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j Paper IF Citations

932 wenomeXscaleKmodelingKofKyeastKmetabolismjKretrospectivesKandKperspectivesYYKFEMSVYeastV
ResearchWK2022WK 3.1 1

931 qnalysisKofK ormalK–evelsKofKvreeKwlycosaminoglycansKinKUrineKandK∆lasmaKinKqdultsYYKJournalVofV
BiologicalVChemistryWK2022WKa_aege 5.4 3

930 —ultiomicsKqnalysisKβevealsKtheKympactKofK—icrobiotaKonKxostK—etabolismKinKxepaticKSteatosisYYK
AdvancedVScienceWK2022WKeba_dcgc 13.6 3

929 WholeXcellKmodelingKinKyeastKpredictsKcompartmentXspecificKproteomeKconstraintsKthatKdriveK
metabolicKstrategiesYYKNatureVCommunicationsWK2022WKacWKh_a 17.4 7

928 ympairmentKofKgutKmicrobialKbiotinKmetabolismKandKhostKbiotinKstatusKinKsevereKobesityjKeffectKofK
biotinKandKprebioticKsupplementationKonKimprovedKmetabolismYYKGutWK2022WK 19.2 5

927 —icrobiomeKandKmetabolomeKfeaturesKofKtheKcardiometabolicKdiseaseKspectrumYYKNatureVMedicineWK
2022WK 50.5 4

926 qKweneKsoXuxpressionK etworkXrasedKtrugKβepositioningKqpproachKydentifiesKsandidatesKforK
TreatmentKofKxepatocellularKsarcinomaYYKCancersWK2022WKadWK 6.6 1

925 ∆redictionKofKdrugKcandidatesKforKclearKcellKrenalKcellKcarcinomaKusingKaKsystemsKbiologyXbasedKdrugK
repositioningKapproachYYKEBioMedicineWK2022WKghWKa_cifc 8.8 1

924 ynnovationKtrendsKinKindustrialKbiotechnologyYYKTrendsVinVBiotechnologyWK2022WK 15.1 2

923 sombinatorialWKadditiveKandKdoseXdependentKdrugXmicrobiomeKassociationsYKNatureWK2021WK 50.4 11

922 SyntheticKriologyKqdvancedK aturalK∆roductKtiscoveryYKMetabolitesWK2021WKaaWK 5.6 1

921 teKnovoKbiosynthesisKofKbioactiveKisoflavonoidsKbyKengineeredKyeastKcellKfactoriesYKNatureV
CommunicationsWK2021WKabWKf_he 17.4 9

920 sombinedKmetabolicKactivatorsKtherapyKamelioratesKliverKfatKinKnonalcoholicKfattyKliverKdiseaseK
patientsYKMolecularVSystemsVBiologyWK2021WKagWKea_dei 12.2 5

919 YeastKmetabolicKinnovationsKemergedKviaKexpandedKmetabolicKnetworkKandKgeneKpositiveKselectionYK
MolecularVSystemsVBiologyWK2021WKagWKea_dbg 12.2 2

918 sonstraintXbasedKmodelingKofKyeastKmitochondriaKrevealsKtheKdynamicsKofKproteinKimportKandK
ironXsulfurKclusterKbiogenesisYKIScienceWK2021WKbdWKa_cbid 6.1 0

917 qKnetworkXbasedKapproachKrevealsKtheKdysregulatedKtranscriptionalKregulationKinKnonXalcoholicK
fattyKliverKdiseaseYKIScienceWK2021WKbdWKa_cbbb 6.1 2

916 YeastKsyntheticKbiologyKadvancesKbiofuelKproductionYKCurrentVOpinionVinVMicrobiologyWK2021WKfeWKccXci 7.9 1
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915 —athematicalKmodelingKofKproteomeKconstraintsKwithinKmetabolismYKCurrentVOpinionVinVSystemsV
BiologyWK2021WKbeWKe_Xef 3.2 8

914 ∆roductionKofK˛†XcaroteneKinKSaccharomycesKcerevisiaeKthroughKalteringKyeastKlipidKmetabolismYK
BiotechnologyVandVBioengineeringWK2021WKaahWKb_dcXb_eb 4.9 8

913 αuantifyingKabsoluteKgeneKexpressionKprofilesKrevealsKdistinctKregulationKofKcentralKcarbonK
metabolismKgenesKinKyeastYKELifeWK2021WKa_WK 8.9 4

912 uxpressionKofKfungalKbiosyntheticKgeneKclustersKinKforKnaturalKproductKdiscoveryYKSyntheticVandV
SystemsVBiotechnologyWK2021WKfWKb_Xbb 4.2 2

911
s°tYKenablesKquantitativelyKspatiotemporalKpredictionsKonKinKvivoKgutKmicrobialKvariabilityKinducedK
byKdietKinterventionYKProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmerica
WK2021WKaahWK

11.5 5

910 YeastKoptimizesKmetalKutilizationKbasedKonKmetabolicKnetworkKandKenzymeKkineticsYKProceedingsVofV
theVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaWK2021WKaahWK 11.5 5

909 vqTTYKqsytKSY TxuSySKySKβuαUyβutKv°βKrβuqSTKsq suβKrβqy K—uTqSTqSySYKNatureVCancerWK
2021WKbWKdadXdbh 15.4 31

908 —achineKlearningXbasedKinvestigationKofKtheKcancerKproteinKsecretoryKpathwayYKPLoSVComputationalV
BiologyWK2021WKagWKea__hhih 5 1

907 i et—odelsKbY_jKanKinteractiveKvisualizationKandKdatabaseKofKmultiXomicsKdataYKNucleicVAcidsV
ResearchWK2021WKdiWKWbgaXWbgf 20.1 8

906
qKnovelKyeastKhybridKmodelingKframeworkKintegratingKrooleanKandKenzymeXconstrainedKnetworksK
enablesKexplorationKofKtheKinterplayKbetweenKsignalingKandKmetabolismYKPLoSVComputationalV
BiologyWK2021WKagWKea__hhia

5 3

905 ∆roductKuxportKinKsyanobacteriaK2021WKcfiXd_f 3

904 WhatKWeKsanK–earnKfromK—easuringK—etabolicKvluxesKinKsyanobacteriaK2021WKhiXabb

903 ∆roteomeKconstraintsKrevealKtargetsKforKimprovingKmicrobialKfitnessKinKnutrientXrichKenvironmentsYK
MolecularVSystemsVBiologyWK2021WKagWKea__ic 12.2 6

902 ynformingK∆harmacokineticK—odelsKWithK∆hysiologicalKtatajK°ralK∆opulationK—odelingKofK–XSerineK
inKxumansYKFrontiersVinVPharmacologyWK2021WKabWKfdcagi 5.6 0

901 traftKwenomeKSequencesKofKviveKvungalKStrainsKysolatedKfromK’efirYKMicrobiologyVResourceV
AnnouncementsWK2021WKa_WKe__aieba 1.3

900 wTβKbY_jKgβ qXtβ qKqrrayKandKsasiX wKrasedKwenomeKtisruptionKandKSingleX ucleotideK
sonversionKinYKACSVSyntheticVBiologyWK2021WKa_WKacbhXaccg 5.7 3

899 wenomeXScaleK—odelsK2021WKbcXga

898 ∆roteomeKsonstraintsKinKwenomeXScaleK—odelsK2021WKacgXaeb

(2021-2021)
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897 αuantitativeK—etabolicKvluxKqnalysisKrasedKonKysotopeK–abelingK2021WKgcXacf 0

896 —etabolicKungineeringKofKYeastK2021WKfhiXgcc 0

895 —etabolicKungineeringKofKracillusKâ��K ewKToolsWKStrainsWKandKsonceptsK2021WKdfiXeah 1

894 —etabolicKungineeringKofKsorynebacteriumKglutamicumK2021WKd_cXdfh

893 StrategiesKandKchallengesKwithKtheKmicrobialKconversionKofKmethanolKtoKhighXvalueKchemicalsYK
BiotechnologyVandVBioengineeringWK2021WKaahWKcfeeXcffh 4.9 1

892 ungineeringKyeastKmetabolismKforKtheKdiscoveryKandKproductionKofKpolyaminesKandKpolyamineK
analoguesYKNatureVCatalysisWK2021WKdWKdihXe_i 36.5 6

891 rUTTuβv–YjKaddressingKtheKpooledKamplificationKparadoxKwithKuniqueKmolecularKidentifiersKinK
singleXcellKβ qXseqYKGenomeVBiologyWK2021WKbbWKagd 18.3 1

890 sombinedK—etabolicKqctivatorsKqcceleratesKβecoveryKinK—ildXtoX—oderateKs°VytXaiYKAdvancedV
ScienceWK2021WKhWKeba_abbb 13.6 11

889 —etabolicKungineeringKofKvilamentousKqctinomycetesK2021WKfecXfhh

888 —etabolomicsK2021WKbeiXbii

887 ’ineticK—odelsKofK—etabolismK2021WKaecXag_

886 ∆athwayKtesignK2021WKbcgXbeg 1

885 wenomeKuditingKofKuukaryaK2021WKc_aXccg

884 —etabolicKungineeringKofKvilamentousKvungiK2021WKgfeXh_a 3

883 wenomeXscaleKinsightsKintoKtheKmetabolicKversatilityKofK–imosilactobacillusKreuteriYKBMCV
BiotechnologyWK2021WKbaWKdf 3.5 1

882 —ultiscaleKmodelsKquantifyingKyeastKphysiologyjKtowardsKaKwholeXcellKmodelYKTrendsVinV
BiotechnologyWK2021WK 15.1 4

881 wenomeXscaleKmetabolicKnetworkKreconstructionKofKmodelKanimalsKasKaKplatformKforKtranslationalK
researchYKProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaWK2021WKaahWK 11.5 6

880 —assKspectrometryXbasedKmetabolomicsjKaKguideKforKannotationWKquantificationKandKbestKreportingK
practicesYKNatureVMethodsWK2021WKahWKgdgXgef 21.6 83
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879 βationalKgβ qKdesignKbasedKonKtranscriptionKfactorKbindingKdataYKSyntheticVBiologyWK2021WKfWKysab_ad 3.3

878
qnalyticalKperformanceKofKaKstandardizedKkitKforKmassKspectrometryXbasedKmeasurementsKofK
humanKglycosaminoglycansYKJournalVofVChromatographyVBxVAnalyticalVTechnologiesVinVtheVBiomedicalV
andVLifeVSciencesWK2021WKaaggWKabbgfa

3.2 3

877 qddressingKtheKheterogeneityKinKliverKdiseasesKusingKbiologicalKnetworksYKBriefingsVinVBioinformaticsWK
2021WKbbWKageaXagff 13.4 6

876 qKsystemsKbiologyKapproachKtoKunderstandKgutKmicrobiotaKandKhostKmetabolismKinKmorbidKobesityjK
designKofKtheKrqβyqK–ongitudinalKsohortKStudyYKJournalVofVInternalVMedicineWK2021WKbhiWKcd_Xced 10.8 6

875 SystemsKbiologyKbasedKdrugKrepositioningKforKdevelopmentKofKcancerKtherapyYKSeminarsVinVCancerV
BiologyWK2021WKfhWKdgXeh 12.7 28

874 ∆erformanceKofKβegressionK—odelsKasKaKvunctionKofKuxperimentK oiseYKBioinformaticsVandVBiologyV
InsightsWK2021WKaeWKaaggicbbbaa_b_cae 5.3 2

873 rayesianKgenomeKscaleKmodellingKidentifiesKthermalKdeterminantsKofKyeastKmetabolismYKNatureV
CommunicationsWK2021WKabWKai_ 17.4 7

872 ∆roductionKofKa_XmethylKbranchedKfattyKacidsKinKyeastYKBiotechnologyVforVBiofuelsWK2021WKadWKab 7.8 4

871 TranscriptomicKresponseKofKSaccharomycesKcerevisiaeKtoKoctanoicKacidKproductionYKFEMSVYeastV
ResearchWK2021WKbaWK 3.1 1

870 YeastKbasedKbiorefineriesKforKoleochemicalKproductionYKCurrentVOpinionVinVBiotechnologyWK2021WKfgWKbfXcd11.4 5

869 renchmarkingKaccuracyKandKprecisionKofKintensityXbasedKabsoluteKquantificationKofKproteinK
abundancesKinKSaccharomycesKcerevisiaeYKProteomicsWK2021WKbaWKeb____ic 4.8 4

868 StratificationKofKpatientsKwithKclearKcellKrenalKcellKcarcinomaKtoKfacilitateKdrugKrepositioningYKIScience
WK2021WKbdWKa_bgbb 6.1 2

867 uxpressionKofKantibodyKfragmentsKinKSaccharomycesKcerevisiaeKstrainsKevolvedKforKenhancedK
proteinKsecretionYKMicrobialVCellVFactoriesWK2021WKb_WKacd 6.4 3

866 ynKvitroKturnoverKnumbersKdoKnotKreflectKinKvivoKactivitiesKofKyeastKenzymesYKProceedingsVofVtheV
NationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaWK2021WKaahWK 11.5 4

865 TheKyeastwem—apjKqKprocessKdiagramKtoKassistKyeastKsystemsXmetabolicKstudiesYKBiotechnologyVandV
BioengineeringWK2021WKaahWKdh__Xdhad 4.9

864 —etabolicKnetworkKremodellingKenhancesKyeastâ��sKfitnessKonKxyloseKusingKaerobicKglycolysisYKNatureV
CatalysisWK2021WKdWKghcXgif 36.5 3

863 qKsingleKchromosomeKstrainKofKSYKcerevisiaeKexhibitsKdiminishedKethanolKmetabolismKandKtoleranceYK
BMCVGenomicsWK2021WKbbWKfhh 4.5 0

862 —icrobialKproductionKofKchemicalsKdrivenKbyKsβyS∆βXsasKsystemsYKCurrentVOpinionVinVBiotechnologyWK
2021WKgcWKcdXdb 11.4 1
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861 —etabolicKcooperationKandKspatiotemporalKnicheKpartitioningKinKaKkefirKmicrobialKcommunityYK
NatureVMicrobiologyWK2021WKfWKaifXb_h 26.6 44

860 qdaptationsKinKmetabolismKandKproteinKtranslationKgiveKriseKtoKtheKsrabtreeKeffectKinKyeastYYK
ProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaWK2021WKaahWK 11.5 3

859 —appingKofK onhomologousKundKzoiningX—ediatedKyntegrationKvacilitatesKwenomeXScaleKTrackableK
—utagenesisKinKYYKACSVSyntheticVBiologyWK2021WK 5.7 1

858 uxpressingKaKcytosolicKpyruvateKdehydrogenaseKcomplexKtoKincreaseKfreeKfattyKacidKproductionKinK
SaccharomycesKcerevisiaeYKMicrobialVCellVFactoriesWK2020WKaiWKbbf 6.4 4

857 uvolutionKfromKadherentKtoKsuspensionjKsystemsKbiologyKofKxu’bicKcellKlineKdevelopmentYKScientificV
ReportsWK2020WKa_WKahiif 4.9 22

856 StressXinducedKexpressionKisKenrichedKforKevolutionarilyKyoungKgenesKinKdiverseKbuddingKyeastsYK
NatureVCommunicationsWK2020WKaaWKbadd 17.4 7

855
αuantitativeKanalysisKofKaminoKacidKmetabolismKinKliverKcancerKlinksKglutamateKexcretionKtoK
nucleotideKsynthesisYKProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofV
AmericaWK2020WKaagWKa_bidXa_c_d

11.5 19

854 StatinKtherapyKisKassociatedKwithKlowerKprevalenceKofKgutKmicrobiotaKdysbiosisYKNatureWK2020WKehaWKca_Xcae50.4 100

853
qbsoluteKyeastKmitochondrialKproteomeKquantificationKrevealsKtradeXoffKbetweenKbiosynthesisKandK
energyKgenerationKduringKdiauxicKshiftYKProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheV
UnitedVStatesVofVAmericaWK2020WKaagWKgebdXgece

11.5 31

852 βewiringKcarbonKfluxKinKuscherichiaKcoliKusingKaKbifunctionalKmolecularKswitchYKMetabolicVEngineering
WK2020WKfaWKdgXeg 9.7 13

851 surrentKStatusKofKs°VytXaiKTherapiesKandKtrugKβepositioningKqpplicationsYKIScienceWK2020WKbcWKa_ac_c 6.1 54

850 rioprospectingKThroughKsloningKofKWholeK aturalK∆roductKriosyntheticKweneKslustersYKFrontiersVinV
BioengineeringVandVBiotechnologyWK2020WKhWKebf 5.8 12

849 ThirdXgenerationKbiorefineriesKasKtheKmeansKtoKproduceKfuelsKandKchemicalsKfromKs°bYKNatureV
CatalysisWK2020WKcWKbgdXbhh 36.5 94

848 uxerciseX—ediatedK–oweringKofKwlutamineKqvailabilityKSuppressesKTumorKwrowthKandKqttenuatesK
—uscleKWastingYKIScienceWK2020WKbcWKa__igh 6.1 4

847 —olecularKnaturalKhistoryKofKbreastKcancerjK–everagingKtranscriptomicsKtoKpredictKbreastKcancerK
progressionKandKaggressivenessYKCancerVMedicineWK2020WKiWKceeaXcefb 4.8 3

846 ruildingKblocksKareKsynthesizedKonKdemandKduringKtheKyeastKcellKcycleYKProceedingsVofVtheVNationalV
AcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaWK2020WKaagWKgegeXgehc 11.5 12

845 qnKatlasKofKhumanKmetabolismYKScienceVSignalingWK2020WKacWK 8.8 78

844 —etabolicKungineeringKofKforKβosmarinicKqcidK∆roductionYKACSVSyntheticVBiologyWK2020WKiWKaighXaihh 5.7 6
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843 —u—°TuKforKstandardizedKgenomeXscaleKmetabolicKmodelKtestingYKNatureVBiotechnologyWK2020WKchWKbgbXbgf44.5 121

842 surrentKstateKofKaromaticsKproductionKusingKyeastjKachievementsKandKchallengesYKCurrentVOpinionVinV
BiotechnologyWK2020WKfeWKfeXgd 11.4 20

841 —ultidimensionalKengineeringKofKSaccharomycesKcerevisiaeKforKefficientKsynthesisKofKmediumXchainK
fattyKacidsYKNatureVCatalysisWK2020WKcWKfdXgd 36.5 42

840 somprehensiveKunderstandingKofKSaccharomycesKcerevisiaeKphenotypesKwithKwholeXcellKmodelK
W—_SbhhsYKBiotechnologyVandVBioengineeringWK2020WKaagWKaefbXaegd 4.9 12

839 TheKacuteKeffectKofKmetabolicKcofactorKsupplementationjKaKpotentialKtherapeuticKstrategyKagainstK
nonXalcoholicKfattyKliverKdiseaseYKMolecularVSystemsVBiologyWK2020WKafWKeidie 12.2 16

838 —etaXanalysisKofKtheKgutKmicrobiotaKinKpredictingKresponseKtoKcancerKimmunotherapyKinKmetastaticK
melanomaYKJCIVInsightWK2020WKeWK 9.9 23

837 yntegratedK—etabolicK—odelingWKsulturingWKandKTranscriptomicsKuxplainKunhancedKVirulenceKofK
VibrioKcholeraeKduringKsoinfectionKwithKunterotoxigenicKuscherichiaKcoliYKMSystemsWK2020WKeWK 7.6 6

836 tSqVujKtetectionKofKmisclassifiedKcellsKinKsingleXcellKβ qXSeqKdataYKPLoSVONEWK2020WKaeWKe_bdccf_ 3.7 0

835  itrogenKlimitationKrevealsKlargeKreservesKinKmetabolicKandKtranslationalKcapacitiesKofKyeastYKNatureV
CommunicationsWK2020WKaaWKahha 17.4 16

834 wenomeXscaleKreconstructionsKofKtheKmammalianKsecretoryKpathwayKpredictKmetabolicKcostsKandK
limitationsKofKproteinKsecretionYKNatureVCommunicationsWK2020WKaaWKfh 17.4 37

833 ungineeringKyeastKphospholipidKmetabolismKforKdeKnovoKoleoylethanolamideKproductionYKNatureV
ChemicalVBiologyWK2020WKafWKaigXb_e 11.7 7

832 °ptimizingKcultivationKofKforKfastKgrowthKandKcordycepinKoverproductionKusingKrationalKdesignKofK
syntheticKmediaYKComputationalVandVStructuralVBiotechnologyVJournalWK2020WKahWKaXh 6.8 6

831 YeastKsystemsKbiologyKinKunderstandingKprinciplesKofKphysiologyKunderlyingKcomplexKhumanK
diseasesYKCurrentVOpinionVinVBiotechnologyWK2020WKfcWKfcXfi 11.4 2

830 qpplicationsKofKwenomeXWideKScreeningKandKSystemsKriologyKqpproachesKinKtrugKβepositioningYK
CancersWK2020WKabWK 6.6 8

829 sombiningKmechanisticKandKmachineKlearningKmodelsKforKpredictiveKengineeringKandKoptimizationK
ofKtryptophanKmetabolismYKNatureVCommunicationsWK2020WKaaWKdhh_ 17.4 54

828 qdvancesKinK—etabolicKungineeringKofKforKsocoaKrutterKuquivalentK∆roductionYKFrontiersVinV
BioengineeringVandVBiotechnologyWK2020WKhWKeid_ha 5.8 13

827 ∆romiscuousKphosphoketolaseKandKmetabolicKrewiringKenablesKnovelKnonXoxidativeKglycolysisKinK
yeastKforKhighXyieldKproductionKofKacetylXsoqKderivedKproductsYKMetabolicVEngineeringWK2020WKfbWKae_Xaf_9.7 7

826 ymidazoleKpropionateKisKincreasedKinKdiabetesKandKassociatedKwithKdietaryKpatternsKandKalteredK
microbialKecologyYKNatureVCommunicationsWK2020WKaaWKehha 17.4 29

(2020-2020)
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825 teepKlearningKsuggestsKthatKgeneKexpressionKisKencodedKinKallKpartsKofKaKcoXevolvingKinteractingK
geneKregulatoryKstructureYKNatureVCommunicationsWK2020WKaaWKfada 17.4 25

824 ∆athwayKengineeringKinKyeastKforKsynthesizingKtheKcomplexKpolyketideKbikaverinYKNatureV
CommunicationsWK2020WKaaWKfaig 17.4 11

823 tifferentKβoutesKofK∆roteinKvoldingKsontributeKtoKymprovedK∆roteinK∆roductionKinKSaccharomycesK
cerevisiaeYKMBioWK2020WKaaWK 7.8 4

822 βewiringKsentralKsarbonK—etabolismKunsuresKyncreasedK∆rovisionKofKqcetylXsoqKandK qt∆xK
βequiredKforKcX°xX∆ropionicKqcidK∆roductionYKACSVSyntheticVBiologyWK2020WKiWKcbcfXcbdd 5.7 5

