andNepidemiologicalNexplorationseNInternationalfJournalfforfParasitologycN2014cNkkcNhgnjdog 4.3 34

8 IdentificationNofNGNproteindcoupledNreceptorsNinNSchistosomaNhaematobiumNandNSeNmansoniNbyN
comparativeNgenomicseNParasitesfandfVectorscN2014cNncNiki 4 25

7 HcddafdiNencodesNanNinsulindlikeNreceptorNkinaseNinNtheNbarberVsNpoleNwormcNHaemonchusNcontortuscN
andNrestoresNpartialNdauerNregulationeNInternationalfJournalfforfParasitologycN2014cNkkcNkoldpm 4.3 22

6  xploringNtheNroleNofNtwoNinteractingNphosphoinositideNjdkinasesNofNHaemonchusNcontortuseN
ParasitesfandfVectorscN2014cNncNkpo 4 12

5 yioinformaticNexplorationNofNRIONproteinNkinasesNofNparasiticNandNfreedlivingNnematodeseN
InternationalfJournalfforfParasitologycN2014cNkkcNoindjm 4.3 10

(2014-2016)
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4 TheNOpisthorchisNviverriniNgenomeNprovidesNinsightsNintoNlifeNinNtheNbileNducteNNaturef
CommunicationscN2014cNlcNkjno 17.4 113

3 GettingNtheNmostNoutNofNparasiticNhelminthNtranscriptomesNusingNHelm–yqNimplicationsNforNbiologyN
andNbiotechnologyeNBiotechnologyfAdvancescN2013cNjhcNhhgpdhp 17.8 22

2 InsightsNintoNtheNimmunodmolecularNbiologyNofNxngiostrongylusNvasorumNthroughN
transcriptomicsddprospectsNforNnewNinterventionseNBiotechnologyfAdvancescN2013cNjhcNhkomdlgg 17.8 16

1 TheNgenomeNandNdevelopmentalNtranscriptomeNofNtheNstrongylidNnematodeNHaemonchusNcontortuseN
GenomefBiologycN2013cNhkcNRop 18.3 166
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