821
∆roteomeKreallocationKfromKaminoKacidKbiosynthesisKtoKribosomesKenablesKyeastKtoKgrowKfasterKinK
richKmediaYKProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaWK2020WK
aagWKbah_dXbahab

11.5 14

820 ulucidatingKaromaticKacidKtoleranceKatKlowKpxKinKusingKadaptiveKlaboratoryKevolutionYKProceedingsVofV
theVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaWK2020WKaagWKbgiedXbgifa 11.5 15

819 ungineeringKcarboxylicKacidKreductaseKforKselectiveKsynthesisKofKmediumXchainKfattyKalcoholsKinK
yeastYKProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaWK2020WKaagWKbbigdXbbihc11.5 10

818 SourcesKofKvariationKinKcellXtypeKβ qXSeqKprofilesYKPLoSVONEWK2020WKaeWKe_bcidie 3.7 4

817 ∆anXcancerKanalysisKofKtheKmetabolicKreactionKnetworkYKMetabolicVEngineeringWK2020WKegWKeaXfb 9.7 13

816
—etabolicK∆rofilingKandKsompoundXslassKydentificationKβevealKqlterationsKinKSerumKTriglycerideK
–evelsKinK—iceKymmunizedKwithKxumanKVaccineKqdjuvantKqlumYKJournalVofVProteomeVResearchWK2020WK
aiWKbfiXbgh

5.6 2

815 ymprovementKinKtheKsurrentKTherapiesKforKxepatocellularKsarcinomaKUsingKaKSystemsK—edicineK
qpproachYKAdvancedVBiologyWK2020WKdWKeb____c_ 3.5 6

814 qKbioinformaticKpipelineKtoKanalyzeKshy∆XexoKdatasetsYKBiologyVMethodsVandVProtocolsWK2019WKdWKbpz_aa 2.4 3

813 qdaptiveKlaboratoryKevolutionKofKtoleranceKtoKdicarboxylicKacidsKinKSaccharomycesKcerevisiaeYK
MetabolicVEngineeringWK2019WKefWKac_Xada 9.7 40

812 TheKpanXgenomeKofKSaccharomycesKcerevisiaeYKFEMSVYeastVResearchWK2019WKaiWK 3.1 6

811 —odelXqssistedKvineXTuningKofKsentralKsarbonK—etabolismKinKYeastKthroughKdsasiXrasedK
βegulationYKACSVSyntheticVBiologyWK2019WKhWKbdegXbdfc 5.7 23

810 sonstructionKofKminiXchemostatsKforKhighXthroughputKstrainKcharacterizationYKBiotechnologyVandV
BioengineeringWK2019WKaafWKa_biXa_ch 4.9 12

809 S–y—urjKprobingKflexibilityKofKlipidKmetabolismKinKyeastKwithKanKimprovedKconstraintXbasedKmodelingK
frameworkYKBMCVSystemsVBiologyWK2019WKacWKd 3.5 19

808 qntibioticK–ethalityKysKympactedKbyK utrientKqvailabilitiesjK ewKynsightsKfromK—achineK–earningYKCellWK
2019WKaggWKacgcXacgd 56.2 1
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807 ungineeringKSaccharomycesKcerevisiaeKcellsKforKproductionKofKfattyKacidXderivedKbiofuelsKandK
chemicalsYKOpenVBiologyWK2019WKiWKai__di 7 29

806 tysregulatedKautophagyKinKmuscleKprecursorKcellsKfromKhumansKwithKtypeKbKdiabetesYKScientificV
ReportsWK2019WKiWKhafi 4.9 9

805 ∆roteomeKanalysisKofKxyloseKmetabolismKinKduringKlipidKproductionYKBiotechnologyVforVBiofuelsWK2019WK
abWKacg 7.8 32

804 βecentKtrendsKinKmetabolicKengineeringKofKmicrobialKchemicalKfactoriesYKCurrentVOpinionVinV
BiotechnologyWK2019WKf_WKahhXaig 11.4 55

803 —achineK–earningKqppliedKtoK∆redictingK—icroorganismKwrowthKTemperaturesKandKunzymeK
satalyticK°ptimaYKACSVSyntheticVBiologyWK2019WKhWKadaaXadb_ 5.7 32

802 somparativeKTranscriptomeKqnalysisKShowsKsonservedK—etabolicKβegulationKduringK∆roductionKofK
SecondaryK—etabolitesKinKvilamentousKvungiYKMSystemsWK2019WKdWK 7.6 7

801 sellKfactoryKengineeringKforKimprovedKproductionKofKnaturalKproductsYKNaturalVProductVReportsWK
2019WKcfWKabccXabcf 15.1 24

800
β qiKexpressionKtuningWKmicrofluidicKscreeningWKandKgenomeKrecombineeringKforKimprovedKproteinK
productionKinYKProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaWK2019WK
aafWKicbdXiccb

11.5 22

799 qKgβ qXtβ qKarrayKforKsβyS∆βXsasiKbasedKrapidKmultiplexedKgenomeKeditingKinKSaccharomycesK
cerevisiaeYKNatureVCommunicationsWK2019WKa_WKa_ec 17.4 78

798 qKSystematicKynvestigationKofKtheK—alignantKvunctionsKandKtiagnosticK∆otentialKofKtheKsancerK
SecretomeYKCellVReportsWK2019WKbfWKbfbbXbfceYee 10.6 28

797 SimplifiedKyntestinalK—icrobiotaKtoKStudyK—icrobeXtietXxostKynteractionsKinKaK—ouseK—odelYKCellV
ReportsWK2019WKbfWKcggbXcghcYef 10.6 35

796 StrategiesKandKchallengesKforKmetabolicKrewiringYKCurrentVOpinionVinVSystemsVBiologyWK2019WKaeWKc_Xch 3.2 21

795
ydentificationKofKgenesKinvolvedKinKsheaKbutterKbiosynthesisKfromKVitellariaKparadoxaKfruitsKthroughK
transcriptomicsKandKfunctionalKheterologousKexpressionYKAppliedVMicrobiologyVandVBiotechnologyWK
2019WKa_cWKcgbgXcgcf

5.7 10

794
xeterologousKphosphoketolaseKexpressionKredirectsKfluxKtowardsKacetateWKperturbsKsugarK
phosphateKpoolsKandKincreasesKrespiratoryKdemandKinKSaccharomycesKcerevisiaeYKMicrobialVCellV
FactoriesWK2019WKahWKbe

6.4 16

793 yncreasingKjojobaXlikeKwaxKesterKproductionKinKSaccharomycesKcerevisiaeKbyKenhancingKveryK
longXchainWKmonounsaturatedKfattyKacidKsynthesisYKMicrobialVCellVFactoriesWK2019WKahWKdi 6.4 13

792 ∆redictiveKmodelsKofKeukaryoticKtranscriptionalKregulationKrevealsKchangesKinKtranscriptionKfactorK
rolesKandKpromoterKusageKbetweenKmetabolicKconditionsYKNucleicVAcidsVResearchWK2019WKdgWKdihfXe___ 20.1 14

791 YeastKSystemsKriologyjK—odelK°rganismKandKsellKvactoryYKBiotechnologyVJournalWK2019WKadWKeah__dba 5.6 66

790 TurnoverKtependentK∆henotypicKSimulationjKqKαuantitativeKsonstraintXrasedKSimulationK—ethodK
ThatKqccommodatesKqllK—ainKStrainKtesignKStrategiesYKACSVSyntheticVBiologyWK2019WKhWKigfXihh 5.7

(2019-2019)
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789 uffectsKofKoverexpressionKofKSTreKinKSaccharomycesKcerevisiaeKonKfattyKacidKbiosynthesisWK
physiologyKandKtranscriptomeYKFEMSVYeastVResearchWK2019WKaiWK 3.1 6

788 qKconsensusKSYKcerevisiaeKmetabolicKmodelKYeasthKandKitsKecosystemKforKcomprehensivelyKprobingK
cellularKmetabolismYKNatureVCommunicationsWK2019WKa_WKcehf 17.4 83

787 uxpandingKtheKtynamicKβangeKofKaKTranscriptionKvactorXrasedKriosensorKinYKACSVSyntheticVBiologyWK
2019WKhWKaifhXaige 5.7 18

786 vadβXrasedKriosensorXqssistedKScreeningKforKwenesKunhancingKvattyKqcylXsoqK∆oolsKinYKACSV
SyntheticVBiologyWK2019WKhWKaghhXah__ 5.7 27

785 shy∆XexoKanalysisKhighlightsKvkhaKandKvkhbKtranscriptionKfactorsKasKhubsKthatKintegrateKmultiXscaleK
networksKinKbuddingKyeastYKNucleicVAcidsVResearchWK2019WKdgWKghbeXghda 20.1 5

784 —odellingKapproachesKforKstudyingKtheKmicrobiomeYKNatureVMicrobiologyWK2019WKdWKabecXabfg 26.6 56

783 —etagenomicKanalysisKofKbileKsaltKbiotransformationKinKtheKhumanKgutKmicrobiomeYKBMCVGenomicsWK
2019WKb_WKeag 4.5 26

782 surrentKsonsiderationsKandKvutureKqdvancesKinKshemicallyKtefinedK—ediumKtevelopmentKforKtheK
∆roductionKofK∆roteinKTherapeuticsKinKsx°KsellsK2019WKbgiXbid

781 —ammalianKvedXbatchKsellKsultureKforKriopharmaceuticalsK2019WKcacXcde 1

780 unhancingK∆roductKandKrioprocessKqttributesKUsingKwenomeXScaleK—odelsKofKsx°K—etabolismK
2019WKgcXie 1

779 qdaptionKofKwenericK—etabolicK—odelsKtoKSpecificKsellK–inesKforKymprovedK—odelingKofK
riopharmaceuticalK∆roductionKandK∆redictionKofK∆rocessesK2019WKabgXafb

778 SystemsKbiologyKperspectiveKforKstudyingKtheKgutKmicrobiotaKinKhumanKphysiologyKandKliverK
diseasesYKEBioMedicineWK2019WKdiWKcfdXcgc 8.8 13

777 rigKdataKinKyeastKsystemsKbiologyYKFEMSVYeastVResearchWK2019WKaiWK 3.1 7

776 sarbohydrateKactiveKenzymesKareKaffectedKbyKdietKtransitionKfromKmilkKtoKsolidKfoodKinKinfantKgutK
microbiotaYKFEMSVMicrobiologyVEcologyWK2019WKieWK 4.3 6

775 ydentificationKandKcharacterisationKofKtwoKhighXaffinityKglucoseKtransportersKfromKtheKspoilageK
yeastKrrettanomycesKbruxellensisYKFEMSVMicrobiologyVLettersWK2019WKcffWK 2.9 7

774 somplexKyKisKbypassedKduringKhighKintensityKexerciseYKNatureVCommunicationsWK2019WKa_WKe_gb 17.4 13

773 βeconstructionKandKanalysisKofKaK’luyveromycesKmarxianusKgenomeXscaleKmetabolicKmodelYKBMCV
BioinformaticsWK2019WKb_WKeea 3.6 21

772 βewiringKcarbonKmetabolismKinKyeastKforKhighKlevelKproductionKofKaromaticKchemicalsYKNatureV
CommunicationsWK2019WKa_WKdigf 17.4 72
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771 —etabolicKengineeringKandKtranscriptomicKanalysisKofKSaccharomycesKcerevisiaeKproducingK
pXcoumaricKacidKfromKxyloseYKMicrobialVCellVFactoriesWK2019WKahWKaia 6.4 14

770 wenomeXscaleKmodelKofKβhodotorulaKtoruloidesKmetabolismYKBiotechnologyVandVBioengineeringWK
2019WKaafWKccifXcd_h 4.9 29

769 wenomeXScaleK—etabolicK—odelingKfromKYeastKtoKxumanKsellK—odelsKofKsomplexKtiseasesjK–atestK
qdvancesKandKshallengesYKMethodsVinVMolecularVBiologyWK2019WKb_diWKcbiXcde 1.4 10

768 xarnessingKxyloseKpathwaysKforKbiofuelsKproductionYKCurrentVOpinionVinVBiotechnologyWK2019WKegWKefXfe 11.4 38

767 unergyKmetabolismKcontrolsKphenotypesKbyKproteinKefficiencyKandKallocationYKProceedingsVofVtheV
NationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaWK2019WKaafWKageibXageig 11.5 42

766 TheKhumanKsecretomeYKScienceVSignalingWK2019WKabWK 8.8 99

765 TheKTranslationalKStatusKofKsancerK–iquidKriopsiesYKRegenerativeVEngineeringVandVTranslationalV
MedicineWK2019WKgWKcab 2.4 16

764 somparativeKgenomicsKstudyKrevealsKβedKSeaKracillusKwithKcharacteristicsKassociatedKwithKpotentialK
microbialKcellKfactoriesKS—svsTYKScientificVReportsWK2019WKiWKaibed 4.9 4

763 TacklingKsancerKwithKYeastXrasedKTechnologiesYKTrendsVinVBiotechnologyWK2019WKcgWKeibXf_c 15.1 16

762 –ipidKengineeringKcombinedKwithKsystematicKmetabolicKengineeringKofKSaccharomycesKcerevisiaeKforK
highXyieldKproductionKofKlycopeneYKMetabolicVEngineeringWK2019WKebWKacdXadb 9.7 139

761 sharacterizationKofKheterogeneousKredoxKresponsesKinKhepatocellularKcarcinomaKpatientsKusingK
networkKanalysisYKEBioMedicineWK2019WKd_WKdgaXdhg 8.8 29

760 ∆yruvateKkinaseK–ZβKisKaKregulatorKofKlipidKmetabolismKandKmitochondrialKfunctionYKMetabolicV
EngineeringWK2019WKebWKbfcXbgb 9.7 17

759 SaccharomycesKcerevisiaeKdisplaysKaKstableKtranscriptionKstartKsiteKlandscapeKinKmultipleKconditionsYK
FEMSVYeastVResearchWK2019WKaiWK 3.1 8

758 SyntheticKriologyKofKYeastYKBiochemistryWK2019WKehWKaeaaXaeb_ 3.2 18

757 βeconctKenablesKaKthreeXdimensionalKviewKofKgeneKvariationKinKhumanKmetabolismYKNatureV
BiotechnologyWK2018WKcfWKbgbXbha 44.5 283

756 TargetingKst’bKovercomesKmelanomaKresistanceKagainstKrβqvKandKxspi_KinhibitorsYKMolecularV
SystemsVBiologyWK2018WKadWKegheh 12.2 35

755 —etaboliteKsecretionKinKmicroorganismsjKtheKtheoryKofKmetabolicKoverflowKputKtoKtheKtestYK
MetabolomicsWK2018WKadWKdc 4.7 29

754 SystemsKbiologyKinKhepatologyjKapproachesKandKapplicationsYKNatureVReviewsVGastroenterologyVandV
HepatologyWK2018WKaeWKcfeXcgg 24.2 70

(2018-2019)
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753 —etaboliteKtepletionKqffectsKvluxK∆rofilingKofKsellK–inesYKTrendsVinVBiochemicalVSciencesWK2018WKdcWKcieXcig10.3 4

752 —etabolicKengineeringKofKforKoverproductionKofKtriacylglycerolsYKMetabolicVEngineeringV
CommunicationsWK2018WKfWKbbXbg 6.5 42

751 qnKyntegratedKUnderstandingKofKtheKβapidK—etabolicKrenefitsKofKaKsarbohydrateXβestrictedKtietKonK
xepaticKSteatosisKinKxumansYKCellVMetabolismWK2018WKbgWKeeiXegaYee 24.6 189

750 sompleteKgenomicKandKtranscriptionalKlandscapeKanalysisKusingKthirdXgenerationKsequencingjKaKcaseK
studyKofKSaccharomycesKcerevisiaeKsu Y∆’aacXgtYKNucleicVAcidsVResearchWK2018WKdfWKech 20.1 91

749 βedirectionKofKlipidKfluxKtowardKphospholipidsKinKyeastKincreasesKfattyKacidKturnoverKandKsecretionYK
ProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaWK2018WKaaeWKabfbXabfg 11.5 30

748 qdvancingKbiotechnologyKwithKsβyS∆βZsasijKrecentKapplicationsKandKpatentKlandscapeYKJournalVofV
IndustrialVMicrobiologyVandVBiotechnologyWK2018WKdeWKdfgXdh_ 4.2 18

747 ungineeringKaXqlkeneKriosynthesisKandKSecretionKbyKtynamicKβegulationKinKYeastYKACSVSyntheticV
BiologyWK2018WKgWKehdXei_ 5.7 41

746 —odulationKofKsaturationKandKchainKlengthKofKfattyKacidsKinKSaccharomycesKcerevisiaeKforKproductionK
ofKcocoaKbutterXlikeKlipidsYKBiotechnologyVandVBioengineeringWK2018WKaaeWKicbXidb 4.9 18

745 ScreeningKofKbqKpeptidesKforKpolycistronicKgeneKexpressionKinKyeastYKFEMSVYeastVResearchWK2018WKahWK 3.1 19

744 tsu°KriotechnologyjKToolsKToKtesignWKsonstructWKuvaluateWKandK°ptimizeKtheK—etabolicK∆athwayK
forKriosynthesisKofKshemicalsYKChemicalVReviewsWK2018WKaahWKdXgb 68.1 97

743 TsSr jKaKdatabaseKofKtissueKandKcancerKspecificKbiologicalKnetworksYKNucleicVAcidsVResearchWK2018WK
dfWKteieXtf__ 20.1 34

742 rarriersKandKopportunitiesKinKbioXbasedKproductionKofKhydrocarbonsYKNatureVEnergyWK2018WKcWKibeXice 62.3 96

741 wutKmicrobiotaKdysbiosisKisKassociatedKwithKmalnutritionKandKreducedKplasmaKaminoKacidKlevelsjK
–essonsKfromKgenomeXscaleKmetabolicKmodelingYKMetabolicVEngineeringWK2018WKdiWKabhXadb 9.7 34

740 shallengesKinKmodelingKtheKhumanKgutKmicrobiomeYKNatureVBiotechnologyWK2018WKcfWKfhbXfhf 44.5 17

739 trugKβepositioningKforKuffectiveK∆rostateKsancerKTreatmentYKFrontiersVinVPhysiologyWK2018WKiWKe__ 4.6 43

738 —etabolicK etworkXrasedKydentificationKandK∆rioritizationKofKqnticancerKTargetsKrasedKonK
uxpressionKtataKinKxepatocellularKsarcinomaYKFrontiersVinVPhysiologyWK2018WKiWKiaf 4.6 23

737 wlobalKrewiringKofKcellularKmetabolismKrendersKSaccharomycesKcerevisiaeKsrabtreeKnegativeYKNatureV
CommunicationsWK2018WKiWKc_ei 17.4 39

736
βeconstructionKofKaKwlobalKTranscriptionalKβegulatoryK etworkKforKsontrolKofK–ipidK—etabolismKinK
YeastKbyKUsingKshromatinKymmunoprecipitationKwithK–ambdaKuxonucleaseKtigestionYKMSystemsWK
2018WKcWK

7.6 17

Jens B Nielsen

12



735 wlucoseXtependentK∆romotersKforKtynamicKβegulationKofK—etabolicK∆athwaysYKFrontiersVinV
BioengineeringVandVBiotechnologyWK2018WKfWKfc 5.8 15

734 uxpressionKofKcocoaKgenesKinKSaccharomycesKcerevisiaeKimprovesKcocoaKbutterKproductionYK
MicrobialVCellVFactoriesWK2018WKagWKaa 6.4 14

733 ralancedKtraffickingKbetweenKtheKuβKandKtheKwolgiKapparatusKincreasesKproteinKsecretionKinKyeastYK
AMBVExpressWK2018WKhWKcg 4.1 11

732 —odularK∆athwayKβewiringKofKYeastKforKqminoKqcidK∆roductionYKMethodsVinVEnzymologyWK2018WKf_hWKdagXdci1.7 10

731
yntegratedKanalysisKofKtheKyeastK qt∆xXregulatorKStbeKrevealsKdistinctKdifferencesKinK qt∆xK
requirementsKandKregulationKinKdifferentKstatesKofKyeastKmetabolismYKFEMSVYeastVResearchWK2018WK
ahWK

3.1 7

730 βeprogrammingKYeastK—etabolismKfromKqlcoholicKvermentationKtoK–ipogenesisYKCellWK2018WKagdWKaediXaeehYead56.2 128

729 —etabolicKengineeringKofKSaccharomycesKcerevisiaeKforKproductionKofKfattyKacidXderivedK
hydrocarbonsYKBiotechnologyVandVBioengineeringWK2018WKaaeWKbaciXbadg 4.9 17

728 βeconstructionKofKbdK∆enicilliumKgenomeXscaleKmetabolicKmodelsKshowsKdiversityKbasedKonKtheirK
secondaryKmetabolismYKBiotechnologyVandVBioengineeringWK2018WKaaeWKbf_dXbfab 4.9 7

727 ynKvitroKcoXculturesKofKhumanKgutKbacterialKspeciesKasKpredictedKfromKcoXoccurrenceKnetworkK
analysisYKPLoSVONEWK2018WKacWKe_aieafa 3.7 27

726 ungineeringKlipidKdropletKassemblyKmechanismsKforKimprovedKtriacylglycerolKaccumulationKinK
SaccharomycesKcerevisiaeYKFEMSVYeastVResearchWK2018WKahWK 3.1 11

725 xighXThroughputK—icrofluidicsKforKtheKScreeningKofKYeastK–ibrariesYKMethodsVinVMolecularVBiologyWK
2018WKafgaWKc_gXcag 1.4 7

724 xeterologousKtransporterKexpressionKforKimprovedKfattyKalcoholKsecretionKinKyeastYKMetabolicV
EngineeringWK2018WKdeWKeaXeh 9.7 42

723 —ultiplexedKsβyS∆βZsasiKwenomeKuditingKandKweneKβegulationKUsingKssydKinKSaccharomycesK
cerevisiaeYKACSVSyntheticVBiologyWK2018WKgWKa_Xae 5.7 44

722
—etabolicKnetworkXbasedKstratificationKofKhepatocellularKcarcinomaKrevealsKthreeKdistinctKtumorK
subtypesYKProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaWK2018WK
aaeWKuaahgdXuaahhc

11.5 71

721 ungineeringKtheKproteinKsecretoryKpathwayKofKenablesKimprovedKproteinKproductionYKProceedingsVofV
theVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaWK2018WKaaeWKuaa_beXuaa_cb 11.5 36

720 ydentificationKofKtheKdecumbenoneKbiosyntheticKgeneKclusterKinKandKtheKimportanceKforKproductionK
ofKcalbistrinYKFungalVBiologyVandVBiotechnologyWK2018WKeWKah 7.5 14

719 βegulationKofKYeastXtoXxyphaeKTransitionKinKYarrowiaKlipolyticaYKMSphereWK2018WKcWK 5 20

718 shangesKinKlipidKmetabolismKconveyKacidKtoleranceKinYKBiotechnologyVforVBiofuelsWK2018WKaaWKbig 7.8 27

(2018-2018)
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717 βqVu KbY_jKqKversatileKtoolboxKforKmetabolicKnetworkKreconstructionKandKaKcaseKstudyKonK
StreptomycesKcoelicolorYKPLoSVComputationalVBiologyWK2018WKadWKea__feda 5 110

716 ympactKofKforcedKfattyKacidKsynthesisKonKmetabolismKandKphysiologyKofKSaccharomycesKcerevisiaeYK
FEMSVYeastVResearchWK2018WKahWK 3.1 4

715 YeastKmitochondriajKanKoverviewKofKmitochondrialKbiologyKandKtheKpotentialKofKmitochondrialK
systemsKbiologyYKFEMSVYeastVResearchWK2018WKahWK 3.1 47

714 ∆lasmaKwlycosaminoglycansKasKtiagnosticKandK∆rognosticKriomarkersKinKSurgicallyKTreatedKβenalK
sellKsarcinomaYKEuropeanVUrologyVOncologyWK2018WKaWKcfdXcgg 6.7 11

713 qKmolecularKgeneticKtoolboxKforYKBiotechnologyVforVBiofuelsWK2017WKa_WKb 7.8 41

712 socoaKbutterXlikeKlipidKproductionKabilityKofKnonXoleaginousKandKoleaginousKyeastsKunderK
nitrogenXlimitedKcultureKconditionsYKAppliedVMicrobiologyVandVBiotechnologyWK2017WKa_aWKceggXcehe 5.7 47

711 uxpandingKtheKproductKportfolioKofKfungalKtypeKyKfattyKacidKsynthasesYKNatureVChemicalVBiologyWK
2017WKacWKcf_Xcfb 11.7 78

710 yncreasingKcocoaKbutterXlikeKlipidKproductionKofKSaccharomycesKcerevisiaeKbyKexpressionKofKselectedK
cocoaKgenesYKAMBVExpressWK2017WKgWKcd 4.1 16

709 tevelopmentKofKfungalKcellKfactoriesKforKtheKproductionKofKsecondaryKmetabolitesjK–inkingK
genomicsKandKmetabolismYKSyntheticVandVSystemsVBiotechnologyWK2017WKbWKeXab 4.2 66

708 SystemsKriologyKofK—etabolismjKqKtriverKforKtevelopingK∆ersonalizedKandK∆recisionK—edicineYKCellV
MetabolismWK2017WKbeWKegbXegi 24.6 98

707 ∆ersonalKmodelXassistedKidentificationKofK qtKand´ glutathioneKmetabolismKasKinterventionKtargetK
inK qv–tYKMolecularVSystemsVBiologyWK2017WKacWKiaf 12.2 92

706 uffectsKofKacetoacetylXsoqKsynthaseKexpressionKonKproductionKofKfarneseneKinKSaccharomycesK
cerevisiaeYKJournalVofVIndustrialVMicrobiologyVandVBiotechnologyWK2017WKddWKiaaXibb 4.2 20

705 SystematicKinferenceKofKfunctionalKphosphorylationKeventsKinKyeastKmetabolismYKBioinformaticsWK
2017WKccWKaiieXb__a 7.2 5

704 uxploringKtheKpotentialKofKSaccharomycesKcerevisiaeKforKbiopharmaceuticalKproteinKproductionYK
CurrentVOpinionVinVBiotechnologyWK2017WKdhWKggXhd 11.4 41

703 TheKyeastKosmostressKresponseKisKcarbonKsourceKdependentYKScientificVReportsWK2017WKgWKii_ 4.9 36

702 —oderateKuxpressionKofKyncreasesK∆roteinKSecretionKbyKSaccharomycesKcerevisiaeYKAppliedVandV
EnvironmentalVMicrobiologyWK2017WKhcWK 4.8 30

701 qnticancerKdrugKdiscoveryKthroughKgenomeXscaleKmetabolicKmodelingYKCurrentVOpinionVinVSystemsV
BiologyWK2017WKdWKaXh 3.2 9

700 —etabolicKengineeringKofKyeastKforKfermentativeKproductionKofKflavonoidsYKBioresourceVTechnologyWK
2017WKbdeWKafdeXafed 11 90
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699 –eucineKriosynthesisKysKynvolvedKinKβegulatingKxighK–ipidKqccumulationKinYKMBioWK2017WKhWK 7.8 29

698 ruildingKaKbioXbasedKindustryKinKtheK—iddleKuastKthroughKharnessingKtheKpotentialKofKtheKβedKSeaK
biodiversityYKAppliedVMicrobiologyVandVBiotechnologyWK2017WKa_aWKdhcgXdhea 5.7 9

697 —etabolicKengineeringKofKSaccharomycesKcerevisiaeKforKproductionKofKgermacreneKqWKaKprecursorKofK
betaXelemeneYKJournalVofVIndustrialVMicrobiologyVandVBiotechnologyWK2017WKddWKa_feXa_gb 4.2 22

696 —etabolicKengineeringKofKSaccharomycesKcerevisiaeKforKproductionKofKveryKlongKchainKfattyK
acidXderivedKchemicalsYKNatureVCommunicationsWK2017WKhWKaeehg 17.4 53

695 wlobalKanalysisKofKbiosyntheticKgeneKclustersKrevealsKvastKpotentialKofKsecondaryKmetaboliteK
productionKinK∆enicilliumKspeciesYKNatureVMicrobiologyWK2017WKbWKag_dd 26.6 136

694 qcceleratingKtheKtrugKtevelopmentK∆ipelineKwithKwenomeXScaleK—etabolicK etworkK
βeconstructionsK2017WKaciXafb 3

693 yntegrativeKqnalysisKofK°micsKtataK2017WKaXbd 3

692 acsKvluxKqnalysisKinKriotechnologyKandK—edicineK2017WKbeXg_ 3

691 —etabolicK—odelingKforKtesignKofKsellKvactoriesK2017WKgaXa_g 1

690 wenomeXScaleK—etabolicK—odelingKandKynKsilicoKStrainKtesignKofKuscherichiaKcoliK2017WKa_iXacg 2

689 TowardKwenomeXScaleK—odelsKofKSignalKTransductionK etworksK2017WKbaeXbdb 6

688 qbsoluteKαuantificationKofK∆roteinKandKmβ qKqbundancesKtemonstrateKVariabilityKinK
weneXSpecificKTranslationKufficiencyKinKYeastYKCellVSystemsWK2017WKdWKdieXe_dYee 10.6 106

687 ynKsilicoKanalysisKofKhumanKmetabolismjKβeconstructionWKcontextualizationKandKapplicationKofK
genomeXscaleKmodelsYKCurrentVOpinionVinVSystemsVBiologyWK2017WKbWKbiXch 3.2 15

686 SystemsKriologyKofK—etabolismYKAnnualVReviewVofVBiochemistryWK2017WKhfWKbdeXbge 29.1 105

685 TranscriptionalKreprogrammingKinKyeastKusingKdsasiKandKcombinatorialKgβ qKstrategiesYKMicrobialV
CellVFactoriesWK2017WKafWKdf 6.4 75

684 tynamicKregulationKofKfattyKacidKpoolsKforKimprovedKproductionKofKfattyKalcoholsKinKSaccharomycesK
cerevisiaeYKMicrobialVCellVFactoriesWK2017WKafWKde 6.4 28

683 somputationalK—odelingKofK—icrobialKsommunitiesK2017WKafcXahi 4

682 trugKTargetingKofKtheKxumanK—icrobiomeK2017WKaiaXbad

(2017-2017)
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681 ufficientKproteinKproductionKbyKyeastKrequiresKglobalKtuningKofKmetabolismYKNatureVCommunications
WK2017WKhWKaaca 17.4 45

680 somparisonKofKtheKmetabolicKresponseKtoKoverXproductionKofKpXcoumaricKacidKinKtwoKyeastKstrainsYK
MetabolicVEngineeringWK2017WKddWKbfeXbgb 9.7 33

679 TheKympactKofKSystemsKriologyKonKrioprocessingYKTrendsVinVBiotechnologyWK2017WKceWKaaefXaafh 15.1 50

678 rioproductionKofKvuelsjKqnKyntroductionK2017WKcXbe

677  etworkKanalysesKidentifyKliverXspecificKtargetsKforKtreatingKliverKdiseasesYKMolecularVSystemsV
BiologyWK2017WKacWKich 12.2 71

676 ungineeringKβobustnessKofK—icrobialKsellKvactoriesYKBiotechnologyVJournalWK2017WKabWKag___ad 5.6 52

675 unablingKtheKsynthesisKofKmediumKchainKalkanesKandKaXalkenesKinKyeastYKMetabolicVEngineeringWK2017
WKddWKhaXhh 9.7 45

674 uxploitingKoffXtargetingKinKguideXβ qsKforKsβyS∆βKsystemsKforKsimultaneousKeditingKofKmultipleK
genesYKFEBSVLettersWK2017WKeiaWKcbhhXcbie 3.8 9

673 xumanKproteinKsecretoryKpathwayKgenesKareKexpressedKinKaKtissueXspecificKpatternKtoKmatchK
processingKdemandsKofKtheKsecretomeYKNpjVSystemsVBiologyVandVApplicationsWK2017WKcWKbb 5 18

672 ymprovingKtheKeconomicsKofK qSxZ qv–tKtreatmentKthroughKtheKuseKofKsystemsKbiologyYKDrugV
DiscoveryVTodayWK2017WKbbWKaecbXaech 8.8 16

671 SelectionKofKcomplementaryKfoodsKbasedKonKoptimalKnutritionalKvaluesYKScientificVReportsWK2017WKgWKedac 4.9 9

670 ymprovingKtheKphenotypeKpredictionsKofKaKyeastKgenomeXscaleKmetabolicKmodelKbyKincorporatingK
enzymaticKconstraintsYKMolecularVSystemsVBiologyWK2017WKacWKice 12.2 193

669 uliminationKofKtheKlastKreactionsKinKergosterolKbiosynthesisKaltersKtheKresistanceKofKSaccharomycesK
cerevisiaeKtoKmultipleKstressesYKFEMSVYeastVResearchWK2017WKagWK 3.1 20

668 wenomeXscaleKmetabolicKmodelsKappliedKtoKhumanKhealthKandKdiseaseYKWileyVInterdisciplinaryV
ReviewsxVSystemsVBiologyVandVMedicineWK2017WKiWKeacic 6.6 26

667 qnalysisKofKtheKViableK—icrobiotaKandKxelicobacterKpyloriKTranscriptomeKinKwastricKynfectionKandK
uarlyKStagesKofKsarcinogenesisYKInfectionVandVImmunityWK2017WKheWK 3.7 40

666 —etabolismjKruiltKonKstableKcatalystsYKNatureVMicrobiologyWK2017WKbWKag_he 26.6 0

665 vunctionalKscreeningKofKaldehydeKdecarbonylasesKforKlongXchainKalkaneKproductionKbyK
SaccharomycesKcerevisiaeYKMicrobialVCellVFactoriesWK2017WKafWKgd 6.4 20

664 TypeKbKdiabetesKandKobesityKinduceKsimilarKtranscriptionalKreprogrammingKinKhumanKmyocytesYK
GenomeVMedicineWK2017WKiWKdg 14.4 23
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663 ∆redictingKgrowthKofKtheKhealthyKinfantKusingKaKgenomeKscaleKmetabolicKmodelYKNpjVSystemsVBiologyV
andVApplicationsWK2017WKcWKc 5 18

662 uvolutionaryKengineeringKrevealsKdivergentKpathsKwhenKyeastKisKadaptedKtoKdifferentKacidicK
environmentsYKMetabolicVEngineeringWK2017WKciWKaiXbh 9.7 54

661 ustablishingKveryKlongXchainKfattyKalcoholKandKwaxKesterKbiosynthesisKinKSaccharomycesKcerevisiaeYK
BiotechnologyVandVBioengineeringWK2017WKaadWKa_beXa_ce 4.9 33

660 wenomeKscaleKmetabolicKmodelingKofKcancerYKMetabolicVEngineeringWK2017WKdcWKa_cXaab 9.7 51

659 qffibodyKScaffoldsKymproveKSesquiterpeneK∆roductionKinKSaccharomycesKcerevisiaeYKACSVSyntheticV
BiologyWK2017WKfWKaiXbh 5.7 43

658 riobasedKproductionKofKalkanesKandKalkenesKthroughKmetabolicKengineeringKofKmicroorganismsYK
JournalVofVIndustrialVMicrobiologyVandVBiotechnologyWK2017WKddWKfacXfbb 4.2 51

657 —etabolicK—odelsKofK∆roteinKqllocationKsallKforKtheK’inetomeYKCellVSystemsWK2017WKeWKechXeda 10.6 43

656 ungineeringKyeastKmetabolismKforKproductionKofKterpenoidsKforKuseKasKperfumeKingredientsWK
pharmaceuticalsKandKbiofuelsYKFEMSVYeastVResearchWK2017WKagWK 3.1 57

655 ∆hysiologicalKcharacterizationKofKsecondaryKmetaboliteKproducingKcellKfactoriesYKFungalVBiologyVandV
BiotechnologyWK2017WKdWKh 7.5 19

654  ewKshallengesKtoKStudyKxeterogeneityKinKsancerKβedoxK—etabolismYKFrontiersVinVCellVandV
DevelopmentalVBiologyWK2017WKeWKfe 5.7 38

653 ymprovedKquantificationKofKfarneseneKduringKmicrobialKproductionKfromKSaccharomycesKcerevisiaeK
inKtwoXliquidXphaseKfermentationsYKTalantaWK2016WKadfWKa__Xf 6.2 17

652 qdaptiveKuvolutionKofK∆hosphorusK—etabolismKinYKMSystemsWK2016WKaWK 7.6 13

651 βespiratoryKmetabolismKandKcalorieKrestrictionKrelieveKpersistentKendoplasmicKreticulumKstressK
inducedKbyKcalciumKshortageKinKyeastYKScientificVReportsWK2016WKfWKbgidb 4.9 7

650 vunctionalKexpressionKandKevaluationKofKheterologousKphosphoketolasesKinKSaccharomycesK
cerevisiaeYKAMBVExpressWK2016WKfWKaae 4.1 24

649 ungineeringKyeastKforKhighXlevelKproductionKofKstilbenoidKantioxidantsYKScientificVReportsWK2016WKfWKcfhbg 4.9 92

648 ∆enicilliumKarizonenseWKaKnewWKgenomeKsequencedKfungalKspeciesWKrevealsKaKhighKchemicalKdiversityK
inKsecretedKmetabolitesYKScientificVReportsWK2016WKfWKceaab 4.9 26

647 βegulationKofKaminoXacidKmetabolismKcontrolsKfluxKtoKlipidKaccumulationKinYKNpjVSystemsVBiologyVandV
ApplicationsWK2016WKbWKaf__e 5 106

646 xarnessingKYeastK∆eroxisomesKforKriosynthesisKofKvattyXqcidXterivedKriofuelsKandKshemicalsKwithK
βelievedKSideX∆athwayKsompetitionYKJournalVofVtheVAmericanVChemicalVSocietyWK2016WKachWKaecfhXaecgg 16.4 113

(2016-2017)
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645 vluxKcontrolKthroughKproteinKphosphorylationKinKyeastYKFEMSVYeastVResearchWK2016WKafWK 3.1 16

644 ∆roductionKofKfattyKacidXderivedKoleochemicalsKandKbiofuelsKbyKsyntheticKyeastKcellKfactoriesYKNatureV
CommunicationsWK2016WKgWKaag_i 17.4 220

643 xumanKgutKmicrobiotaKandKhealthyKagingjKβecentKdevelopmentsKandKfutureKprospectiveYKNutritionV
andVHealthyVAgingWK2016WKdWKcXaf 1.3 97

642 ThermotolerantKyeastsKselectedKbyKadaptiveKevolutionKexpressKheatKstressKresponseKatKc_K´°sYK
ScientificVReportsWK2016WKfWKbg__c 4.9 33

641 —etabolicKTradeXoffsKinKYeastKareKsausedKbyKvav_XqT∆KsynthaseYKScientificVReportsWK2016WKfWKbbbfd 4.9 79

640 wenomeXscaleKmetabolicKmodelKofK∆ichiaKpastorisKwithKnativeKandKhumanizedKglycosylationKofK
recombinantKproteinsYKBiotechnologyVandVBioengineeringWK2016WKaacWKifaXi 4.9 35

639 qdaptationKtoKdifferentKtypesKofKstressKconvergeKonKmitochondrialKmetabolismYKMolecularVBiologyV
ofVtheVCellWK2016WKbgWKbe_eXad 3.5 47

638 yntegratedK etworkKqnalysisKβevealsKanKqssociationKbetweenK∆lasmaK—annoseK–evelsKandKynsulinK
βesistanceYKCellVMetabolismWK2016WKbdWKagbXhd 24.6 105

637 ungineeringKofKsyntheticWKstressXresponsiveKyeastKpromotersYKNucleicVAcidsVResearchWK2016WKddWKeacf 20.1 76

636 wlycosaminoglycanK∆rofilingKinK∆atientsRK∆lasmaKandKUrineK∆redictsKtheK°ccurrenceKofK—etastaticK
slearKsellKβenalKsellKsarcinomaYKCellVReportsWK2016WKaeWKahbbXcf 10.6 34

635 ymprovingKtheKfluxKdistributionsKsimulatedKwithKgenomeXscaleKmetabolicKmodelsKofYKMetabolicV
EngineeringVCommunicationsWK2016WKcWKaecXafc 6.5 32

634 yndustrialKsystemsKbiologyKandKitsKimpactKonKsyntheticKbiologyKofKyeastKcellKfactoriesYKBiotechnologyV
andVBioengineeringWK2016WKaacWKaafdXg_ 4.9 30

633 vluxKsontrolKatKtheK—alonylXsoqK odeKthroughKxierarchicalKtynamicK∆athwayKβegulationKinK
SaccharomycesKcerevisiaeYKACSVSyntheticVBiologyWK2016WKeWKbbdXcc 5.7 89

632 ymprovedKproductionKofKfattyKacidsKbyKSaccharomycesKcerevisiaeKthroughKscreeningKaKct qKlibraryK
fromKtheKoleaginousKyeastKYarrowiaKlipolyticaYKFEMSVYeastVResearchWK2016WKafWKfova_h 3.1 17

631 ∆hysiologicalKandKtranscriptionalKcharacterizationKofKSaccharomycesKcerevisiaeKengineeredKforK
productionKofKfattyKacidKethylKestersYKFEMSVYeastVResearchWK2016WKafWKfova_e 3.1 9

630 ∆roductionKofKfarneseneKandKsantaleneKbyKSaccharomycesKcerevisiaeKusingKfedXbatchKcultivationsK
withKβαXcontrolledKfeedYKBiotechnologyVandVBioengineeringWK2016WKaacWKgbXha 4.9 81

629 VoluntaryKβunningKSuppressesKTumorKwrowthKthroughKupinephrineXKandKy–XfXtependentK ’KsellK
—obilizationKandKβedistributionYKCellVMetabolismWK2016WKbcWKeedXfb 24.6 405

628 ungineeringKsellularK—etabolismYKCellWK2016WKafdWKaaheXaaig 56.2 655
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627 riobasedKorganicKacidsKproductionKbyKmetabolicallyKengineeredKmicroorganismsYKCurrentVOpinionVinV
BiotechnologyWK2016WKcgWKafeXagb 11.4 105

626 xemeKmetabolismKinKstressKregulationKandKproteinKproductionjKvromKsinderellaKtoKaKkeyKplayerYK
BioengineeredWK2016WKgWKaabXe 5.7 7

625 rioproductionKofKvuelsjKqnKyntroductionK2016WKaXbc

624 ∆rognosticKValueKofK∆lasmaKandKUrineKwlycosaminoglycanKScoresKinKslearKsellKβenalKsellKsarcinomaYK
FrontiersVinVOncologyWK2016WKfWKbec 5.3 16

623 uasyslone—ultijKqKSetKofKVectorsKforKSimultaneousKandK—ultipleKwenomicKyntegrationsKinK
SaccharomycesKcerevisiaeYKPLoSVONEWK2016WKaaWKe_ae_cid 3.7 29

622 SixKTissueKTranscriptomicsKβevealsKSpecificKymmuneKSuppressionKinKSpleenKbyKtietaryK
∆olyunsaturatedKvattyKqcidsYKPLoSVONEWK2016WKaaWKe_aee_ii 3.7 13

621 wenomeXWideK—appingKofKrindingKSitesKβevealsK—ultipleKriologicalKvunctionsKofKtheKTranscriptionK
vactorKsstfpKinKSaccharomycesKcerevisiaeYKMBioWK2016WKgWK 7.8 17

620 TranscriptomicsKresourcesKofKhumanKtissuesKand´ organsYKMolecularVSystemsVBiologyWK2016WKabWKhfb 12.2 95

619
SystemsKbiologyKanalysisKofKhepatitisKsKvirusKinfectionKrevealsKtheKroleKofKcopyKnumberKincreasesKinK
regionsKofKchromosomeKaqKinKhepatocellularKcarcinomaKmetabolismYKMolecularVBioSystemsWK2016WK
abWKadifXe_f

19

618 tysregulatedKsignalingKhubsKofKliverKlipidKmetabolismKrevealKhepatocellularKcarcinomaK
pathogenesisYKNucleicVAcidsVResearchWK2016WKddWKeebiXci 20.1 30

617
ungineeringKandKsystemsXlevelKanalysisKofKSaccharomycesKcerevisiaeKforKproductionKofK
cXhydroxypropionicKacidKviaKmalonylXsoqKreductaseXdependentKpathwayYKMicrobialVCellVFactoriesWK
2016WKaeWKec

6.4 64

616 TheKimpactKofKrespirationKandKoxidativeKstressKresponseKonKrecombinantK˛–XamylaseKproductionKbyYK
MetabolicVEngineeringVCommunicationsWK2016WKcWKb_eXba_ 6.5 15

615 SystematicKqnalysisKβevealsKthatKsancerK—utationsKsonvergeKonKteregulatedK—etabolismKofK
qrachidonateKandKXenobioticsYKCellVReportsWK2016WKafWKhghXie 10.6 20

614 yntegrativeKanalysisKofKhumanKomicsKdataKusingKbiomolecularKnetworksYKMolecularVBioSystemsWK2016WK
abWKbiecXfd 26

613 ynKsearchKforKsymmetriesKinKtheKmetabolismKofKcancerYKWileyVInterdisciplinaryVReviewsxVSystemsV
BiologyVandVMedicineWK2016WKhWKbcXce 6.6 5

612 ∆roteomicsYKTissueXbasedKmapKofKtheKhumanKproteomeYKScienceWK2015WKcdgWKabf_dai 33.3 6576

611 ympactKofKsyntheticKbiologyKandKmetabolicKengineeringKonKindustrialKproductionKofKfineKchemicalsYK
BiotechnologyVAdvancesWK2015WKccWKacieXd_b 17.8 153

610 αuantifyingKtietXynducedK—etabolicKshangesKofKtheKxumanKwutK—icrobiomeYKCellVMetabolismWK2015WK
bbWKcb_Xca 24.6 275

(2015-2016)
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609 βouxXenXYKwastricKrypassKandKVerticalKrandedKwastroplastyKynduceK–ongXTermKshangesKonKtheK
xumanKwutK—icrobiomeKsontributingKtoKvatK—assKβegulationYKCellVMetabolismWK2015WKbbWKbbhXch 24.6 489

608 uditorialYKJournalVofVIndustrialVMicrobiologyVandVBiotechnologyWK2015WKdbWKcaeXf 4.2 0

607 —etabolicK eedsKandKsapabilitiesKofKToxoplasmaKgondiiKthroughKsombinedKsomputationalKandK
uxperimentalKqnalysisYKPLoSVComputationalVBiologyWK2015WKaaWKea__dbfa 5 71

606 –ogicalKtransformationKofKgenomeXscaleKmetabolicKmodelsKforKgeneKlevelKapplicationsKandKanalysisYK
BioinformaticsWK2015WKcaWKbcbdXca 7.2 28

605 —olecularKmechanismKofKflocculationKselfXrecognitionKinKyeastKandKitsKroleKinKmatingKandKsurvivalYK
MBioWK2015WKfWK 7.8 42

604 ∆roteomeXKandKtranscriptomeXdrivenKreconstructionKofKtheKhumanKmyocyteKmetabolicKnetworkKandK
itsKuseKforKidentificationKofKmarkersKforKdiabetesYKCellVReportsWK2015WKaaWKibaXicc 10.6 81

603 qchaKisKinvolvedKinKshuttlingKmitochondrialKacetylKunitsKforKcytosolicKsbKprovisionKinKSaccharomycesK
cerevisiaeKlackingKpyruvateKdecarboxylaseYKFEMSVYeastVResearchWK2015WKaeWK 3.1 19

602 sontrollabilityKanalysisKofKtranscriptionalKregulatoryKnetworksKrevealsKcircularKcontrolKpatternsK
amongKtranscriptionKfactorsYKIntegrativeVBiologyVfUnitedVKingdomgWK2015WKgWKef_Xh 3.7 15

601 unhancedKaminoKacidKutilizationKsustainsKgrowthKofKcellsKlackingKSnfaZq—∆’YKBiochimicaVEtV
BiophysicaVActaVkVMolecularVCellVResearchWK2015WKahecWKafaeXbe 4.9 21

600 wlucoseKrepressionKinKSaccharomycesKcerevisiaeYKFEMSVYeastVResearchWK2015WKaeWK 3.1 134

599 ∆roductionKofKcXhydroxypropionicKacidKfromKglucoseKandKxyloseKbyKmetabolicallyKengineeredYK
MetabolicVEngineeringVCommunicationsWK2015WKbWKacbXacf 6.5 44

598 vindingKdirectionalityKandKgeneXdiseaseKpredictionsKinKdiseaseKassociationsYKBMCVSystemsVBiologyWK
2015WKiWKce 3.5 7

597
—icrofluidicKscreeningKandKwholeXgenomeKsequencingKidentifiesKmutationsKassociatedKwithK
improvedKproteinKsecretionKbyKyeastYKProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedV
StatesVofVAmericaWK2015WKaabWKudfhiXif

11.5 99

596 TheKhumanKcardiacKandKskeletalKmuscleKproteomesKdefinedKbyKtranscriptomicsKandKantibodyXbasedK
profilingYKBMCVGenomicsWK2015WKafWKdge 4.5 41

595 —inimumKynformationKaboutKaKriosyntheticKweneKclusterYKNatureVChemicalVBiologyWK2015WKaaWKfbeXca 11.7 498

594 ThermotolerantKYeastKStrainsKqdaptedKbyK–aboratoryKuvolutionKShowKTradeX°ffKatKqncestralK
TemperaturesKandK∆readaptationKtoK°therKStressesYKMBioWK2015WKfWKe__dca 7.8 70

593 teKnovoKproductionKofKresveratrolKfromKglucoseKorKethanolKbyKengineeredKSaccharomycesK
cerevisiaeYKMetabolicVEngineeringWK2015WKcbWKaXaa 9.7 184

592 —odularKpathwayKrewiringKofKSaccharomycesKcerevisiaeKenablesKhighXlevelKproductionKofK
–XornithineYKNatureVCommunicationsWK2015WKfWKhbbd 17.4 72
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591 ymprovingKheterologousKproteinKsecretionKatKaerobicKconditionsKbyKactivatingKhypoxiaXinducedK
genesKinKSaccharomycesKcerevisiaeYKFEMSVYeastVResearchWK2015WKaeWK 3.1 7

590 ry°u wy uuβy wYKYeastKcellKfactoriesKonKtheKhorizonYKScienceWK2015WKcdiWKa_e_Xa 33.3 41

589 qdvancingKmetabolicKengineeringKthroughKsystemsKbiologyKofKindustrialKmicroorganismsYKCurrentV
OpinionVinVBiotechnologyWK2015WKcfWKhXae 11.4 77

588 ustablishmentKofKaKyeastKplatformKstrainKforKproductionKofKpXcoumaricKacidKthroughKmetabolicK
engineeringKofKaromaticKaminoKacidKbiosynthesisYKMetabolicVEngineeringWK2015WKcaWKahaXh 9.7 151

587
uxpandedKmetaboliteKcoverageKofKSaccharomycesKcerevisiaeKextract´ throughKimprovedK
chloroformZmethanolKextractionKand´ tertXbutyldimethylsilylKderivatizationYKAnalyticalVChemistryV
ResearchWK2015WKfWKiXaf

11

586 weneticKandKnutrientKmodulationKofKacetylXsoqKlevelsKinKSynechocystisKforKnXbutanolKproductionYK
MicrobialVCellVFactoriesWK2015WKadWKafg 6.4 76

585 ustablishingKaKsyntheticKpathwayKforKhighXlevelKproductionKofKcXhydroxypropionicKacidKinK
SaccharomycesKcerevisiaeKviaK˛†XalanineYKMetabolicVEngineeringWK2015WKbgWKegXfd 9.7 136

584 —icrobialKacetylXsoqKmetabolismKandKmetabolicKengineeringYKMetabolicVEngineeringWK2015WKbhWKbhXdb 9.7 174

583 qpplicationsKofKcomputationalKmodelingKinKmetabolicKengineeringKofKyeastYKFEMSVYeastVResearchWK
2015WKaeWKaXac 3.1 19

582 uxtensiveKweightKlossKrevealsKdistinctKgeneKexpressionKchangesKinKhumanKsubcutaneousKandKvisceralK
adiposeKtissueYKScientificVReportsWK2015WKeWKadhda 4.9 48

581 toKgenomeXscaleKmodelsKneedKexactKsolversKorKclearerKstandardsoYKMolecularVSystemsVBiologyWK2015WK
aaWKhca 12.2 41

580 TheKgutKmicrobiotaKmodulatesKhostKaminoKacidKandKglutathioneKmetabolismKinKmiceYKMolecularV
SystemsVBiologyWK2015WKaaWKhcd 12.2 199

579 xumanKmetabolicKatlasjKanKonlineKresourceKforKhumanKmetabolismYKDatabasexVtheVJournalVofV
BiologicalVDatabasesVandVCurationWK2015WKb_aeWKbav_fh 5 54

578 ungineeringKtheKoxygenKsensingKregulationKresultsKinKanKenhancedKrecombinantKhumanKhemoglobinK
productionKbyKSaccharomycesKcerevisiaeYKBiotechnologyVandVBioengineeringWK2015WKaabWKahaXh 4.9 20

577 –ongXchainKalkaneKproductionKbyKtheKyeastKSaccharomycesKcerevisiaeYKBiotechnologyVandV
BioengineeringWK2015WKaabWKabgeXi 4.9 84

576 —odifyingKYeastKToleranceKtoKynhibitoryKsonditionsKofKuthanolK∆roductionK∆rocessesYKFrontiersVinV
BioengineeringVandVBiotechnologyWK2015WKcWKahd 5.8 69

575 vromKnextXgenerationKsequencingKtoKsystematicKmodelingKofKtheKgutKmicrobiomeYKFrontiersVinV
GeneticsWK2015WKfWKbai 4.5 72

574 qdaptiveKmutationsKinKsugarKmetabolismKrestoreKgrowthKonKglucoseKinKaKpyruvateKdecarboxylaseK
negativeKyeastKstrainYKMicrobialVCellVFactoriesWK2015WKadWKaaf 6.4 11

(2015-2015)

21



573 sancerK—etabolismjKqK—odelingK∆erspectiveYKFrontiersVinVPhysiologyWK2015WKfWKchb 4.6 39

572 vunctionalKpyruvateKformateKlyaseKpathwayKexpressedKwithKtwoKdifferentKelectronKdonorsKinK
SaccharomycesKcerevisiaeKatKaerobicKgrowthYKFEMSVYeastVResearchWK2015WKaeWKfov_bd 3.1 14

571 vluxKbalanceKanalysisKpredictsKessentialKgenesKinKclearKcellKrenalKcellKcarcinomaKmetabolismYK
ScientificVReportsWK2015WKeWKa_gch 4.9 59

570 wenomeKscaleKmodelsKofKyeastjKtowardsKstandardizedKevaluationKandKconsistentKomicKintegrationYK
IntegrativeVBiologyVfUnitedVKingdomgWK2015WKgWKhdfXeh 3.7 57

569  ewKinsightKintoKtheKgutKmicrobiomeKthroughKmetagenomicsYKAdvancesVinVGenomicsVandVGeneticsWK
2015WKgg 7

568 StratificationKofKxepatocellularKsarcinomaK∆atientsKrasedKonKqcetateKUtilizationYKCellVReportsWK2015WK
acWKb_adXbf 10.6 92

567
—etabolicKpathwayKengineeringKforKfattyKacidKethylKesterKproductionKinKSaccharomycesKcerevisiaeK
usingKstableKchromosomalKintegrationYKJournalVofVIndustrialVMicrobiologyVandVBiotechnologyWK2015WK
dbWKdggXhf

4.2 31

566 ∆roductionKofKnaturalKproductsKthroughKmetabolicKengineeringKofKSaccharomycesKcerevisiaeYK
CurrentVOpinionVinVBiotechnologyWK2015WKceWKgXae 11.4 132

565 —etabolicKengineeringKstrategiesKforKmicrobialKsynthesisKofKoleochemicalsYKMetabolicVEngineeringWK
2015WKbiWKaXaa 9.7 133

564 ydentifyingKantiXgrowthKfactorsKforKhumanKcancerKcellKlinesKthroughKgenomeXscaleKmetabolicK
modelingYKScientificVReportsWK2015WKeWKhahc 4.9 48

563  ewKparadigmsKforKmetabolicKmodelingKofKhumanKcellsYKCurrentVOpinionVinVBiotechnologyWK2015WKcdWKiaXg 11.4 60

562 unablingKtechnologiesKtoKadvanceKmicrobialKisoprenoidKproductionYKAdvancesVinVBiochemicalV
EngineeringmBiotechnologyWK2015WKadhWKadcXf_ 1.7 9

561 wenomeKscaleKmetabolicKmodelingKofKtheKriboflavinKoverproducerKqshbyaKgossypiiYKBiotechnologyV
andVBioengineeringWK2014WKaaaWKaaiaXi 4.9 29

560 qdvancesKinKmetabolicKengineeringKofKyeastKSaccharomycesKcerevisiaeKforKproductionKofKchemicalsYK
BiotechnologyVJournalWK2014WKiWKf_iXb_ 5.6 171

559 uasyslonejKmethodKforKiterativeKchromosomalKintegrationKofKmultipleKgenesKinKSaccharomycesK
cerevisiaeYKFEMSVYeastVResearchWK2014WKadWKbchXdh 3.1 171

558
wcndpKandKtheKsrabtreeKeffectKofKyeastjKdrawingKtheKcausalKmodelKofKtheKsrabtreeKeffectKinK
SaccharomycesKcerevisiaeKandKexplainingKevolutionaryKtradeXoffsKofKadaptationKtoKgalactoseK
throughKsystemsKbiologyYKFEMSVYeastVResearchWK2014WKadWKfedXfb

3.1 11

557 ungineeringKsynergyKinKbiotechnologyYKNatureVChemicalVBiologyWK2014WKa_WKcaiXbb 11.7 126

556 ungineeringKofKchromosomalKwaxKesterKsynthaseKintegratedKSaccharomycesKcerevisiaeKmutantsKforK
improvedKbiosynthesisKofKfattyKacidKethylKestersYKBiotechnologyVandVBioengineeringWK2014WKaaaWKagd_Xg 4.9 63
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555 ’ineticKmodelsKinKindustrialKbiotechnologyKXKymprovingKcellKfactoryKperformanceYKMetabolicV
EngineeringWK2014WKbdWKchXf_ 9.7 183

554 —anagementKofKtheKendoplasmicKreticulumKstressKbyKactivationKofKtheKheatKshockKresponseKinKyeastYK
FEMSVYeastVResearchWK2014WKadWKdhaXid 3.1 24

553 wenomeXscaleKmetabolicKmodellingKofKhepatocytesKrevealsKserineKdeficiencyKinKpatientsKwithK
nonXalcoholicKfattyKliverKdiseaseYKNatureVCommunicationsWK2014WKeWKc_hc 17.4 320

552 xighXthroughputKscreeningKforKindustrialKenzymeKproductionKhostsKbyKdropletKmicrofluidicsYKLabVonV
AVChipWK2014WKadWKh_fXac 7.2 158

551 ralancedKglobinKproteinKexpressionKandKhemeKbiosynthesisKimproveKproductionKofKhumanK
hemoglobinKinKSaccharomycesKcerevisiaeYKMetabolicVEngineeringWK2014WKbaWKiXaf 9.7 44

550 qnalysisKofKtheKhumanKtissueXspecificKexpressionKbyKgenomeXwideKintegrationKofKtranscriptomicsK
andKantibodyXbasedKproteomicsYKMolecularVandVCellularVProteomicsWK2014WKacWKcigXd_f 7.6 1730

549 TheKhumanKliverXspecificKproteomeKdefinedKbyKtranscriptomicsKandKantibodyXbasedKprofilingYKFASEBV
JournalWK2014WKbhWKbi_aXad 0.9 58

548 riopharmaceuticalKproteinKproductionKbySaccharomycesKcerevisiaejKcurrentKstateKandKfutureK
prospectsYKPharmaceuticalVBioprocessingWK2014WKbWKafgXahb 27

547 ydentificationKofKanticancerKdrugsKforKhepatocellularKcarcinomaKthroughKpersonalizedKgenomeXscaleK
metabolicKmodelingYKMolecularVSystemsVBiologyWK2014WKa_WKgba 12.2 223

546 qKdedicatedKdatabaseKsystemKforKhandlingKmultiXlevelKdataKinKsystemsKbiologyYKSourceVCodeVforV
BiologyVandVMedicineWK2014WKiWKag 1.9 2

545 riofuelsYKqlteredKsterolKcompositionKrendersKyeastKthermotolerantYKScienceWK2014WKcdfWKgeXh 33.3 279

544 ympactKofKproteinKuptakeKandKdegradationKonKrecombinantKproteinKsecretionKinKyeastYKAppliedV
MicrobiologyVandVBiotechnologyWK2014WKihWKgadiXei 5.7 16

543 rridgingKtheKgapsKinKsystemsKbiologyYKMolecularVGeneticsVandVGenomicsWK2014WKbhiWKgbgXcd 3.1 31

542 ymprovedKproductionKofKaKheterologousKamylaseKinKSaccharomycesKcerevisiaeKbyKinverseKmetabolicK
engineeringYKAppliedVandVEnvironmentalVMicrobiologyWK2014WKh_WKeedbXe_ 4.8 20

541 TheKfutureKofKgenomeXscaleKmodelingKofKyeastKthroughKintegrationKofKaKtranscriptionalKregulatoryK
networkYKQuantitativeVBiologyWK2014WKbWKc_Xdf 3.9 7

540 wenomeXscaleKmetabolicKreconstructionsKofKrifidobacteriumKadolescentisK–bXcbKandK
vaecalibacteriumKprausnitziiKqbXafeKandKtheirKinteractionYKBMCVSystemsVBiologyWK2014WKhWKda 3.5 64

539 tefiningKtheKhumanKadiposeKtissueKproteomeKtoKrevealKmetabolicKalterationsKinKobesityYKJournalVofV
ProteomeVResearchWK2014WKacWKea_fXai 5.6 49

538 ymprovingKproductionKofKmalonylKcoenzymeKqXderivedKmetabolitesKbyKabolishingKSnfaXdependentK
regulationKofKqccaYKMBioWK2014WKeWKe_aac_Xad 7.8 152

(2014-2014)
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537
—etabolicKengineeringKofKSaccharomycesKcerevisiaeKforKproductionKofKfattyKacidKethylKestersWKanK
advancedKbiofuelWKbyKeliminatingKnonXessentialKfattyKacidKutilizationKpathwaysYKAppliedVEnergyWK2014WK
aaeWKbbfXbcb

10.7 92

536 ulucidatingKtheKinteractionsKbetweenKtheKhumanKgutKmicrobiotaKandKitsKhostKthroughKmetabolicK
modelingYKFrontiersVinVGeneticsWK2014WKeWKhf 4.5 63

535 vattyKqcidXterivedKriofuelsKandKshemicalsK∆roductionKinKSaccharomycesKcerevisiaeYKFrontiersVinV
BioengineeringVandVBiotechnologyWK2014WKbWKcb 5.8 58

534 weneticKungineeringKToolsKforKSaccharomycesKcerevisiaeK2014WKbhgXc_a 0

533 SuccinateKdehydrogenaseKinhibitionKleadsKtoKepithelialXmesenchymalKtransitionKandKreprogrammedK
carbonKmetabolismYKCancerVdVMetabolismWK2014WKbWKba 5.4 97

532 tefiningKtheKhumanKgallbladderKproteomeKbyKtranscriptomicsKandKaffinityKproteomicsYKProteomicsWK
2014WKadWKbdihXe_g 4.8 17

531
shromosomeKcpKlossKofKheterozygosityKisKassociatedKwithKaKuniqueKmetabolicKnetworkKinKclearKcellK
renalKcarcinomaYKProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaWK
2014WKaaaWKuhffXge

11.5 96

530 —etagenomicKdataKutilizationKandKanalysisKS—utUSqTKandKconstructionKofKaKglobalKgutKmicrobialK
geneKcatalogueYKPLoSVComputationalVBiologyWK2014WKa_WKea__cg_f 5 40

529 wenomeXScaleK—etabolicK—odelsjKqK–inkKbetweenKrioinformaticsKandKSystemsKriologyK2014WKafeXagc

528 SyntheticKbiologyKforKengineeringKacetylKcoenzymeKqKmetabolismKinKyeastYKMBioWK2014WKeWKe_baec 7.8 61

527 uvolutionKrevealsKaKglutathioneXdependentKmechanismKofKcXhydroxypropionicKacidKtoleranceYK
MetabolicVEngineeringWK2014WKbfWKegXff 9.7 57

526 wenomeXscaleKanalysisKofKtheKhighXefficientKproteinKsecretionKsystemKofKqspergillusKoryzaeYKBMCV
SystemsVBiologyWK2014WKhWKgc 3.5 26

525 ’iwijKaKtoolKforKintegrationKandKvisualizationKofKnetworkKtopologyKandKgeneXsetKanalysisYKBMCV
BioinformaticsWK2014WKaeWKd_h 3.6 12

524 rio—etKToolboxKbY_jKgenomeXwideKanalysisKofKmetabolismKandKomicsKdataYKNucleicVAcidsVResearchWK
2014WKdbWKWageXha 20.1 31

523 tynamicK—etabolicKvootprintingKβevealsKtheK’eyKsomponentsKofK—etabolicK etworkKinKYeastK
SaccharomycesKcerevisiaeYKInternationalVJournalVofVGenomicsWK2014WKb_adWKhidbif 2.5 14

522
ymprovedKproductionKofKfattyKacidKethylKestersKinKSaccharomycesKcerevisiaeKthroughKupXregulationK
ofKtheKethanolKdegradationKpathwayKandKexpressionKofKtheKheterologousKphosphoketolaseK
pathwayYKMicrobialVCellVFactoriesWK2014WKacWKci

6.4 101

521 unhancedKethanolKproductionKandKreducedKglycerolKformationKinKfpsaâ��KmutantsKofKSaccharomycesK
cerevisiaeKengineeredKforKimprovedKredoxKbalancingYKAMBVExpressWK2014WKdWKhf 4.1 20

520 soupledKincrementalKprecursorKandKcoXfactorKsupplyKimprovesKcXhydroxypropionicKacidKproductionK
inKSaccharomycesKcerevisiaeYKMetabolicVEngineeringWK2014WKbbWKa_dXi 9.7 100
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519 ∆hysiologicalKcharacterizationKofKtheKhighKmalicKacidXproducingKqspergillusKoryzaeKstrainKba_caXfhYK
AppliedVMicrobiologyVandVBiotechnologyWK2014WKihWKceagXbg 5.7 41

518 SystemsKriologyjKtevelopmentsKandKqpplicationsK2014WKhcXif 2

517 SpecificKgrowthKrateKandKsubstrateKdependentKpolyhydroxybutyrateKproductionKinKSaccharomycesK
cerevisiaeYKAMBVExpressWK2013WKcWKah 4.1 13

516 ymprovedKpolyhydroxybutyrateKproductionKbyKSaccharomycesKcerevisiaeKthroughKtheKuseKofKtheK
phosphoketolaseKpathwayYKBiotechnologyVandVBioengineeringWK2013WKaa_WKbbafXbd 4.9 65

515 ymprovingKbiobutanolKproductionKinKengineeredKSaccharomycesKcerevisiaeKbyKmanipulationKofK
acetylXsoqKmetabolismYKJournalVofVIndustrialVMicrobiologyVandVBiotechnologyWK2013WKd_WKa_eaXf 4.2 81

514 vq T°—jKvunctionalKandKtaxonomicKanalysisKofKmetagenomesYKBMCVBioinformaticsWK2013WKadWKch 3.6 32

513 —appingKconditionXdependentKregulationKofKmetabolismKinKyeastKthroughKgenomeXscaleKmodelingYK
BMCVSystemsVBiologyWK2013WKgWKcf 3.5 86

512 —appingKglobalKeffectsKofKtheKantiXsigmaKfactorK—ucqKinK∆seudomonasKfluorescensKSrWbeKthroughK
genomeXscaleKmetabolicKmodelingYKBMCVSystemsVBiologyWK2013WKgWKai 3.5 25

511 qpplicationKofKwenomeXScaleK—etabolicK—odelsKinK—etabolicKungineeringYKIndustrialVBiotechnologyWK
2013WKiWKb_cXbad 1.3 21

510 vromKflavorsKandKpharmaceuticalsKtoKadvancedKbiofuelsjKproductionKofKisoprenoidsKinK
SaccharomycesKcerevisiaeYKBiotechnologyVJournalWK2013WKhWKadceXdd 5.6 69

509 qdvancesKinKmetabolicKpathwayKandKstrainKengineeringKpavingKtheKwayKforKsustainableKproductionK
ofKchemicalKbuildingKblocksYKCurrentVOpinionVinVBiotechnologyWK2013WKbdWKifeXgb 11.4 94

508 UnderstandingKtheKinteractionsKbetweenKbacteriaKinKtheKhumanKgutKthroughKmetabolicKmodelingYK
ScientificVReportsWK2013WKcWKbecb 4.9 165

507 TranscriptomeKsignaturesKinKxelicobacterKpyloriXinfectedKmucosaKidentifiesKacidicKmammalianK
chitinaseKlossKasKaKcorpusKatrophyKmarkerYKBMCVMedicalVGenomicsWK2013WKfWKda 3.7 32

506 yntegratedKanalysisWKtranscriptomeXlipidomeWKrevealsKtheKeffectsKofKy °XlevelKSy °bKandKy °dTKonK
lipidKmetabolismKinKyeastYKBMCVSystemsVBiologyWK2013WKgKSupplKcWKSg 3.5 16

505 qKuniversalKfixationKmethodKbasedKonKquaternaryKammoniumKsaltsKSβ qlaterTKforK
omicsXtechnologiesjKSaccharomycesKcerevisiaeKasKaKcaseKstudyYKBiotechnologyVLettersWK2013WKceWKhiaXi__ 3 16

504 uconomicKandKenvironmentalKimpactsKofKmicrobialKbiodieselYKNatureVBiotechnologyWK2013WKcaWKghiXic 44.5 70

503 qssessingKtheKhumanKgutKmicrobiotaKinKmetabolicKdiseasesYKDiabetesWK2013WKfbWKccdaXi 0.9 289

502 qnaerobicK˛–XamylaseKproductionKandKsecretionKwithKfumarateKasKtheKfinalKelectronKacceptorKinK
SaccharomycesKcerevisiaeYKAppliedVandVEnvironmentalVMicrobiologyWK2013WKgiWKbifbXg 4.8 20
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501 UsingKtranscriptomicsKtoKimproveKbutanolKtoleranceKofKSynechocystisKspYKstrainK∆ssKfh_cYKAppliedV
andVEnvironmentalVMicrobiologyWK2013WKgiWKgdaiXbg 4.8 73

500 qdaptivelyKevolvedKyeastKmutantsKonKgalactoseKshowKtradeXoffsKinKcarbonKutilizationKonKglucoseYK
MetabolicVEngineeringWK2013WKafWKghXhf 9.7 22

499 sorrelationKofKcellKgrowthKandKheterologousKproteinKproductionKbyKSaccharomycesKcerevisiaeYK
AppliedVMicrobiologyVandVBiotechnologyWK2013WKigWKhieeXfb 5.7 29

498 qKcommunityXdrivenKglobalKreconstructionKofKhumanKmetabolismYKNatureVBiotechnologyWK2013WKcaWKdaiXbe44.5 746

497 TowardKsystemsKmetabolicKengineeringKofKqspergillusKandK∆ichiaKspeciesKforKtheKproductionKofK
chemicalsKandKbiofuelsYKBiotechnologyVJournalWK2013WKhWKecdXdd 5.6 15

496 ustablishingKaKplatformKcellKfactoryKthroughKengineeringKofKyeastKacetylXsoqKmetabolismYKMetabolicV
EngineeringWK2013WKaeWKdhXed 9.7 211

495 —etabolicKengineeringKofKyeastKforKproductionKofKfuelsKandKchemicalsYKCurrentVOpinionVinV
BiotechnologyWK2013WKbdWKcihXd_d 11.4 231

494 qdvancedKbiofuelKproductionKbyKtheKyeastKSaccharomycesKcerevisiaeYKCurrentVOpinionVinVChemicalV
BiologyWK2013WKagWKdh_Xh 9.7 146

493 wenomeXscaleKmodelingKofKhumanKmetabolismKXKaKsystemsKbiologyKapproachYKBiotechnologyVJournalWK
2013WKhWKiheXif 5.6 86

492 αuantitativeKanalysisKofKglycerolKaccumulationWKglycolysisKandKgrowthKunderKhyperKosmoticKstressYK
PLoSVComputationalVBiologyWK2013WKiWKea__c_hd 5 67

491 wenomeXscaleKmodelingKenablesKmetabolicKengineeringKofKSaccharomycesKcerevisiaeKforKsuccinicK
acidKproductionYKJournalVofVIndustrialVMicrobiologyVandVBiotechnologyWK2013WKd_WKgceXdg 4.2 60

490 TheKroleKofKbiofuelsKinKtheKfutureKenergyKsupplyYKEnergyVandVEnvironmentalVScienceWK2013WKfWKa_gg 35.4 125

489 wutKmetagenomeKinKuuropeanKwomenKwithKnormalWKimpairedKandKdiabeticKglucoseKcontrolYKNatureWK
2013WKdihWKiiXa_c 50.4 1715

488 xeatKshockKresponseKimprovesKheterologousKproteinKsecretionKinKSaccharomycesKcerevisiaeYKAppliedV
MicrobiologyVandVBiotechnologyWK2013WKigWKceeiXfh 5.7 36

487 βapidKquantificationKofKyeastKlipidKusingKmicrowaveXassistedKtotalKlipidKextractionKandKx∆–sXsqtYK
AnalyticalVChemistryWK2013WKheWKdiabXi 7.8 102

486
qKmaternalKdietKofKfattyKfishKreducesKbodyKfatKofKoffspringKcomparedKwithKaKmaternalKdietKofKbeefK
andKaKpostXweaningKdietKofKfishKimprovesKinsulinKsensitivityKandKlipidKprofileKinKadultKsegr–ZfKmaleK
miceYKActaVPhysiologicaWK2013WKb_iWKbb_Xcd

5.6 15

485 TheKβqVu KtoolboxKandKitsKuseKforKgeneratingKaKgenomeXscaleKmetabolicKmodelKforK∆enicilliumK
chrysogenumYKPLoSVComputationalVBiologyWK2013WKiWKea__bih_ 5 286

484  ovelKinsightsKintoKobesityKandKdiabetesKthroughKgenomeXscaleKmetabolicKmodelingYKFrontiersVinV
PhysiologyWK2013WKdWKib 4.6 31

Jens B Nielsen

26



483 —appingKconditionXdependentKregulationKofKlipidKmetabolismKinKSaccharomycesKcerevisiaeYKGqxV
GenesjVGenomesjVGeneticsWK2013WKcWKaigiXie 3.2 13

482
qdiposeKtissueKrestingKenergyKexpenditureKandKexpressionKofKgenesKinvolvedKinKmitochondrialK
functionKareKhigherKinKwomenKthanKinKmenYKJournalVofVClinicalVEndocrinologyVandVMetabolismWK2013WK
ihWKucg_Xh

5.6 68

481 SystemsKbiologyKmethodsKandKdevelopmentsKofKfilamentousKfungiKinKrelationKtoKtheKproductionKofK
foodKingredientsK2013WKaiXda

480 yndustrialKsystemsKbiologyKofKSaccharomycesKcerevisiaeKenablesKnovelKsuccinicKacidKcellKfactoryYK
PLoSVONEWK2013WKhWKeedadd 3.7 125

479 unrichingKtheKgeneKsetKanalysisKofKgenomeXwideKdataKbyKincorporatingKdirectionalityKofKgeneK
expressionKandKcombiningKstatisticalKhypothesesKandKmethodsYKNucleicVAcidsVResearchWK2013WKdaWKdcghXia20.1 505

478 yntegrationKofKclinicalKdataKwithKaKgenomeXscaleKmetabolicKmodelKofKtheKhumanKadipocyteYK
MolecularVSystemsVBiologyWK2013WKiWKfdi 12.2 167

477 ynvestigationKofKmalicKacidKproductionKinKqspergillusKoryzaeKunderKnitrogenKstarvationKconditionsYK
AppliedVandVEnvironmentalVMicrobiologyWK2013WKgiWKf_e_Xh 4.8 53

476 ∆roductionKofKbiopharmaceuticalKproteinsKbyKyeastjKadvancesKthroughKmetabolicKengineeringYK
BioengineeredWK2013WKdWKb_gXaa 5.7 142

475 wenomeXscaleKmodelingKofKtheKproteinKsecretoryKmachineryKinKyeastYKPLoSVONEWK2013WKhWKefcbhd 3.7 57

474 uvolutionaryKengineeringKofKSaccharomycesKcerevisiaeKforKefficientKaerobicKxyloseKconsumptionYK
FEMSVYeastVResearchWK2012WKabWKehbXig 3.1 72

473 unhancingKtheKcopyKnumberKofKepisomalKplasmidsKinKSaccharomycesKcerevisiaeKforKimprovedKproteinK
productionYKFEMSVYeastVResearchWK2012WKabWKeihXf_g 3.1 57

472 —etabolicKengineeringKofKrecombinantKproteinKsecretionKbyKSaccharomycesKcerevisiaeYKFEMSVYeastV
ResearchWK2012WKabWKdiaXea_ 3.1 128

471 tynamicKacsXlabelingKexperimentsKproveKimportantKdifferencesKinKproteinKturnoverKrateKbetweenK
twoKSaccharomycesKcerevisiaeKstrainsYKFEMSVYeastVResearchWK2012WKabWKgdaXg 3.1 14

470 ungineeringKofKvesicleKtraffickingKimprovesKheterologousKproteinKsecretionKinKSaccharomycesK
cerevisiaeYKMetabolicVEngineeringWK2012WKadWKab_Xg 9.7 81

469 tynamicKcontrolKofKgeneKexpressionKinKSaccharomycesKcerevisiaeKengineeredKforKtheKproductionKofK
plantKsesquitepeneK˛–XsantaleneKinKaKfedXbatchKmodeYKMetabolicVEngineeringWK2012WKadWKiaXa_c 9.7 174

468 ymbalanceKofKheterologousKproteinKfoldingKandKdisulfideKbondKformationKratesKyieldsKrunawayK
oxidativeKstressYKBMCVBiologyWK2012WKa_WKaf 7.3 56

467 vunctionalKexpressionKandKcharacterizationKofKfiveKwaxKesterKsynthasesKinKSaccharomycesKcerevisiaeK
andKtheirKutilityKforKbiodieselKproductionYKBiotechnologyVforVBiofuelsWK2012WKeWKg 7.8 59

466 yndustrialKglucoamylaseKfedXbatchKbenefitsKfromKoxygenKlimitationKandKhighKosmolarityYK
BiotechnologyVandVBioengineeringWK2012WKa_iWKaafXbd 4.9 15
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465 ∆harmaceuticalKproteinKproductionKbyKyeastjKtowardsKproductionKofKhumanKbloodKproteinsKbyK
microbialKfermentationYKCurrentVOpinionVinVBiotechnologyWK2012WKbcWKifeXga 11.4 73

464 rridgingK°micsKTechnologiesKwithKSyntheticKriologyKinKYeastKyndustrialKriotechnologyK2012WKbgaXcbg 2

463 SymptomaticKatherosclerosisKisKassociatedKwithKanKalteredKgutKmetagenomeYKNatureV
CommunicationsWK2012WKcWKabde 17.4 666

462 qspergillijKsystemsKbiologyKandKindustrialKapplicationsYKBiotechnologyVJournalWK2012WKgWKaadgXee 5.6 30

461 —appingKtheKpolysaccharideKdegradationKpotentialKofKqspergillusKnigerYKBMCVGenomicsWK2012WKacWKcac 4.5 30

460 sombinedKmetabolicKengineeringKofKprecursorKandKcoXfactorKsupplyKtoKincreaseK˛–XsantaleneK
productionKbyKSaccharomycesKcerevisiaeYKMicrobialVCellVFactoriesWK2012WKaaWKaag 6.4 108

459 ScheffersomycesKstipitisjKaKcomparativeKsystemsKbiologyKstudyKwithKtheKsrabtreeKpositiveKyeastK
SaccharomycesKcerevisiaeYKMicrobialVCellVFactoriesWK2012WKaaWKacf 6.4 48

458
teKnovoKsequencingWKassemblyKandKanalysisKofKtheKgenomeKofKtheKlaboratoryKstrainKSaccharomycesK
cerevisiaeKsu Y∆’aacXgtWKaKmodelKforKmodernKindustrialKbiotechnologyYKMicrobialVCellVFactoriesWK
2012WKaaWKcf

6.4 183

457 wenomeXscaleKmetabolicKreconstructionsKofK∆ichiaKstipitisKandK∆ichiaKpastorisKandKinKsilicoK
evaluationKofKtheirKpotentialsYKBMCVSystemsVBiologyWK2012WKfWKbd 3.5 93

456 ungineeringKofKacetylXsoqKmetabolismKforKtheKimprovedKproductionKofKpolyhydroxybutyrateKinK
SaccharomycesKcerevisiaeYKAMBVExpressWK2012WKbWKeb 4.1 67

455 —etabolicKungineeringKofKysoprenoidK∆roductionjKβeconstructionKofK—ultistepKxeterologousK
∆athwaysKinKTractableKxostsK2012WKgcXhi 1

454 vifteenKyearsKofKlargeKscaleKmetabolicKmodelingKofKyeastjKdevelopmentsKandKimpactsYKBiotechnologyV
AdvancesWK2012WKc_WKigiXhh 17.8 97

453 SystemsKbiologyKofKyeastjKenablingKtechnologyKforKdevelopmentKofKcellKfactoriesKforKproductionKofK
advancedKbiofuelsYKCurrentVOpinionVinVBiotechnologyWK2012WKbcWKfbdXc_ 11.4 73

452 qnalysisKofKgutKmicrobialKregulationKofKhostKgeneKexpressionKalongKtheKlengthKofKtheKgutKandK
regulationKofKgutKmicrobialKecologyKthroughK—ythhYKGutWK2012WKfaWKaabdXca 19.2 261

451
∆hysiologicalKcharacterizationKofKrecombinantKSaccharomycesKcerevisiaeKexpressingKtheKqspergillusK
nidulansKphosphoketolaseKpathwayjKvalidationKofKactivityKthroughKacsXbasedKmetabolicKfluxK
analysisYKAppliedVMicrobiologyVandVBiotechnologyWK2012WKieWKa__aXa_

5.7 27

450
qKcomprehensiveKcomparisonKofKβ qXSeqXbasedKtranscriptomeKanalysisKfromKreadsKtoKdifferentialK
geneKexpressionKandKcrossXcomparisonKwithKmicroarraysjKaKcaseKstudyKinKSaccharomycesKcerevisiaeYK
NucleicVAcidsVResearchWK2012WKd_WKa__hdXig

20.1 222

449 –ipidKbiosynthesisKmonitoredKatKtheKsingleXcellKlevelKinKSaccharomycesKcerevisiaeYKBiotechnologyV
JournalWK2012WKgWKeidXf_a 5.6 9

448 tifferentKexpressionKsystemsKforKproductionKofKrecombinantKproteinsKinKSaccharomycesKcerevisiaeYK
BiotechnologyVandVBioengineeringWK2012WKa_iWKabeiXfh 4.9 91
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447 wenomeXscaleKmetabolicKrepresentationKofKqmycolatopsisKbalhimycinaYKBiotechnologyVandV
BioengineeringWK2012WKa_iWKagihXh_g 4.9 15

446 —etabolicKengineeringKofKSaccharomycesKcerevisiaejKaKkeyKcellKfactoryKplatformKforKfutureK
biorefineriesYKCellularVandVMolecularVLifeVSciencesWK2012WKfiWKbfgaXi_ 10.3 308

445 vastKandKaccurateKpreparationKfattyKacidKmethylKestersKbyKmicrowaveXassistedKderivatizationKinKtheK
yeastKSaccharomycesKcerevisiaeYKAppliedVMicrobiologyVandVBiotechnologyWK2012WKidWKafcgXdf 5.7 58

444 yntegratedKanalysisKofKtranscriptomeKandKlipidKprofilingKrevealsKtheKcoXinfluencesKofKinositolXcholineK
andKSnfaKinKcontrollingKlipidKbiosynthesisKinKyeastYKMolecularVGeneticsVandVGenomicsWK2012WKbhgWKedaXed 3.1 15

443 TranslationalKandKsystemsKmedicineYKJournalVofVInternalVMedicineWK2012WKbgaWKa_hXa_ 10.8 13

442 SystemsKmedicineKandKmetabolicKmodellingYKJournalVofVInternalVMedicineWK2012WKbgaWKadbXed 10.8 101

441 qKsystemsXlevelKapproachKforKmetabolicKengineeringKofKyeastKcellKfactoriesYKFEMSVYeastVResearchWK
2012WKabWKbbhXdh 3.1 85

440 βeconstructionKofKgenomeXscaleKactiveKmetabolicKnetworksKforKfiKhumanKcellKtypesKandKafKcancerK
typesKusingKy yTYKPLoSVComputationalVBiologyWK2012WKhWKea__beah 5 289

439 ∆rofilingKofKcytosolicKandKperoxisomalKacetylXsoqKmetabolismKinKSaccharomycesKcerevisiaeYKPLoSV
ONEWK2012WKgWKedbdge 3.7 78

438 βecoveryKofKphenotypesKobtainedKbyKadaptiveKevolutionKthroughKinverseKmetabolicKengineeringYK
AppliedVandVEnvironmentalVMicrobiologyWK2012WKghWKgegiXhf 4.8 15

437
ydentificationKandKtreatmentKofKhemeKdepletionKattributedKtoKoverexpressionKofKaKlineageKofK
evolvedK∆de_KmonooxygenasesYKProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedV
StatesVofVAmericaWK2012WKa_iWKaie_dXi

11.5 41

436 vunctionalKexpressionKandKcharacterizationKofKfiveKwaxKesterKsynthasesKinKSaccharomycesKcerevisiaeK
andKtheirKutilityKforKbiodieselKproductionYKBiotechnologyVforVBiofuelsWK2012WKeWKg 7.8 88

435 βeconstructionKandKevaluationKofKtheKsyntheticKbacterialK—u∆KpathwayKinKSaccharomycesKcerevisiaeYK
PLoSVONEWK2012WKgWKeebdih 3.7 38

434 –inkingKgenotypeKandKphenotypeKofKSaccharomycesKcerevisiaeKstrainsKrevealsKmetabolicK
engineeringKtargetsKandKleadsKtoKtriterpeneKhyperXproducersYKPLoSVONEWK2011WKfWKeadgfc 3.7 39

433 rioreactionKungineeringK∆rinciplesK2011WK 132

432 somparativeKgenomicsKofKcitricXacidXproducingKqspergillusKnigerKqTssKa_aeKversusK
enzymeXproducingKsrSKeacYhhYKGenomeVResearchWK2011WKbaWKhheXig 9.7 266

431 wenomeXscaleKmetabolicKmodelsKofKSaccharomycesKcerevisiaeYKMethodsVinVMolecularVBiologyWK2011WK
geiWKddeXfc 1.4 16

430 wrowthK’ineticsKofKsellKsulturesK2011WKbgaXceg 1

(2011-2012)
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429 SynergiesKbetweenKsyntheticKbiologyKandKmetabolicKengineeringYKNatureVBiotechnologyWK2011WKbiWKficXe 44.5 114

428 —appingKtheKinteractionKofKSnfaKwithKT°βsaKinKSaccharomycesKcerevisiaeYKMolecularVSystemsV
BiologyWK2011WKgWKede 12.2 95

427 UnravelingKmolecularKsignaturesKofKimmunostimulatoryKadjuvantsKinKtheKfemaleKgenitalKtractK
throughKsystemsKbiologyYKPLoSVONEWK2011WKfWKeb_ddh 3.7 14

426 TranscriptionalKcontrolKofKmetabolicKfluxesYKMolecularVSystemsVBiologyWK2011WKgWKdgh 12.2 10

425 riofuelsjKchimericKsyntheticKpathwaysYKNatureVChemicalVBiologyWK2011WKgWKaieXf 11.7 7

424 —athematicalKmodelsKofKcellKfactoriesjKmovingKtowardsKtheKcoreKofKindustrialKbiotechnologyYK
MicrobialVBiotechnologyWK2011WKdWKegbXhd 6.3 20

423 —olecularKbasisKforKmycophenolicKacidKbiosynthesisKinK∆enicilliumKbrevicompactumYKAppliedVandV
EnvironmentalVMicrobiologyWK2011WKggWKc_ceXdc 4.8 102

422 ∆rospectsKforKmicrobialKbiodieselKproductionYKBiotechnologyVJournalWK2011WKfWKbggXhe 5.6 62

421 °pportunitiesKforKyeastKmetabolicKengineeringjK–essonsKfromKsyntheticKbiologyYKBiotechnologyV
JournalWK2011WKfWKbfbXgf 5.6 91

420
xeterologousKproductionKofKpolyunsaturatedKfattyKacidsKinKSaccharomycesKcerevisiaeKcausesKaK
globalKtranscriptionalKresponseKresultingKinKreducedKproteasomalKactivityKandKincreasedKoxidativeK
stressYKBiotechnologyVJournalWK2011WKfWKcdcXef

5.6 40

419 ulementalKandKβedoxKralancesK2011WKfcXaah 1

418 riochemicalKβeactionK etworksK2011WKaeaXbad 1

417 unzymeK’ineticsKandK—etabolicKsontrolKqnalysisK2011WKbaeXbfi

416 ∆opulationKralanceKuquationsK2011WKceiXcha

415 ScaleXUpKofKrioprocessesK2011WKdigXedf 3

414 qKcloserKlookKatKbacteroidesjKphylogeneticKrelationshipKandKgenomicKimplicationsKofKaKlifeKinKtheK
humanKgutYKMicrobialVEcologyWK2011WKfaWKdgcXhe 4.4 86

413 βevealingKtheKbeneficialKeffectKofKproteaseKsupplementationKtoKhighKgravityKbeerKfermentationsK
usingKMXomicsMKtechniquesYKMicrobialVCellVFactoriesWK2011WKa_WKbg 6.4 21

412 —olecularKandKprocessKdesignKforKrotavirusXlikeKparticleKproductionKinKSaccharomycesKcerevisiaeYK
MicrobialVCellVFactoriesWK2011WKa_WKcc 6.4 42
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411 —u—°SysjKrioinformaticsKplatformKforKgenomeXscaleKmetabolicKmodelsYKBMCVSystemsVBiologyWK2011
WKeWKb_ 3.5 25

410 sodonKusageKvariabilityKdeterminesKtheKcorrelationKbetweenKproteomeKandKtranscriptomeKfoldK
changesYKBMCVSystemsVBiologyWK2011WKeWKcc 3.5 30

409 yntegratedKanalysisKofKtheKglobalKtranscriptionalKresponseKtoK˛–XamylaseKoverXproductionKbyK
qspergillusKoryzaeYKBiotechnologyVandVBioengineeringWK2011WKa_hWKaac_Xi 4.9 11

408 somparativeKmetabolicKcapabilitiesKforK—icrococcusKluteusK sTsKbffeWKtheKMvlemingMKstrainWKandK
actinobacteriaYKBiotechnologyVandVBioengineeringWK2011WKa_hWKbgg_Xe 4.9 5

407 ∆rospectsKforKsystemsKbiologyKandKmodelingKofKtheKgutKmicrobiomeYKTrendsVinVBiotechnologyWK2011WK
biWKbeaXh 15.1 59

406
VersatileKenzymeKexpressionKandKcharacterizationKsystemKforKqspergillusKnidulansWKwithKtheK
∆enicilliumKbrevicompactumKpolyketideKsynthaseKgeneKfromKtheKmycophenolicKacidKgeneKclusterKasK
aKtestKcaseYKAppliedVandVEnvironmentalVMicrobiologyWK2011WKggWKc_ddXea

4.8 76

405
UnravellingKevolutionaryKstrategiesKofKyeastKforKimprovingKgalactoseKutilizationKthroughKintegratedK
systemsKlevelKanalysisYKProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofV
AmericaWK2011WKa_hWKabagiXhd

11.5 114

404 tiversionKofKfluxKtowardKsesquiterpeneKproductionKinKSaccharomycesKcerevisiaeKbyKfusionKofKhostK
andKheterologousKenzymesYKAppliedVandVEnvironmentalVMicrobiologyWK2011WKggWKa_ccXd_ 4.8 164

403 shemicalsKfromK—etabolicK∆athwaysK2011WKgXfb 5

402 ∆rospectsKofKyeastKsystemsKbiologyKforKhumanKhealthjKintegratingKlipidWKproteinKandKenergyK
metabolismYKFEMSVYeastVResearchWK2010WKa_WKa_dfXei 3.1 49

401 —easuringKenzymeKactivitiesKunderKstandardizedKinKvivoXlikeKconditionsKforKsystemsKbiologyYKFEBSV
JournalWK2010WKbggWKgdiXf_ 5.7 115

400
TheKbetaXsubunitsKofKtheKSnfaKkinaseKinKSaccharomycesKcerevisiaeWKwalhcKandKSipbWKbutKnotKSipaWKareK
redundantKinKglucoseKderepressionKandKregulationKofKsterolKbiosynthesisYKMolecularVMicrobiologyWK
2010WKggWKcgaXhc

4.1 19

399 ydentifyingKmolecularKeffectsKofKdietKthroughKsystemsKbiologyjKinfluenceKofKherringKdietKonKsterolK
metabolismKandKproteinKturnoverKinKmiceYKPLoSVONEWK2010WKeWKeabcfa 3.7 16

398 qnalysisKofKgenomeXwideKcoexpressionKandKcoevolutionKofKqspergillusKoryzaeKandKqspergillusKnigerYK
OMICSVAVJournalVofVIntegrativeVBiologyWK2010WKadWKafeXge 3.8 4

397 SamplingKtheKsolutionKspaceKinKgenomeXscaleKmetabolicKnetworksKrevealsKtranscriptionalKregulationK
inKkeyKenzymesYKPLoSVComputationalVBiologyWK2010WKfWKea___hei 5 127

396 rio—etKToolboxjKgenomeXwideKanalysisKofKmetabolismYKNucleicVAcidsVResearchWK2010WKchWKWaddXi 20.1 82

395 SystemsKbiologyKofKindustrialKmicroorganismsYKAdvancesVinVBiochemicalVEngineeringmBiotechnologyWK
2010WKab_WKeaXii 1.7 12

394 TowardKdesignXbasedKengineeringKofKindustrialKmicrobesYKCurrentVOpinionVinVMicrobiologyWK2010WKacWKbeeXfb7.9 78

(2010-2011)
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393 SystemsKbiologyKofKenergyKhomeostasisKinKyeastYKCurrentVOpinionVinVMicrobiologyWK2010WKacWKchbXh 7.9 27

392 ∆hosphoglycerateKmutaseKknockXoutKmutantKSaccharomycesKcerevisiaejKphysiologicalKinvestigationK
andKtranscriptomeKanalysisYKBiotechnologyVJournalWK2010WKeWKa_afXbg 5.6 11

391 yntegratedKmultilaboratoryKsystemsKbiologyKrevealsKdifferencesKinKproteinKmetabolismKbetweenK
twoKreferenceKyeastKstrainsYKNatureVCommunicationsWK2010WKaWKade 17.4 78

390 WholeKgenomeKsequencingKofKSaccharomycesKcerevisiaejKfromKgenotypeKtoKphenotypeKforK
improvedKmetabolicKengineeringKapplicationsYKBMCVGenomicsWK2010WKaaWKgbc 4.5 52

389 °ptvluxjKanKopenXsourceKsoftwareKplatformKforKinKsilicoKmetabolicKengineeringYKBMCVSystemsV
BiologyWK2010WKdWKde 3.5 258

388 UseKofKgenomeXscaleKmetabolicKmodelsKforKunderstandingKmicrobialKphysiologyYKFEBSVLettersWK2010WK
ehdWKbeefXfd 3.8 70

387 yndustrialKSystemsKriologyK2010WKgiXadg 1

386 yndustrialKsystemsKbiologyYKBiotechnologyVandVBioengineeringWK2010WKa_eWKdciXf_ 4.9 115

385
unhancementKofKfarnesylKdiphosphateKpoolKasKdirectKprecursorKofKsesquiterpenesKthroughK
metabolicKengineeringKofKtheKmevalonateKpathwayKinKSaccharomycesKcerevisiaeYKBiotechnologyVandV
BioengineeringWK2010WKa_fWKhfXif

4.9 113

384 ymplementationKofKcommunicationXmediatingKdomainsKforKnonXribosomalKpeptideKproductionKinK
SaccharomycesKcerevisiaeYKBiotechnologyVandVBioengineeringWK2010WKa_fWKhdaXd 4.9 12

383 yntegrativeKanalysisKusingKproteomeKandKtranscriptomeKdataKfromKyeastKtoKunravelKregulatoryK
patternsKatKpostXtranscriptionalKlevelYKBiotechnologyVandVBioengineeringWK2010WKa_gWKhfeXge 4.9 16

382 ydentificationKofKfluxKcontrolKinKmetabolicKnetworksKusingKnonXequilibriumKthermodynamicsYK
MetabolicVEngineeringWK2010WKabWKcfiXgg 9.7 20

381 yncreasedKglycopeptideKproductionKafterKoverexpressionKofKshikimateKpathwayKgenesKbeingKpartKofK
theKbalhimycinKbiosyntheticKgeneKclusterYKMetabolicVEngineeringWK2010WKabWKdeeXfa 9.7 41

380 βeconstructionKofKtheKyeastKproteinXproteinKinteractionKnetworkKinvolvedKinKnutrientKsensingKandK
globalKmetabolicKregulationYKBMCVSystemsVBiologyWK2010WKdWKfh 3.5 6

379 sharacterizationKofKdifferentKpromotersKforKdesigningKaKnewKexpressionKvectorKinKSaccharomycesK
cerevisiaeYKYeastWK2010WKbgWKieeXfd 3.4 229

378 YeastKbiologicalKnetworksKunfoldKtheKinterplayKofKantioxidantsWKgenomeKandKphenotypeWKandKrevealK
aKnovelKregulatorKofKtheKoxidativeKstressKresponseYKPLoSVONEWK2010WKeWKeacf_f 3.7 13

377 somparativeKtranscriptomicKapproachKtoKinvestigateKdifferencesKinKwineKyeastKphysiologyKandK
metabolismKduringKfermentationYKAppliedVandVEnvironmentalVMicrobiologyWK2009WKgeWKff__Xab 4.8 31

376 βeconstructionKofKtheKyeastKSnfaKkinaseKregulatoryKnetworkKrevealsKitsKroleKasKaKglobalKenergyK
regulatorYKMolecularVSystemsVBiologyWK2009WKeWKcai 12.2 78
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375 wenomeXwideKanalysisKofKmaltoseKutilizationKandKregulationKinKaspergilliYKMicrobiologyVfUnitedV
KingdomgWK2009WKaeeWKchicXci_b 2.9 30

374 StudiesKofKtheKproductionKofKfungalKpolyketidesKinKqspergillusKnidulansKbyKusingKsystemsKbiologyK
toolsYKAppliedVandVEnvironmentalVMicrobiologyWK2009WKgeWKbbabXb_ 4.8 29

373 wlobalKtranscriptionalKresponseKofKSaccharomycesKcerevisiaeKtoKtheKdeletionKofKStxcYKBMCVSystemsV
BiologyWK2009WKcWKag 3.5 21

372 βeconstructionKandKlogicalKmodelingKofKglucoseKrepressionKsignalingKpathwaysKinKSaccharomycesK
cerevisiaeYKBMCVSystemsVBiologyWK2009WKcWKg 3.5 36

371 SystemsKbiologyKofKlipidKmetabolismjKfromKyeastKtoKhumanYKFEBSVLettersWK2009WKehcWKci_eXac 3.8 87

370 ynKsilicoKgenomeXscaleKreconstructionKandKvalidationKofKtheKsorynebacteriumKglutamicumKmetabolicK
networkYKBiotechnologyVandVBioengineeringWK2009WKa_bWKehcXig 4.9 137

369 ∆hysiologyKofKqspergillusKnigerKinKoxygenXlimitedKcontinuousKculturesjKynfluenceKofKaerationWKcarbonK
sourceKconcentrationKandKdilutionKrateYKBiotechnologyVandVBioengineeringWK2009WKa_cWKiefXfe 4.9 29

368 UncoveringKtranscriptionalKregulationKofKglycerolKmetabolismKinKqspergilliKthroughKgenomeXwideK
geneKexpressionKdataKanalysisYKMolecularVGeneticsVandVGenomicsWK2009WKbhbWKegaXhf 3.1 30

367 ∆hysiologicalKcharacterisationKofKacurKdeletionKinKqspergillusKnigerYKAppliedVMicrobiologyVandV
BiotechnologyWK2009WKhdWKaegXfg 5.7 11

366 sharacterizationKofKchromosomalKintegrationKsitesKforKheterologousKgeneKexpressionKinK
SaccharomycesKcerevisiaeYKYeastWK2009WKbfWKedeXea 3.4 171

365 βecombinantKbacterialKhemoglobinKaltersKmetabolismKofKqspergillusKnigerYKMetabolicVEngineeringWK
2009WKaaWKhXab 9.7 15

364 °verexpressionKofKisocitrateKlyaseXglyoxylateKbypassKinfluenceKonKmetabolismKinKqspergillusKnigerYK
MetabolicVEngineeringWK2009WKaaWKa_gXaf 9.7 29

363 unhancingKsesquiterpeneKproductionKinKSaccharomycesKcerevisiaeKthroughKinKsilicoKdrivenKmetabolicK
engineeringYKMetabolicVEngineeringWK2009WKaaWKcbhXcd 9.7 187

362 xeterologousKproductionKofKnonXribosomalKpeptideK––tXqsVKinKSaccharomycesKcerevisiaeYK
MetabolicVEngineeringWK2009WKaaWKciaXg 9.7 34

361 tisruptionKofKtheK qt∆xXdependentKglutamateKdehydrogenaseKaffectsKtheKmorphologyKofKtwoK
industrialKstrainsKofK∆enicilliumKchrysogenumYKJournalVofVBiotechnologyWK2009WKaciWKbh_Xb 3.7 8

360
–inkingKhighXresolutionKmetabolicKfluxKphenotypesKandKtranscriptionalKregulationKinKyeastK
modulatedKbyKtheKglobalKregulatorKwcndpYKProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheV
UnitedVStatesVofVAmericaWK2009WKa_fWKfdggXhb

11.5 134

359 surrentKstatusKofKsystemsKbiologyKinKqspergilliYKFungalVGeneticsVandVBiologyWK2009WKdfKSupplKaWKSah_Xi_ 3.9 41

358
∆ostXgenomicKinsightsKintoKtheKplantKpolysaccharideKdegradationKpotentialKofKqspergillusKnidulansK
andKcomparisonKtoKqspergillusKnigerKandKqspergillusKoryzaeYKFungalVGeneticsVandVBiologyWK2009WKdfK
SupplKaWKSafaXSafi

3.9 106
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357 TheKb__hKupdateKofKtheKqspergillusKnidulansKgenomeKannotationjKaKcommunityKeffortYKFungalV
GeneticsVandVBiologyWK2009WKdfKSupplKaWKSbXac 3.9 82

356  utritionalKsystemsKbiologyjKdefinitionsKandKapproachesYKAnnualVReviewVofVNutritionWK2009WKbiWKcbiXci 9.9 65

355 SystemicKanalysisKofKtheKresponseKofKqspergillusKnigerKtoKambientKpxYKGenomeVBiologyWK2009WKa_WKβdg 18.3 84

354 weneKdeletionKofKcytosolicKqT∆jKcitrateKlyaseKleadsKtoKalteredKorganicKacidKproductionKinKqspergillusK
nigerYKJournalVofVIndustrialVMicrobiologyVandVBiotechnologyWK2009WKcfWKabgeXh_ 4.2 24

353 qKconsensusKyeastKmetabolicKnetworkKreconstructionKobtainedKfromKaKcommunityKapproachKtoK
systemsKbiologyYKNatureVBiotechnologyWK2008WKbfWKaaeeXf_ 44.5 471

352  aturalKcomputationKmetaXheuristicsKforKtheKinKsilicoKoptimizationKofKmicrobialKstrainsYKBMCV
BioinformaticsWK2008WKiWKdii 3.6 75

351 qnalysisKofKqspergillusKnidulansKmetabolismKatKtheKgenomeXscaleYKBMCVGenomicsWK2008WKiWKafc 4.5 56

350 ymprovedKannotationKthroughKgenomeXscaleKmetabolicKmodelingKofKqspergillusKoryzaeYKBMCV
GenomicsWK2008WKiWKbde 4.5 68

349 TranscriptionKfactorKcontrolKofKgrowthKrateKdependentKgenesKinKSaccharomycesKcerevisiaejKaKthreeK
factorKdesignYKBMCVGenomicsWK2008WKiWKcda 4.5 43

348 qrchitectureKofKtranscriptionalKregulatoryKcircuitsKisKknittedKoverKtheKtopologyKofKbioXmolecularK
interactionKnetworksYKBMCVSystemsVBiologyWK2008WKbWKag 3.5 104

347 TheKgenomeXscaleKmetabolicKmodelKiy h__KofKSaccharomycesKcerevisiaeKandKitsKvalidationjKaK
scaffoldKtoKqueryKlipidKmetabolismYKBMCVSystemsVBiologyWK2008WKbWKga 3.5 129

346 βeconstructionKofKaKbacterialKisoprenoidKbiosyntheticKpathwayKinKSaccharomycesKcerevisiaeYKFEBSV
LettersWK2008WKehbWKd_cbXh 3.8 35

345 —etabolicKfootprintingKinKmicrobiologyjKmethodsKandKapplicationsKinKfunctionalKgenomicsKandK
biotechnologyYKTrendsVinVBiotechnologyWK2008WKbfWKdi_Xg 15.1 99

344 sanKyeastKsystemsKbiologyKcontributeKtoKtheKunderstandingKofKhumanKdiseaseoYKTrendsVinV
BiotechnologyWK2008WKbfWKehdXi_ 15.1 70

343 —etabolicKmodelKintegrationKofKtheKbibliomeWKgenomeWKmetabolomeKandKreactomeKofKqspergillusK
nigerYKMolecularVSystemsVBiologyWK2008WKdWKagh 12.2 144

342 ∆hysiologicalKcharacterizationKofKglucoseKrepressionKinKtheKstrainsKwithKS vaKandKS vdKgenesK
deletedYKJournalVofVBiotechnologyWK2008WKaccWKgcXha 3.7 11

341
sharacterizationKofKglobalKyeastKquantitativeKproteomeKdataKgeneratedKfromKtheKwildXtypeKandK
glucoseKrepressionKsaccharomycesKcerevisiaeKstrainsjKtheKcomparisonKofKtwoKquantitativeKmethodsYK
JournalVofVProteomeVResearchWK2008WKgWKbffXge

5.6 94

340 qntibioticKoverproductionKinKStreptomycesKcoelicolorKqcKbKmediatedKbyKphosphofructokinaseK
deletionYKJournalVofVBiologicalVChemistryWK2008WKbhcWKbeahfXbeaii 5.4 115
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339 qKtrispeciesKqspergillusKmicroarrayjKcomparativeKtranscriptomicsKofKthreeKqspergillusKspeciesYK
ProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaWK2008WKa_eWKdchgXib 11.5 106

338 tesignKandKapplicationKofKgenomeXscaleKreconstructedKmetabolicKmodelsYKMethodsVinVMolecularV
BiologyWK2008WKdafWKd_iXca 1.4 40

337 wrowthKtemperatureKexertsKdifferentialKphysiologicalKandKtranscriptionalKresponsesKinKlaboratoryK
andKwineKstrainsKofKSaccharomycesKcerevisiaeYKAppliedVandVEnvironmentalVMicrobiologyWK2008WKgdWKfcehXfh4.8 77

336  qt∆xXdependentKglutamateKdehydrogenaseKinK∆enicilliumKchrysogenumKisKinvolvedKinKregulationK
ofKbetaXlactamKproductionYKMicrobiologyVfUnitedVKingdomgWK2008WKaedWKabdbXabe_ 2.9 10

335 rioreactorsjKtescriptionKandK—odellingK2008WKggXa_d 4

334 SystemsKanalysisKunfoldsKtheKrelationshipKbetweenKtheKphosphoketolaseKpathwayKandKgrowthKinK
qspergillusKnidulansYKPLoSVONEWK2008WKcWKechdg 3.7 36

333
TheKyeastKmetabolomeKaddressedKbyKelectrosprayKionizationKmassKspectrometryjKynitiationKofKaK
massKspectralKlibraryKandKitsKapplicationsKforKmetabolicKfootprintingKbyKdirectKinfusionKmassK
spectrometryYKMetabolomicsWK2008WKdWKcicXd_e

4.7 26

332 ∆roductionKofKplantKsesquiterpenesKinKSaccharomycesKcerevisiaejKeffectKofKuβwiKrepressionKonK
sesquiterpeneKbiosynthesisYKBiotechnologyVandVBioengineeringWK2008WKiiWKfffXgg 4.9 195

331 TheKrolesKofKgalactitolWKgalactoseXaXphosphateWKandKphosphoglucomutaseKinKgalactoseXinducedK
toxicityKinKSaccharomycesKcerevisiaeYKBiotechnologyVandVBioengineeringWK2008WKa_aWKcagXbf 4.9 50

330 unhancedKcitrateKproductionKthroughKgeneKinsertionKinKqspergillusKnigerYKMetabolicVEngineeringWK
2008WKa_WKhgXif 9.7 61

329 ∆roductionKofKtheKpolyketideKfX—SqKinKyeastKengineeredKforKincreasedKmalonylXsoqKsupplyYK
MetabolicVEngineeringWK2008WKa_WKbdfXed 9.7 87

328 ympactKofKsystemsKbiologyKonKmetabolicKengineeringKofKSaccharomycesKcerevisiaeYKFEMSVYeastV
ResearchWK2008WKhWKabbXca 3.1 110

327 TheKroleKofKmetabolomicsKinKsystemsKbiologyYKTopicsVinVCurrentVGeneticsWK2007WKaXa_ 18

326 tataKacquisitionWKanalysisWKandKminingjKyntegrativeKtoolsKforKdiscerningKmetabolicKfunctionKinK
SaccharomycesKcerevisiaeYKTopicsVinVCurrentVGeneticsWK2007WKaeiXahg

325 vromKweneKuxpressionKtoK—etabolicKvluxesK2007WKcgXff 2

324 K2007WK 85

323 qKsystemsKbiologyKapproachKtoKstudyKglucoseKrepressionKinKtheKyeastKSaccharomycesKcerevisiaeYK
BiotechnologyVandVBioengineeringWK2007WKifWKacdXde 4.9 65

322 qKcomparisonKofKdirectKinfusionK—SKandKwsX—SKforKmetabolicKfootprintingKofKyeastKmutantsYK
BiotechnologyVandVBioengineeringWK2007WKifWKa_adXbb 4.9 43

(2007-2008)
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321 °ptimizationKofKheterologousKproductionKofKtheKpolyketideKfX—SqKinKSaccharomycesKcerevisiaeYK
BiotechnologyVandVBioengineeringWK2007WKigWKhicXi__ 4.9 40

320 UnderstandingKsignalingKinKyeastjKynsightsKfromKnetworkKanalysisYKBiotechnologyVandVBioengineeringWK
2007WKigWKabdfXeh 4.9 23

319 ydentificationKofKfluxKregulationKcoefficientsKfromKelementaryKfluxKmodesjKqKsystemsKbiologyKtoolK
forKanalysisKofKmetabolicKnetworksYKBiotechnologyVandVBioengineeringWK2007WKigWKaeceXdi 4.9 30

318 ∆hysiologicalKcharacterizationKofKxyloseKmetabolismKinKqspergillusKnigerKunderKoxygenXlimitedK
conditionsYKBiotechnologyVandVBioengineeringWK2007WKihWKdfbXge 4.9 26

317 uvidenceWKthroughKsacXlabellingKanalysisWKofKphosphoketolaseKactivityKinKfungiYKProcessVBiochemistryWK
2007WKdbWKa_e_Xa_ee 4.8 13

316 wenomeKsequencingKandKanalysisKofKtheKversatileKcellKfactoryKqspergillusKnigerKsrSKeacYhhYKNatureV
BiotechnologyWK2007WKbeWKbbaXca 44.5 889

315 uffectKofKcarbonKsourceKperturbationsKonKtranscriptionalKregulationKofKmetabolicKfluxesKinK
SaccharomycesKcerevisiaeYKBMCVSystemsVBiologyWK2007WKaWKah 3.5 35

314 SystemsKbiologyKofKantibioticKproductionKbyKmicroorganismsYKNaturalVProductVReportsWK2007WKbdWKabfbXhg15.1 123

313 StandardKreportingKrequirementsKforKbiologicalKsamplesKinKmetabolomicsKexperimentsjKmicrobialK
andKin´ vitroKbiologyKexperimentsYKMetabolomicsWK2007WKcWKahiXaid 4.7 45

312 yncreasingK qtxKoxidationKreducesKoverflowKmetabolismKinKSaccharomycesKcerevisiaeYKProceedingsV
ofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaWK2007WKa_dWKbd_bXg 11.5 250

311 TransientKmarkerKsystemKforKiterativeKgeneKtargetingKofKaKprototrophicKfungusYKAppliedVandV
EnvironmentalVMicrobiologyWK2007WKgcWKgbd_Xe 4.8 12

310 ∆rinciplesKofKoptimalKmetabolicKnetworkKoperationYKMolecularVSystemsVBiologyWK2007WKcWKabf 12.2 20

309 TheKmetabolicKresponseKofKheterotrophicKqrabidopsisKcellsKtoKoxidativeKstressYKPlantVPhysiologyWK
2007WKadcWKcabXbe 6.6 199

308
ulucidatingKtheKmodeXofXactionKofKcompoundsKfromKmetaboliteKprofilingKstudiesYKProgressVinVDrugV
ResearchVFortschritteVDerVArzneimittelforschungVProgresVDesVRecherchesVPharmaceutiquesWK2007WKfdWK
a_cWKa_eXbi

1

307 vungalKmetaboliteKanalysisKinKgenomicsKandKphenomicsYKCurrentVOpinionVinVBiotechnologyWK2006WKagWKaiaXg11.4 59

306 ∆olyolKsynthesisKinKqspergillusKnigerjKinfluenceKofKoxygenKavailabilityWKcarbonKandKnitrogenKsourcesK
onKtheKmetabolismYKBiotechnologyVandVBioengineeringWK2006WKidWKhiiXi_h 4.9 44

305 wlobalKtranscriptionalKandKphysiologicalKresponsesKofKSaccharomycesKcerevisiaeKtoKammoniumWK
–XalanineWKorK–XglutamineKlimitationYKAppliedVandVEnvironmentalVMicrobiologyWK2006WKgbWKfaidXb_c 4.8 46

304 βobustKmultiXscaleKclusteringKofKlargeKt qKmicroarrayKdatasetsKwithKtheKconsensusKalgorithmYK
BioinformaticsWK2006WKbbWKehXfg 7.2 65
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303 teletionKofKβTSaWKencodingKaKregulatoryKsubunitKofKproteinKphosphataseKbqWKresultsKinKconstitutiveK
aminoKacidKsignalingKviaKincreasedKStpapKprocessingYKEukaryoticVCellWK2006WKeWKagdXi 19

302 xapdKisKnotKessentialKforKactivationKofKrespirationKatKlowKspecificKgrowthKratesKinKSaccharomycesK
cerevisiaeYKJournalVofVBiologicalVChemistryWK2006WKbhaWKabc_hXad 5.4 25

301 —etabolicKnetworkKdrivenKanalysisKofKgenomeXwideKtranscriptionKdataKfromKqspergillusKnidulansYK
GenomeVBiologyWK2006WKgWKβa_h 18.3 48

300 wrowthXrateKregulatedKgenesKhaveKprofoundKimpactKonKinterpretationKofKtranscriptomeKprofilingKinK
SaccharomycesKcerevisiaeYKGenomeVBiologyWK2006WKgWKβa_g 18.3 177

299 yntegrationKofKmetabolomeKdataKwithKmetabolicKnetworksKrevealsKreporterKreactionsYKMolecularV
SystemsVBiologyWK2006WKbWKe_ 12.2 110

298 TranscriptionKanalysisKusingKhighXdensityKmicroXarraysKofKqspergillusKnidulansKwildXtypeKandKcreqK
mutantKduringKgrowthKonKglucoseKorKethanolYKFungalVGeneticsVandVBiologyWK2006WKdcWKeicXf_c 3.9 51

297 YeastKsystemsKbiologyKtoKunravelKtheKnetworkKofKlifeYKYeastWK2006WKbcWKbbgXch 3.4 57

296 ynKsilicoKaidedKmetabolicKengineeringKofKSaccharomycesKcerevisiaeKforKimprovedKbioethanolK
productionYKMetabolicVEngineeringWK2006WKhWKa_bXaa 9.7 276

295 yntracellularKmetaboliteKprofilingKofKvusariumKoxysporumKconvertingKglucoseKtoKethanolYKJournalVofV
BiotechnologyWK2005WKaaeWKdbeXcd 3.7 69

294 UncoveringKtranscriptionalKregulationKofKmetabolismKbyKusingKmetabolicKnetworkKtopologyYK
ProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaWK2005WKa_bWKbfheXi 11.5 445

293 —icrobialKisoprenoidKproductionjKanKexampleKofKgreenKchemistryKthroughKmetabolicKengineeringYK
AdvancesVinVBiochemicalVEngineeringmBiotechnologyWK2005WKa__WKaiXea 1.7 47

292 —etabolicKnetworkKanalysisKofKStreptomycesKtenebrariusWKaKStreptomycesKspeciesKwithKanKactiveK
entnerXdoudoroffKpathwayYKAppliedVandVEnvironmentalVMicrobiologyWK2005WKgaWKbbidXc_b 4.8 48

291 —odellingKofKvungalK—etabolismK2005WKaieXbad

290 vromKglucoseKtoKantibioticsjKwhatKcontrolsKtheKfluxesoYKErnstVScheringVResearchVFoundationV
WorkshopWK2005WKaieXbad

289 xighXthroughputKmetabolicKstateKanalysisjKtheKmissingKlinkKinKintegratedKfunctionalKgenomicsKofK
yeastsYKBiochemicalVJournalWK2005WKchhWKffiXgg 3.8 134

288 riosynthesisKofKglyoxylateKfromKglycineKinKSaccharomycesKcerevisiaeYKFEMSVYeastVResearchWK2005WKeWKg_cXi3.1 27

287 somparativeKmetabolicKnetworkKanalysisKofKtwoKxyloseKfermentingKrecombinantKSaccharomycesK
cerevisiaeKstrainsYKMetabolicVEngineeringWK2005WKgWKdcgXdd 9.7 58

286 vromKgenomesKtoKinKsilicoKcellsKviaKmetabolicKnetworksYKCurrentVOpinionVinVBiotechnologyWK2005WKafWKce_Xe11.4 73

(2005-2006)
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285 uvolutionaryKprogrammingKasKaKplatformKforKinKsilicoKmetabolicKengineeringYKBMCVBioinformaticsWK
2005WKfWKc_h 3.6 312

284 TheKnextKwaveKinKmetabolomeKanalysisYKTrendsVinVBiotechnologyWK2005WKbcWKeddXf 15.1 182

283 —odelingK–actococcusKlactisKusingKaKgenomeXscaleKfluxKmodelYKBMCVMicrobiologyWK2005WKeWKci 4.5 193

282 TeachingKmicrobialKphysiologyKusingKglucoseKrepressionKphenomenonKinKbakerRsKyeastKasKanK
exampleYKBiochemistryVandVMolecularVBiologyVEducationWK2005WKccWKd_dXa_ 1.3 4

281 —assKspectrometryKinKmetabolomeKanalysisYKMassVSpectrometryVReviewsWK2005WKbdWKfacXdf 11 456

280 qnalysisKofKacylKsoqKesterKintermediatesKofKtheKmevalonateKpathwayKinKSaccharomycesKcerevisiaeYK
AppliedVMicrobiologyVandVBiotechnologyWK2005WKfgWKaaiXbd 5.7 21

279
wrrapKisKrequiredKforKtranscriptionalKinductionKofKaminoKacidKpermeaseKgenesKandKproperK
transcriptionalKregulationKofKgenesKinKcarbonKmetabolismKofKSaccharomycesKcerevisiaeYKCurrentV
GeneticsWK2005WKdgWKaciXdi

2.9 14

278 TheKroleKofKhighXthroughputKtranscriptomeKanalysisKinKmetabolicKengineeringYKBiotechnologyVandV
BioprocessVEngineeringWK2005WKa_WKcheXcii 3.1 13

277 wlobalKmetaboliteKanalysisKofKyeastjKevaluationKofKsampleKpreparationKmethodsYKYeastWK2005WKbbWKaaeeXfi3.4 328

276 sreqKinfluencesKtheKmetabolicKfluxesKofKqspergillusKnidulansKduringKgrowthKonKglucoseKandKxyloseYK
MicrobiologyVfUnitedVKingdomgWK2005WKaeaWKbb_iXbbba 2.9 39

275 —etaboliteKprofilingKofKfungiKandKyeastjKfromKphenotypeKtoKmetabolomeKbyK—SKandKinformaticsYK
JournalVofVExperimentalVBotanyWK2005WKefWKbgcXhf 7 147

274
ymprovementKofKgalactoseKuptakeKinKSaccharomycesKcerevisiaeKthroughKoverexpressionKofK
phosphoglucomutasejKexampleKofKtranscriptKanalysisKasKaKtoolKinKinverseKmetabolicKengineeringYK
AppliedVandVEnvironmentalVMicrobiologyWK2005WKgaWKfdfeXgb

4.8 102

273 wenomeXscaleKanalysisKofKStreptomycesKcoelicolorKqcSbTKmetabolismYKGenomeVResearchWK2005WKaeWKhb_Xi 9.7 197

272 sontrolKofKfluxesKtowardsKantibioticsKandKtheKroleKofKprimaryKmetabolismKinKproductionKofK
antibioticsYKAdvancesVinVBiochemicalVEngineeringmBiotechnologyWK2004WKhhWKacgXgh 1.7 18

271 ∆roteinKkinaseKqKisKinvolvedKinKtheKcontrolKofKmorphologyKandKbranchingKduringKaerobicKgrowthKofK
—ucorKcircinelloidesYKMicrobiologyVfUnitedVKingdomgWK2004WKae_WKadcXae_ 2.9 14

270 ydentificationKofKtheKuntnerXtoudoroffKpathwayKinKanKantibioticXproducingKactinomyceteKspeciesYK
MolecularVMicrobiologyWK2004WKebWKhieXi_b 4.1 31

269 ∆yruvateKdecarboxylasesKfromKtheKpetiteXnegativeKyeastKSaccharomycesKkluyveriYKMolecularV
GeneticsVandVGenomicsWK2004WKbg_WKeehXfh 3.1 13

268 ulucidationKofKtheKroleKofKwrrapKinKglucoseKsensingKbyKSaccharomycesKcerevisiaeKthroughK
genomeXwideKtranscriptionKanalysisYKFEMSVYeastVResearchWK2004WKeWKaicXb_d 3.1 11
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267 sharacterisationKofKtheK—ucorKcircinelloidesKregulatedKpromoterKgpda∆YKCurrentVGeneticsWK2004WKdeWKbbeXcd2.9 11

266 qerobicKandKanaerobicKethanolKproductionKbyK—ucorKcircinelloidesKduringKsubmergedKgrowthYK
AppliedVMicrobiologyVandVBiotechnologyWK2004WKfcWKedcXh 5.7 29

265 TheKeffectKofKsreqKinKglucoseKandKxyloseKcatabolismKinKqspergillusKnidulansYKAppliedVMicrobiologyV
andVBiotechnologyWK2004WKfcWKgdhXec 5.7 31

264 –ipaseKproductionKbyKrecombinantKstrainsKofKqspergillusKnigerKexpressingKaKlipaseXencodingKgeneK
fromKThermomycesKlanuginosusYKAppliedVMicrobiologyVandVBiotechnologyWK2004WKfeWKgadXi 5.7 25

263 TranscriptionalKprofilingKofKextracellularKaminoKacidKsensingKinKSaccharomycesKcerevisiaeKandKtheK
roleKofKStpapKandKStpbpYKYeastWK2004WKbaWKfceXdh 3.4 25

262 ∆henotypicKcharacterizationKofKglucoseKrepressionKmutantsKofKSaccharomycesKcerevisiaeKusingK
experimentsKwithKacsXlabelledKglucoseYKYeastWK2004WKbaWKgfiXgi 3.4 37

261 wenomeXwideKtranscriptionalKresponseKofKaKSaccharomycesKcerevisiaeKstrainKwithKanKalteredKredoxK
metabolismYKBiotechnologyVandVBioengineeringWK2004WKheWKbfiXgf 4.9 31

260 ympactKofKtransaminationKreactionsKandKproteinKturnoverKonKlabelingKdynamicsKinKSacTsXlabelingK
experimentsYKBiotechnologyVandVBioengineeringWK2004WKhfWKb_iXaf 4.9 33

259 wlucoseKmetabolismKinKtheKantibioticKproducingKactinomyceteK onomuraeaKspYKqTssKcigbgYK
BiotechnologyVandVBioengineeringWK2004WKhhWKfebXfc 4.9 18

258 TheKvirstKynternationalKWorkshopKonKSystemsKriologyKofKYeastWKStYK–ouisWKUSqWKiK ovemberWKb__cYK
FEMSVYeastVResearchWK2004WKdWKgegXgeh 3.1 1

257 ympactKofKRomeRKanalysesKonKinverseKmetabolicKengineeringYKMetabolicVEngineeringWK2004WKfWKb_dXaa 9.7 85

256 yntegrationKofKgeneKexpressionKdataKintoKgenomeXscaleKmetabolicKmodelsYKMetabolicVEngineeringWK
2004WKfWKbheXic 9.7 166

255 —etabolicKnetworkKanalysisKonK∆haffiaKrhodozymaKyeastKusingKacsXlabeledKglucoseKandKgasK
chromatographyXmassKspectrometryYKMetabolicVEngineeringWK2004WKfWKcd_Xea 9.7 28

254 —anipulationKofKmalicKenzymeKinKSaccharomycesKcerevisiaeKforKincreasingK qt∆xKproductionK
capacityKaerobicallyKinKdifferentKcellularKcompartmentsYKMetabolicVEngineeringWK2004WKfWKcebXfc 9.7 65

253 UseKofKgenomeXscaleKmicrobialKmodelsKforKmetabolicKengineeringYKCurrentVOpinionVinVBiotechnologyWK
2004WKaeWKfdXi 11.4 138

252 UseKofKlaminarKflowKpatterningKforKminiaturisedKbiochemicalKassaysYKLabVonVAVChipWK2004WKdWKfedXg 7.2 23

251 unKβouteKforKSystemsKriologyjKynKSilicoK∆athwayKqnalysisKandK—etaboliteK∆rofilingK2004WKdgXeh

250 —etabolicKcontrolKanalysisKofKxyloseKcatabolismKinKqspergillusYKBiotechnologyVProgressWK2003WKaiWKaacfXda2.8 21

(2003-2004)
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249 TranscriptionalWKproteomicWKandKmetabolicKresponsesKtoKlithiumKinKgalactoseXgrownKyeastKcellsYK
JournalVofVBiologicalVChemistryWK2003WKbghWKcbadaXi 5.4 74

248 ytKisKallKaboutKmetabolicKfluxesYKJournalVofVBacteriologyWK2003WKaheWKg_caXe 3.5 185

247 –argeXscaleKevaluationKofKinKsilicoKgeneKdeletionsKinKSaccharomycesKcerevisiaeYKOMICSVAVJournalVofV
IntegrativeVBiologyWK2003WKgWKaicXb_b 3.8 125

246
∆roductionKofKtheKglycopeptideKantibioticKqd_ibfKbyK onomuraeaKspYKqTssKcigbgjKinfluenceKofK
mediumKcompositionKinKbatchKfermentationYKJournalVofVIndustrialVMicrobiologyVandVBiotechnologyWK
2003WKc_WKae_Xf

4.2 32

245 —orphologyKandKphysiologyKofKtheKdimorphicKfungusK—ucorKcircinelloidesKSsynYK—YKracemosusTK
duringKanaerobicKgrowthYKMycologicalVResearchWK2003WKa_gWKbbcXc_ 22

244 uffectKofKdeletionKofKchitinKsynthaseKgenesKonKmycelialKmorphologyKandKcultureKviscosityKinK
qspergillusKoryzaeYKBiotechnologyVandVBioengineeringWK2003WKhaWKebeXcd 4.9 14

243 ∆roductionKofKsavinaseKandKpopulationKviabilityKofKracillusKclausiiKduringKhighXcellXdensityKfedXbatchK
cultivationsYKBiotechnologyVandVBioengineeringWK2003WKhcWKcddXeb 4.9 23

242
sontinuousKcultivationsKofKaK∆enicilliumKchrysogenumKstrainKexpressingKtheKexpandaseKgeneKfromK
StreptomycesKclavuligerusjKwrowthKyieldsKandKmorphologicalKcharacterizationYKBiotechnologyVandV
BioengineeringWK2003WKhcWKcfaXh

4.9 15

241
sontinuousKcultivationsKofKaK∆enicilliumKchrysogenumKstrainKexpressingKtheKexpandaseKgeneKfromK
StreptomycesKclavuligerusjK’ineticsKofKadipoylXgXaminodeacetoxycephalosporanicKacidKandK
byproductKformationsYKBiotechnologyVandVBioengineeringWK2003WKhcWKcecXf_

4.9 8

240 SimultaneousKanalysisKofKaminoKandKnonaminoKorganicKacidsKasKmethylKchloroformateKderivativesK
usingKgasKchromatographyXmassKspectrometryYKAnalyticalVBiochemistryWK2003WKcbbWKacdXh 3.1 161

239
ynfluenceKofKtheKadipateKandKdissolvedKoxygenKconcentrationsKonKtheKbetaXlactamKproductionK
duringKcontinuousKcultivationsKofKaK∆enicilliumKchrysogenumKstrainKexpressingKtheKexpandaseKgeneK
fromKStreptomycesKclavuligerusYKMetabolicVEngineeringWK2003WKeWKdbXh

9.7 14

238 βeconstructionKofKtheKcentralKcarbonKmetabolismKofKqspergillusKnigerYKFEBSVJournalWK2003WKbg_WKdbdcXec 70

237 sharacterizationKofKtheK—ucorKcircinelloidesKlifeKcycleKbyKonXlineKimageKanalysisYKJournalVofVAppliedV
MicrobiologyWK2003WKieWKaaebXf_ 4.7 28

236 SurfaceKhydrophobicityKofKqspergillusKnidulansKconidiosporesKandKitsKroleKinKpelletKformationYK
BiotechnologyVProgressWK2003WKaiWKa_diXeb 2.8 52

235 vungalKgenomicsKbeyondKSaccharomycesKcerevisiaeoYKCurrentVOpinionVinVBiotechnologyWK2003WKadWKbbfXca 11.4 27

234 —etabolicKengineeringKofKbetaXlactamKproductionYKMetabolicVEngineeringWK2003WKeWKefXfi 9.7 99

233 qerobicKphysiologyKofKredoxXengineeredKSaccharomycesKcerevisiaeKstrainsKmodifiedKinKtheK
ammoniumKassimilationKforKincreasedK qt∆xKavailabilityYKFEMSVYeastVResearchWK2003WKdWKeiXfh 3.1 32

232 rioreactionKungineeringjKvromKrioprocessKtesignKtoKSystemsKriologyK2003WKaXh
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231 riochemicalKβeactionsKâ��KqKvirstK–ookK2003WKdgXic 2

230 riochemicalKβeactionK etworksK2003WKaaiXahh

229 unzymeK’ineticsKandK—etabolicKsontrolKqnalysisK2003WKahiXbcd

228 —odelingKofKwrowthK’ineticsK2003WKbceXcad 4

227 ∆opulationKralanceKuquationsK2003WKcaeXcch

226 wenomeXscaleKreconstructionKofKtheKSaccharomycesKcerevisiaeKmetabolicKnetworkYKGenomeV
ResearchWK2003WKacWKbddXec 9.7 775

225 rranchingKisKcoordinatedKwithKmitosisKinKgrowingKhyphaeKofKqspergillusKnidulansYKFungalVGeneticsV
andVBiologyWK2003WKd_WKaeXbd 3.9 38

224 —etabolicKengineeringKofKammoniumKassimilationKinKxyloseXfermentingKSaccharomycesKcerevisiaeK
improvesKethanolKproductionYKAppliedVandVEnvironmentalVMicrobiologyWK2003WKfiWKdgcbXf 4.8 79

223 ydentificationKofKinKvivoKenzymeKactivitiesKinKtheKcometabolismKofKglucoseKandKacetateKbyK
SaccharomycesKcerevisiaeKbyKusingKacsXlabeledKsubstratesYKEukaryoticVCellWK2003WKbWKeiiXf_h 50

222
SaccharomycesKcerevisiaeKphenotypesKcanKbeKpredictedKbyKusingKconstraintXbasedKanalysisKofKaK
genomeXscaleKreconstructedKmetabolicKnetworkYKProceedingsVofVtheVNationalVAcademyVofVSciencesVofV
theVUnitedVStatesVofVAmericaWK2003WKa__WKacacdXi

11.5 304

221 —etabolicKungineeringK2003WKciaXd_f 3

220 vromKsellularKvunctionKtoKyndustrialK∆roductsK2003WKiXde

219 YeastKfunctionalKgenomicsKandKmetabolicKengineeringjKpastWKpresentKandKfutureYKTopicsVinVCurrentV
GeneticsWK2003WKccaXcf_ 2

218 rioreactionKungineeringK∆rinciplesK2003WK 113

217 qerobicKglucoseKmetabolismKofKSaccharomycesKkluyverijKgrowthWKmetaboliteKproductionWKandK
quantificationKofKmetabolicKfluxesYKBiotechnologyVandVBioengineeringWK2002WKggWKahfXic 4.9 38

216 ∆roductionKofKteicoplaninKbyKqctinoplanesKteichomyceticusKinKcontinuousKfermentationYK
BiotechnologyVandVBioengineeringWK2002WKggWKehiXih 4.9 10

215 TheKsimultaneousKbiosynthesisKandKuptakeKofKaminoKacidsKbyK–actococcusKlactisKstudiedKbyK
SacTsXlabelingKexperimentsYKBiotechnologyVandVBioengineeringWK2002WKghWKaaXf 4.9 9

214 qKfunctionalKgenomicsKapproachKusingKmetabolomicsKandKinKsilicoKpathwayKanalysisYKBiotechnologyV
andVBioengineeringWK2002WKgiWKg_cXab 4.9 72

(2002-2003)
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213 —etabolicKnetworkKanalysisKofKanKadipoylXgXqtsqXproducingKstrainKofK∆enicilliumKchrysogenumjK
elucidationKofKadipateKdegradationYKMetabolicVEngineeringWK2002WKdWKaeaXh 9.7 34

212 —etabolicKnetworkKanalysisKofKracillusKclausiiKonKminimalKandKsemirichKmediumKusingKSacTsXlabeledK
glucoseYKMetabolicVEngineeringWK2002WKdWKaeiXfi 9.7 41

211 wrowthKphysiologyKandKdimorphismKofK—ucorKcircinelloidesKSsynYKracemosusTKduringKsubmergedK
batchKcultivationYKAppliedVMicrobiologyVandVBiotechnologyWK2002WKehWKdieXe_b 5.7 56

210 vermentationKperformanceKandKintracellularKmetaboliteKpatternsKinKlaboratoryKandKindustrialK
xyloseXfermentingKSaccharomycesKcerevisiaeYKAppliedVMicrobiologyVandVBiotechnologyWK2002WKeiWKdcfXdb 5.7 90

209 qnalysisKofKfluxKestimatesKbasedKonKSacTsXlabellingKexperimentsYKFEBSVJournalWK2002WKbfiWKbgieXh__ 50

208 qnKexpandedKroleKforKmicrobialKphysiologyKinKmetabolicKengineeringKandKfunctionalKgenomicsjK
movingKtowardsKsystemsKbiologyYKFEMSVYeastVResearchWK2002WKbWKageXha 3.1 52

207 SteadyXstateKandKtransientXstateKanalysesKofKaerobicKfermentationKinKSaccharomycesKkluyveriYKFEMSV
YeastVResearchWK2002WKbWKbccXdd 3.1 7

206 βeciprocalKacsXlabelingjKaKmethodKforKinvestigatingKtheKcatabolismKofKcosubstratesYKBiotechnologyV
ProgressWK2002WKahWKafcXf 2.8 8

205 wrowthKenergeticsKofKanKalkalineKserineKproteaseXproducingKstrainKofKracillusKclausiiKduringK
continuousKcultivationYKBioprocessVandVBiosystemsVEngineeringWK2002WKbdWKcbiXcci 3.7 7

204 —etabolicKengineeringKofKtheKmorphologyKofKqspergillusKoryzaeKbyKalteringKchitinKsynthesisYKAppliedV
andVEnvironmentalVMicrobiologyWK2002WKfhWKahbgXcf 4.8 54

203
βeproducibilityKofKoligonucleotideKmicroarrayKtranscriptomeKanalysesYKqnKinterlaboratoryK
comparisonKusingKchemostatKculturesKofKSaccharomycesKcerevisiaeYKJournalVofVBiologicalVChemistryWK
2002WKbggWKcg__aXh

5.4 191

202 qlteringKtheKexpressionKofKtwoKchitinKsynthaseKgenesKdifferentiallyKaffectsKtheKgrowthKandK
morphologyKofKqspergillusKoryzaeYKMicrobiologyVfUnitedVKingdomgWK2002WKadhWKd_beXd_cc 2.9 30

201 ∆hysiologicalKcharacterisationKofKrecombinantKqspergillusKnidulansKstrainsKwithKdifferentKcreqK
genotypesKexpressingKqYKoryzaeKalphaXamylaseYKJournalVofVBiotechnologyWK2002WKibWKbgiXhe 3.7 20

200 ∆roductionKofKextracellularKproteaseKandKglucoseKuptakeKinKracillusKclausiiKinKsteadyXstateKandK
transientKcontinuousKculturesYKJournalVofVBiotechnologyWK2002WKigWKbfeXgc 3.7 25

199 qnKexpandedKroleKforKmicrobialKphysiologyKinKmetabolicKengineeringKandKfunctionalKgenomicsjK
movingKtowardsKsystemsKbiologyYKFEMSVYeastVResearchWK2002WKbWKageXaha 3.1 11

198 SteadyXstateKandKtransientXstateKanalysesKofKaerobicKfermentationKinYKFEMSVYeastVResearchWK2002WKbWKbccXbdd3.1 14

197
wβ°WTxKq tKu ZY—uK∆β°tUsTy° KtUβy wKs° Ty U°USKsU–TUβuSK°vKqKxywxK
q—Y–qSuX∆β°tUsy wKVqβyq TK°vKqspergillusK°ryzaeYKBrazilianVJournalVofVChemicalVEngineeringWK
2002WKaiWKeeXfh

1.7 7

196 rioreactorsjKtescriptionKandK—odellingK2001WKggXa_d 1
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195 alphaXqmylaseKproductionKinKhighKcellKdensityKsubmergedKcultivationKofKqspergillusKoryzaeKandKqYK
nidulansYKAppliedVMicrobiologyVandVBiotechnologyWK2001WKeeWKhaXd 5.7 20

194 —etabolicKengineeringYKAppliedVMicrobiologyVandVBiotechnologyWK2001WKeeWKbfcXhc 5.7 258

193 shangesKofKinKvivoKfluxesKthroughKcentralKmetabolicKpathwaysKduringKtheKproductionKofKnystatinKbyK
StreptomycesKnourseiKinKbatchKcultureYKAppliedVMicrobiologyVandVBiotechnologyWK2001WKefWKicXa__ 5.7 31

192 vuelKethanolKproductionKfromKlignocellulosejKaKchallengeKforKmetabolicKengineeringKandKprocessK
integrationYKAppliedVMicrobiologyVandVBiotechnologyWK2001WKefWKagXcd 5.7 701

191 ∆roductionKofKaKheterologousKproteinaseKqKbyKSaccharomycesKkluyveriYKAppliedVMicrobiologyVandV
BiotechnologyWK2001WKegWKbafXi 5.7 5

190 ynfluenceKofKcarbonKsourceKonKalphaXamylaseKproductionKbyKqspergillusKoryzaeYKAppliedVMicrobiologyV
andVBiotechnologyWK2001WKegWKcdfXi 5.7 69

189
∆hysiologicalKcharacterisationKofK∆enicilliumKchrysogenumKstrainsKexpressingKtheKexpandaseKgeneK
fromKStreptomycesKclavuligerusKduringKbatchKcultivationsYKwrowthKandK
adipoylXgXaminodeacetoxycephalosporanicKacidKproductionYKAppliedVMicrobiologyVandVBiotechnology
WK2001WKegWKcegXfb

5.7 24

188 αuantitativeKanalysisKofK∆enicilliumKchrysogenumKWisedXabeeKtransformantsKoverexpressingKtheK
penicillinKbiosyntheticKgenesYKBiotechnologyVandVBioengineeringWK2001WKgbWKcgiXhh 4.9 39

187 uxpressionKofKaKcytoplasmicKtranshydrogenaseKinKSaccharomycesKcerevisiaeKresultsKinKformationKofK
bXoxoglutarateKdueKtoKdepletionKofKtheK qt∆xKpoolYKYeastWK2001WKahWKaiXcb 3.4 100

186 ynKvivoKdynamicsKofKgalactoseKmetabolismKinKSaccharomycesKcerevisiaejKmetabolicKfluxesKandK
metaboliteKlevelsYKBiotechnologyVandVBioengineeringWK2001WKgcWKdabXbe 4.9 42

185
SimpleKandKrobustKmethodKforKestimationKofKtheKsplitKbetweenKtheKoxidativeKpentoseKphosphateK
pathwayKandKtheKumbdenX—eyerhofX∆arnasKpathwayKinKmicroorganismsYKBiotechnologyVandV
BioengineeringWK2001WKgdWKeagXbc

4.9 26

184 TheKimpactKofKwq–fWKwq–h_WKandK—ywaKonKglucoseKcontrolKofKtheKwq–KsystemKinKSaccharomycesK
cerevisiaeYKFEMSVYeastVResearchWK2001WKaWKdgXee 3.1 35

183  etworkKidentificationKandKfluxKquantificationKinKtheKcentralKmetabolismKofKSaccharomycesK
cerevisiaeKunderKdifferentKconditionsKofKglucoseKrepressionYKJournalVofVBacteriologyWK2001WKahcWKaddaXea 3.5 284

182 —etabolicKengineeringKofKtheKmorphologyKofKqspergillusYKAdvancesVinVBiochemicalV
EngineeringmBiotechnologyWK2001WKgcWKa_cXbh 1.7 35

181 TheKimpactKofKwq–fWKwq–h_WKandK—ywaKonKglucoseKcontrolKofKtheKwq–KsystemKinKSaccharomycesK
cerevisiaeYKFEMSVYeastVResearchWK2001WKaWKdgXee 3.1 1

180 —orphologicalKcharacterizationKofKqspergillusKnidulansjKgrowthWKseptationKandKfragmentationYK
MicrobiologyVfUnitedVKingdomgWK2001WKadgWKbciXdf 2.9 17

179 αuantitativeKanalysisKofK∆enicilliumKchrysogenumKWisedXabeeKtransformantsKoverexpressingKtheK
penicillinKbiosyntheticKgenesK2001WKgbWKcgi 1

178 —athematicalK—odellingKofK—icrobialK∆rocessesX—otivationKandK—eansK2001WKfaXge 2

(2001-2001)
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177 ∆hysiologicalKstudiesKinKaerobicKbatchKcultivationsKofKSaccharomycesKcerevisiaeKstrainsKharboringK
theK—u–aKgeneYKBiotechnologyVandVBioengineeringWK2000WKfhWKbebXi 4.9 48

176 —etabolicKnetworkKanalysisKofKpenicilliumKchrysogenumKusingKaccXlabeledKglucoseK2000WKfhWKfebXfei 97

175 qnaerobicKandKaerobicKbatchKcultivationsKofKSaccharomycesKcerevisiaeKmutantsKimpairedKinKglycerolK
synthesisYKYeastWK2000WKafWKdfcXgd 3.4 119

174 SimultaneousKoverexpressionKofKenzymesKofKtheKlowerKpartKofKglycolysisKcanKenhanceKtheK
fermentativeKcapacityKofKSaccharomycesKcerevisiaeYKYeastWK2000WKafWKacbeXcd 3.4 67

173 sonstructionKandKcharacterizationKofKanKoxalicKacidKnonproducingKstrainKofKqspergillusKnigerYK
MetabolicVEngineeringWK2000WKbWKcdXda 9.7 58

172 °ptimizationKofKethanolKproductionKinKSaccharomycesKcerevisiaeKbyKmetabolicKengineeringKofKtheK
ammoniumKassimilationYKMetabolicVEngineeringWK2000WKbWKfiXgg 9.7 184

171 StructuralKandKtranscriptionalKanalysisKofKtheKpyrqrs WKpyrtKandKpyrvKgenesKinKqspergillusKnidulansK
andKtheKevolutionaryKoriginKofKfungalKdihydroorotasesYKMolecularVMicrobiologyWK2000WKcfWKiieXiie 4.1

170 qnKinterlaboratoryKcomparisonKofKphysiologicalKandKgeneticKpropertiesKofKfourKSaccharomycesK
cerevisiaeKstrainsYKEnzymeVandVMicrobialVTechnologyWK2000WKbfWKg_fXgad 3.8 414

169 TheKroleKofKmetabolicKengineeringKinKtheKimprovementKofKSaccharomycesKcerevisiaejKutilizationKofK
industrialKmediaYKEnzymeVandVMicrobialVTechnologyWK2000WKbfWKgheXgib 3.8 41

168 —athematicalKmodellingKofKmetabolismYKCurrentVOpinionVinVBiotechnologyWK2000WKaaWKah_Xf 11.4 137

167 yncreasingKgalactoseKconsumptionKbyKSaccharomycesKcerevisiaeKthroughKmetabolicKengineeringKofK
theKwq–KgeneKregulatoryKnetworkYKNatureVBiotechnologyWK2000WKahWKabhcXf 44.5 149

166 —etabolicKcharacterizationKofKhighXKandKlowXyieldingKstrainsKofK∆enicilliumKchrysogenumYKAppliedV
MicrobiologyVandVBiotechnologyWK2000WKedWKbabXg 5.7 37

165 wlucoamylaseKproductionKinKbatchWKchemostatKandKfedXbatchKcultivationsKbyKanKindustrialKstrainKofK
qspergillusKnigerYKAppliedVMicrobiologyVandVBiotechnologyWK2000WKecWKbgbXg 5.7 57

164 TheKinfluenceKofKnitrogenKsourcesKonKtheKalphaXamylaseKproductivityKofKqspergillusKoryzaeKinK
continuousKculturesYKAppliedVMicrobiologyVandVBiotechnologyWK2000WKecWKbghXha 5.7 59

163 sloningKandKcharacterizationKofKoahWKtheKgeneKencodingKoxaloacetateKhydrolaseKinKqspergillusKnigerYK
MolecularVGeneticsVandVGenomicsWK2000WKbfcWKbhaXf 28

162 qntisenseKsilencingKofKtheKcreqKgeneKinKqspergillusKnidulansYKAppliedVandVEnvironmentalV
MicrobiologyWK2000WKffWKdegiXha 4.8 33

161 riosyntheticKstudiesKofKtheKglycopeptideKteicoplaninKbyKSaTxKandKSacTsK —βYKJournalVofVBiologicalV
ChemistryWK2000WKbgeWKfb_aXf 5.4 5

160 βoleKofKsubstrateKconcentrationKinKmitosisKandKhyphalKextensionKofKqspergillusYKBiotechnologyVandV
BioengineeringWK2000WKfgWKci_Xg 4.9 28
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159 —etabolicKengineeringKofKSaccharomycesKcerevisiaeYKMicrobiologyVandVMolecularVBiologyVReviewsWK
2000WKfdWKcdXe_ 13.2 311

158 —etabolicKnetworkKanalysisYKqKpowerfulKtoolKinKmetabolicKengineeringYKAdvancesVinVBiochemicalV
EngineeringmBiotechnologyWK2000WKffWKb_iXca 1.7 20

157 —etabolicKnetworkKanalysisKofK∆enicilliumKchrysogenumKusingKSacTsXlabeledKglucoseYKBiotechnologyV
andVBioengineeringWK2000WKfhWKfebXi 4.9 16

156 ydentificationKofKenzymesKandKquantificationKofKmetabolicKfluxesKinKtheKwildKtypeKandKinKaK
recombinantKaspergillusKoryzaeKstrainYKAppliedVandVEnvironmentalVMicrobiologyWK1999WKfeWKaaXi 4.8 55

155 StudyKofKtheKglucoamylaseKpromoterKinKqspergillusKnigerKusingKgreenKfluorescentKproteinYK
MicrobiologyVfUnitedVKingdomgWK1999WKadeKSK∆tKcTWKgbiXgcd 2.9 28

154 StructuralKandKtranscriptionalKanalysisKofKtheKpyrqrs WKpyrtKandKpyrvKgenesKinKqspergillusKnidulansK
andKtheKevolutionaryKoriginKofKfungalKdihydroorotasesYKMolecularVMicrobiologyWK1999WKccWKeiiXfaa 4.1 13

153 —etabolicKcontrolKanalysisKofKtheKpenicillinKbiosyntheticKpathwayjKtheKinfluenceKofKtheK
––tXqsVjbisqsVKratioKonKtheKfluxKcontrolYKAntonieVVanVLeeuwenhoekWK1999WKgeWKadeXed 2.1 26

152 ysotopomerKanalysisKusingKwsX—SYKMetabolicVEngineeringWK1999WKaWKbhbXi_ 9.7 200

151 weneticallyKstructuredKmodelingKofKproteinKproductionKinKfilamentousKfungiYKBiotechnologyVandV
BioengineeringWK1999WKffWKafdXg_ 4.9 10

150 °nXlineKstudyKofKgrowthKkineticsKofKsingleKhyphaeKofKqspergillusKoryzaeKinKaKflowXthroughKcellYK
BiotechnologyVandVBioengineeringWK1999WKfcWKadgXec 4.9 28

149 ’ineticsKofKalphaXamylaseKsecretionKinKqspergillusKoryzaeYKBiotechnologyVandVBioengineeringWK1999WK
feWKgfXhb 4.9 3

148 —etabolicK etworkKqnalysisYKAdvancesVinVBiochemicalVEngineeringmBiotechnologyWK1999WKb_iXbca 1.7 17

147 ynvestigationKofKtheKimpactKofK—ywaKandK—ywbKonKtheKphysiologyKofKSaccharomycesKcerevisiaeYK
JournalVofVBiotechnologyWK1999WKfhWKaigXbab 3.7 61

146 αuantitativeKanalysisKofKmetabolicKfluxesKinKuscherichiaKcoliWKusingKtwoXdimensionalK —βK
spectroscopyKandKcompleteKisotopomerKmodelsYKJournalVofVBiotechnologyWK1999WKgaWKageXhi 3.7 141

145 terepressionKofKgalactoseKmetabolismKinKmelibiaseKproducingKbakersRKandKdistillersRKyeastYKJournalV
ofVBiotechnologyWK1999WKgbWKbacXbh 3.7 25

144 wrowthKandKproductionKkineticsKofKaKteicoplaninKproducingKstrainKofKqctinoplanesKteichomyceticusYK
JournalVofVAntibioticsWK1999WKebWKd_Xd 3.7 13

143
uxpressionKofKtheKuscherichiaKcoliKpntqKandKpntrKgenesWKencodingKnicotinamideKnucleotideK
transhydrogenaseWKinKSaccharomycesKcerevisiaeKandKitsKeffectKonKproductKformationKduringK
anaerobicKglucoseKfermentationYKAppliedVandVEnvironmentalVMicrobiologyWK1999WKfeWKbcccXd_

4.8 46

142 ˛–XqmylaseKproductionKinKrecombinantKqspergillusKoryzaeKduringKfedXbatchKandKcontinuousK
cultivationsYKJournalVofVBioscienceVandVBioengineeringWK1998WKhfWKdiXef 25
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141
sleanupKandKanalysisKofKsugarKphosphatesKinKbiologicalKextractsKbyKusingKsolidXphaseKextractionKandK
anionXexchangeKchromatographyKwithKpulsedKamperometricKdetectionYKAnalyticalVBiochemistryWK
1998WKbfaWKcfXdb

3.1 72

140
wrowthKandKproductKformationKofKqspergillusKoryzaeKduringKsubmergedKcultivationsjKverificationKofK
aKmorphologicallyKstructuredKmodelKusingKfluorescentKprobesYKBiotechnologyVandVBioengineeringWK
1998WKegWKcbaXi

4.9 53

139 —etabolicKengineeringjKtechniquesKforKanalysisKofKtargetsKforKgeneticKmanipulationsYKBiotechnologyV
andVBioengineeringWK1998WKehWKabeXcb 4.9 100

138 acsKtracerKexperimentsKandKmetaboliteKbalancingKforKmetabolicKfluxKanalysisjKcomparingKtwoK
approachesYKBiotechnologyVandVBioengineeringWK1998WKehWKbedXg 4.9 62

137 °nXlineKstudyKofKfungalKmorphologyKduringKsubmergedKgrowthKinKaKsmallKflowXthroughKcellK1998WK
ehWKedaXeec 53

136 —odellingKofKtheKprotonophoricKuncouplingKbyKphenoxyaceticKacidKofKtheKplasmaKmembraneK
potentialKofK∆enicilliumKchrysogenumK1998WKf_WKgfaXgfg 16

135 sarbonKcataboliteKrepressionKofKinvertaseKduringKbatchKcultivationsKofKSaccharomycesKcerevisiaejK
theKroleKofKglucoseWKfructoseWKandKmannoseYKAppliedVMicrobiologyVandVBiotechnologyWK1998WKe_WKegiXhb 5.7 39

134 ydentificationKandKpurificationKofK°KXacetylXlXserineKsulphhydrylaseKinK∆enicilliumKchrysogenumYK
AppliedVMicrobiologyVandVBiotechnologyWK1998WKe_WKffcXffh 5.7 6

133  itrogenXlimitedKcontinuousKcultivationsKasKaKtoolKtoKquantifyKglucoseKcontrolKinKSaccharomycesK
cerevisiaeYKEnzymeVandVMicrobialVTechnologyWK1998WKbcWKiaXa__ 3.8 7

132 TheKroleKofKmetabolicKengineeringKinKtheKproductionKofKsecondaryKmetabolitesYKCurrentVOpinionVinV
MicrobiologyWK1998WKaWKcc_Xf 7.9 30

131 —odelingKtheKmyceliumKmorphologyKofK∆enicilliumKspeciesKinKsubmergedKculturesYKAdvancesVinV
BiochemicalVEngineeringmBiotechnologyWK1998WKabeXaeb 1.7 5

130 TheKussenceKofK—etabolicKungineeringK1998WKaXb_ 174

129 —ethodsKforKtheKuxperimentalKteterminationKofK—etabolicKvluxesKbyKysotopeK–abelingK1998WKcecXda_

128 qpplicationsKofK—etabolicKvluxKqnalysisK1998WKdaaXdei 2

127 —etabolicKsontrolKqnalysisK1998WKdfaXecc 2

126 —aterialKralancesKandKtataKsonsistencyK1998WKaaeXadf 3

125 xighKexogenousKconcentrationsKofKphenoxyaceticKacidKareKcrucialKforKaKhighKpenicillinKVKproductivityK
inK∆enicilliumKchrysogenumYKMicrobiologyVfUnitedVKingdomgWK1998WKaddWKb__aXb__f 2.9 6

124 wlucoseKcontrolKinKSaccharomycesKcerevisiaejKtheKroleKofK—igaKinKmetabolicKfunctionsYKMicrobiologyV
fUnitedVKingdomgWK1998WKaddKSK∆tKaTWKacXbd 2.9 161
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123 ThermodynamicsKofKsellularK∆rocessesK1998WKfbiXfid

122 βeviewKofKsellularK—etabolismK1998WKbaXgi 10

121 °nXlineKstudyKofKfungalKmorphologyKduringKsubmergedKgrowthKinKaKsmallKflowXthroughKcellYK
BiotechnologyVandVBioengineeringWK1998WKehWKedaXec 4.9 10

120 —odellingKofKtheKprotonophoricKuncouplingKbyKphenoxyaceticKacidKofKtheKplasmaKmembraneK
potentialKofK∆enicilliumKchrysogenumYKBiotechnologyVandVBioengineeringWK1998WKf_WKgfaXg 4.9 4

119 vluxKdistributionsKinKanaerobicWKglucoseXlimitedKcontinuousKculturesKofKSaccharomycesKcerevisiaeYK
MicrobiologyVfUnitedVKingdomgWK1997WKadcKSK∆tKaTWKb_cXbah 2.9 292

118 —etabolicKcontrolKanalysisKofKbiochemicalKpathwaysKbasedKonKaKthermokineticKdescriptionKofK
reactionKratesYKBiochemicalVJournalWK1997WKcbaKSK∆tKaTWKaccXh 3.8 65

117 ∆urificationKandKcharacterizationKofKdeltaXS–XalphaXaminoadipylTX–XcysteinylXtXvalineKsynthetaseK
fromK∆enicilliumKchrysogenumYKBiochemicalVJournalWK1997WKcbgKSK∆tKaTWKaheXia 3.8 43

116 ThermodynamicsKofK—etabolicK∆athwaysKforK∆enicillinK∆roductionjKqnalysisKofKThermodynamicK
veasibilityKandKvreeKunergyKshangesKturingKvedXratchKsultivationYKBiotechnologyVProgressWK1997WKacWKaefXafe2.8 19
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SteadyXStateKsulturesKofK∆enicilliumKchrysogenumYKBiotechnologyVProgressWK1997WKacWKggfXghb 2.8 30

114 ’ineticKstudiesKonKtheKcarboxylationKofKfXaminoXpenicillanicKacidKtoKhXhydroxyXpenillicKacidYKProcessV
BiochemistryWK1997WKcbWKheXia 4.8 13
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73 wrowthKandK∆roteinKvormationKofKβecombinantKqspergillusjKUtilityKofK—orphologicalK
sharacterizationKbyKymageKqnalysisK1994WKaigXb_b 5

72 ∆opulationKralancesKrasedKonKsellK umberK1994WKbgaXbid 1

71 rioreactionKungineeringK∆rinciplesK1994WK 136

70 sellularKwrowthKβeactionsK1994WKgXif 1

(1994-1995)

49



69 —odelingKofKβeactionK’ineticsK1994WKafcXbbg 1

68 —orphologicallyKStructuredK—odelsK1994WKbbiXbfi 2
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4.9 7

61
TwoKUptakeKSystemsKforKvructoseKinK–actococcusKlactisKsubspYKcremorisKvtaK∆roduceKwlycolyticKandK
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37 YeastKasKaK∆rototypeKforKSystemsKriologybhgXcec
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